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09G103000_21-70
15G275000_20-69
04G067900_40-89
06G069600_30-98
13G6202500_20-69
02G080900_38-87
16G165900_30-96
05G187300_39-88
08G145600_39-88
106223500_41-90
02G205800_37-86
176072200_27-95
04G153700_37-86
06G225500_37-86
04G142700_37-86
06G225400_46-117
06G316800_40-89
09G6051100_38-87
15G6157100_38-87
08G088400_32-81
08G302500_39-88
18G117100_39-88
04G063800_9-58
06G065000_6-58
05G160000_385-436
08G117500_6-58
12G017600_131-178
02G6090900_13-60
18G292200_14-61
18G242400_64-112
02G103800_77-125
07G215200_80-128
13G372600_71-120
156001100_69-118
116236400_33-82
18G6020800_33-82
05G182200_29-78
05G010700_54-89
17G118400_55-107
02G310000_267-316
14G002700_268-317
03G180200_231-280
19G180900_243-292
13G6005300_253-302
20G064600_253-302
11G147100_266-315
126068000_266-315
12G6173300_234-283
13G326500_259-308
10G051800_240-289
13G139200_260-309
13G213600_217-265
15G099100_214-262
01G6107700_99-151

07G142300_108-159
02G253000_84-135

14G063500_84-135

13G227900_172-233
15G6084600_183-244
04G063700_161-222
06G064900_158-219
05G159600_181-243
04G084500_138-184
06G086100_152-198
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14G178400_137-183
04G098100_128-174
06G099800_131-177
10G156500_116-162
20G231900_117-163
196236800_118-164
03G239900_110-156
09G140700_126-172
16G194600_116-162
09G140800_108-154
11G242800_110-156
14G037000_80-126

06G118400_62-106
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01G095600_140-186
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02G6210400_152-198
14G177900_153-199
08G070100_155-204
13G042300_156-201
08G177000_180-226
156056000_166-212
05G175400_149-200
18G014500_194-240
18G014600_153-202
11G242500_156-205
11G122400_135-179
12G047300_133-176
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L DNIGNNA......... NGDPFIACDV
L DNIGNNV......... NGDPFIACDV
L DITVGLTA......... TGDVFVACNE
L DTVGLTA......... TGDVEFVACNE
S DGVGKTV......... DGEPFVACDYV
L DELEVTV......... NGEPFVACNE
L DELEVTV......... NGEPFVACNE
L DEIEITV......... DGEPFVACNE
L DEIEITV......... DGEPFVACNE
L DEITEVTV......... DGEPFVACNE
L DDVGLTV......... DGDLFVACNE
L DDVGLTV......... DGDLFVACNE
L DGVGLTV......... DGDLFVACNE
L DGVGLTV......... DGDLFVACNE
L DSVGLTV......... DGDLFVACEE
L DSVGLTV......... DGDLFVACEE
L DDIGVNE......... DGDLFVACNE
L DEIGYKE......... NGELFVACHV
L DEIGYME......... NGELFVACHV
1 T DEIGYGE......... DGKLFVACHV
L DTIGLTA......... TGDVFVACHE
L DTIGLTA......... TGDLFVACHE
L EQIGLDA......... NGELFVACHE
L EQIGLDA......... NGEVFVACHE
L EQVGLNA......... NGEVFVACHE
L EQVGLND......... NGEVFVACHE
Dov et e e e e e CKVMSDE......... HGEDILPC.E
HDE............. DEES............. NMDTPC. .S
HDE............. DEES............. NMDTPC. .S
QEE . .. ... ... ..., DFIF............. NMESPC..N
RNPG............ DAEN............. PLRYPC. .A
RNPG............ DAEN............. PLRYPC. .A
LDI. ..o GGE.............. DLIAPC. .H
LDI. ..o GGE.............. DLIAPC..H
LET............. DGR.............. DFIAPC. .K
LET............. DGR. ... ... DFIAPC. .K
LET............. DGR. . ... NFIVPC. .K
LES............. DSDPE........... DELISPC..M
LES. . ... ... DSDPE........... DELISPC..M
LVELG........... EGGNT............. LKMEC. .S
LVELG........... EGGNT............. LKMEC. .S
LIELG........... EGSDT............. LKMEC. .S
LIELG........... EGSDT............. LKMEC. .S
LVELV........... EGGNT............. LRMEC. .S
LVELA........... EGGNT............. LRMEC. .S
LVDLC........... EGGET........o.. .. FKLEC..S
LVDLC........... EGGET............. FKLEC..S
LVDLC........... EGGET............. LKMEC. .S
LVDLC........... EGGET............. LKMEC. .S
MVELG........... EGGNT............. FKLEC. .G
FVELG........... EGADT ... ... FKLEC..S
F.DVC........... DERNT............. FKMEC. .S
F.DVC........... DERNT............. FKMEC. .S
HLG ..LESD.S.QEESGVP............. IELGC..S
HLG ..LESDDS.QEESGVP............. IELGC..S
HMG ..LESD...SHESGAP............. IQLGC..S
HLS .MDMT...NHESGTP............. IELGC..S
HLS....MDMT...NHESGTS............. IELGC..S
HLTSVQSLDETTVGTASSAKS.A......... DLIQLGC. .A
HLTSVQSSDETTVGTASSATS.A......... DLIQLGC. .A
HLTSGQSLNATTVGTVESATS.E......... DLIQLGC..A
HLTSGQSSDATTVGTSDSATS.A......... DLIQLGC..A
HLASGQPLEAADVGTASSATTINT......... DLIQLGC. .A
LEEMG........... KEQON........... ... LVACG.T
LEEMG........... KEQON...... ... ... LVACG.T
YSVIH........... TTNHG. ........... LPRLACK.T
Lo LEFEDDN......... VLRLLTL
Lo LEFEDDN......... MVRLLTL
Lo LEFDHDS......... MLRLLTV

L. et eevveeens NEFLDDE......... TLRLIPK
L. NEFRDDE......... TLRLIPK
L. NEFEEDE......... TLREFIPN
Lo NEFEEVE......... TLREFIPN
Lo NEFEDTE......... TLRLIPK
Lo NEFEDTE......... TLRLIPK

L. et eevveeens CEFEDTE......... TLRLIPK
L. CEFEDTE. ........ TLRLLPK
L. TDFTDKD......... ALRLLPK
Lo TDFTHKD......... SLRLLPK
Lo AEFDDAD......... ALRLLPK
Lo VEFEDSD......... TIKMLPK

L. et eevveeens GEFEDCD......... VVKMLPK
L. SEFEECD......... MVKIQPK
L. SEFQDDE. .. ...... SVRLLPK
Lo SEFRDDE......... SVRLLPK
Lo SEFQDDE......... SVRLLPK
Lo SEFEDDE......... SVRLLPK

L. et eevveeens SEFEENE......... DLRLLPK
L. IEFQENE. ... ..... NLRLLPK
L. NEFQEEE......... TLRLLPK. .
Lo NEFQEEE......... TLRLLPK. ..
Lo SEFQEDE......... SLRLLPK. .
Lo SEFQEDE......... SLRLLPK. ..
L. et eevveeens SEFQEDE......... NLRLLPK
L. SEFQEDE......... NLRLLPK
L. GEFEHDE......... SLRLLPK
Lo GEFQQEE......... SLRVLPK
Lo GEFHQEE......... SLRVLPK
Lo GEFQQEE. ... ..... SLRVLPK

L. et ee v v oo LEFEDDD......... YVRTLPI
L. LEFEDED......... YVRTLPV
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lcl|Glyma.01G032200_147-191  ......... DICAVCIL . v v v v v e e e e e CEFLEQD......... KLRLLPM. ..
lcl|Glyma.02G033200_149-193  ......... DCAVCL. ...t CEFLEQD......... KLRLLPM. ..
lcl|Glyma.13G071600_172-216 . ........ DCAVCL. ...t CEFSEKD......... KLRLLPM. ..
lcl|Glyma.19G011200_168-212 . ........ DCAVCL. .. ... CEFSEKD......... KLRLLPM. ..
lcl|Glyma.08G289200_148-194 ... ....... CAVCIL . o v v v i e oo e v CQFSEQD .. ... .... MLRLLPL. ..
lcl|Glyma.18G135300_149-195 .. ........ CAVCIL . v v v v v it e CQFSEQD......... MLRLLPL. .

lcl|Glyma.05G035800_139-185  .......... [ A CEFSKED......... KLRLLPM. ..
lcl|Glyma.17G091600_134-180  .......... CAVCIL. ..o CEFSEDD......... KLRLLPM. ..
lcl|Glyma.13G092000_129-175 . ......... CAVCIL. ..o iieen CEFEPED......... KLRLLPK. ..
lcl|Glyma.17G068300_125-171 . ......... CAVCIL . o v v v i e e e e CEFEPED......... KLRLLPK. ..
lcl|Glyma.03G103800_137-183 . ......... CAVCIL . o v v v it e e e e v SKFHHHD......... LLRLLPL. ..
lcl|Glyma.07G120300_138-184 .. ........ CAVCIL . v v v v v it e SKFHHHD......... LLRLLPL. ..
lcl|Glyma.15G183300_121-167  .......... [ A SKFEQND......... LLRLLPL..

lcl|Glyma.01G146500_110-156  ....... GLECAVCIL . . v v v vt v v e v e e e SKFEDVE......... ILRLLPK. ..
lcl|Glyma.09G194100_115-161 . ...... GLECAVCIL . . v v v vt v i i vt e v SKFEDVE......... ILRLVPK. ..
lcl|Glyma.04G083400_113-140 . ......... CITIVCIL . v v v i e i e e e e e SKFEDTE......... TLRLLP....
lcl|Glyma.06G084800_126-176 . ...... GLECITIVCIL . v v v v vt v it e e e e SKFEDTE......... TLRLLPK. ..
lcl|Glyma.14G146700_132-182 . ...... GLECITVCIL + v v v v e e e e e e e s SQFEDTE......... ILRLLPK. ..
lcl|Glyma.02G106400_97-139 .......... [ A NKFKVAK......... VLRLLSK. ..
lcl|Glyma.04G091400_117-163  .......... CAVCIL. ..o NKFEAAE......... VLRLLPK. ..
lecl|Glyma.03G215500_93-139 .. ........ CAVCIL. ..o SEFADGD......... EGRVLPN. ..
lcl|Glyma.19G212000_90-136 .. ........ CAVCIL . . v v v v vii e e SEFSDGD......... EGRVLPN. ..
lcl|Glyma.02G016800_86-132 .. ........ CAVCIL . o v v v it e e e e v SEFADGE......... EGRFLPN. ..
lcl|Glyma.07G046400_108-154 .. ........ CAVCIL . v v v v i it e e e SEIVQGE......... KLRLLPK. .

lcl|Glyma.16G014600_107-153  .......... [ A SEIVEGE......... KLRLLPK. ..
lcl|Glyma.03G263000_99-148  ....... GLECAVCIL . . v v v vt v v e v e e e SEVVEGE . ........ KARLLPK. ..
lcl|Glyma.07G245400_93-139 .. ........ CAVCIL. ..o SEFENGE......... TGRVLPK. ..
lcl|Glyma.17G028400_95-141 . ......... CAVCIL . . v v v v vii e e SEFENGE......... TGRVLPK. ..
lcl|Glyma.09G042400_118-164 ... ....... CAVCIL . o v v v it e e e e v SEFEPGE......... TGRVLPK. ..
lcl|Glyma.13G332800_88-134 . ......... CAICL . . v v v i it e e e GEFEEGE. .. ...... WLKLLPN. ..
lcl|Glyma.06G284600_119-165  .......... [ A SALEGEE......... KAKLLPN. .

lcl|Glyma.12G121400_124-171  .......... CAVCIL. .o v i e SALEGEE......... KAKLLPN. ..
lcl|Glyma.12G208600_102-147 ... ....... CAVCIL. ..o SVLEDGE . ........ HVRLLPN. ..
lcl|Glyma.13G292600_94-142 . ...... SVEICITVCIL . v v v v v v vt e e e e SVLEDGE......... QVRLLPN. ..
lcl|Glyma.09G214600_99-144 ... ....... CAVCIL . o v v v it e e e e v GDFEDGE......... ELRTMPE. ..
lcl|Glyma.16G075300_86-130 . ........ TICAVCIL . v v v v e et e e e EEFEEGE. ... ..... ELRRLPE. ..
lcl|Glyma.13G108500_112-158  .......... CPVCIL . v v v v v et SGFEEGE......... EVRKLPR. ..
lcl|Glyma.17G050900_108-154  .......... CPIVCIL . o v v i e v e e e e et SGFEEGE......... EVRKLPR. ..
lcl|Glyma.18G176200_157-203 . ......... CPIVCIL . v v v i e v e e e et SVFANGE . ........ EVRQLSA. ..
lcl|Glyma.02G228800_114-163 . ...... ESECIVIICL. ... ..o SVIEEGE......... IGRGLPK. ..
lcl|Glyma.01G157400_104-150 . ......... CAIICL . o v v v v v e e e e ADFAAGD......... EIRVLPQ. ..
lcl|Glyma.11G087600_104-150 ... ....... CAICL . . v v v i it e e e AEFAAGD......... EIRVLPQ..

lcl|Glyma.04G015200_96-142 = .......... CAICIL . v v v v v et e oo e s TEFAAGD......... EIRVLPQ...
lcl|Glyma.06G015200_96-142 = .......... L I TEFAAGD......... EIRVLPQ. ..
lcl|Glyma.09G196700_100-146 . ......... CAICL . ... TEFGAGD......... EVRVLPQ. ..
lcl|Glyma.16G112200_99-145 = ... ....... CAICL .. ... TEFGAGD......... EIRVLPQ. ..
lcl|Glyma.04G215600_139-185 ... ....... CIVIICIL e v v v i e it e e e e e SEFTSGD......... KVRILPK. ..
lcl|Glyma.06G150400_141-187 .. ........ CIVIICIL . v v v v i e e SEFTSGE......... KVRILPK. ..
lcl|Glyma.05G188900_144-190  .......... CIVIICIL . v v v v e e oo SEFANGD......... KVRILPK. .

lcl|Glyma.08G146600_143-189  .......... CVIICIL . v v v v e e e e e et SEFANGD......... KVRILPK. ..
lcl|Glyma.09G275300_113-159 .. ........ CPIICIL . o v v v v v et e e e GEFEKGD......... KVRMLPK. ..
lcl|Glyma.18G214200_108-154 . ......... CPIICL . o v v v v v v e v e v GEFEKGD......... RVRMLPK. ..
lcl|Glyma.07G173600_79-113 ... ....... CPIICIL . v v v v v it e v e v DE & i it i e e e e e e e e e
lcl|Glyma.06G143100_111-157 .. ........ CPIICL. ... GEFVDGE......... KVRVLPK. ..
lcl|Glyma.08G088100_109-152  .......... B AEFSDGD......... PIRFLPK. ..
lcl|Glyma.15G157400_108-152  ......... ICAICIL .« v v v v e e e e e e e s TEFSDGD......... RIRFLPN. ..
lcl|Glyma.04G182100_194-239 .. ........ CLIICIL . v v v v e et e e e e e EEFHVGN......... QVRGLP.. ..
lcl|Glyma.06G183300_233-278 .. ........ CLIICIL . v v v i e e e e e e e EEFHVGN......... QVRGLP.. ..
lcl|Glyma.05G037000_234-279 . ......... CPIICIL . v v v v v it e v e v EEFYVGN......... EVRGLP.. ..
lcl|Glyma.17G090200_234-279 . ......... CPIICL. ... EEFYVGN......... EVRGLP. ..

lcl|Glyma.11G191800_129-174  .......... CAICIL . v v v v v et e oo e s EELREGD......... AVKVIPY...
lcl|Glyma.01G151700_511-557  .......... ClYITCIL . v v v v et e e e e e VEYEDGD......... SMRVLP....
lcl|Glyma.09G216900_511-557 .. ........ ClYITCL . v v v i e e e e e e e VEYEDGD......... SMRVLP. ...
lcl|Glyma.16G076000_519-565 . ......... CYIICL . v v v i it e e e e VEYEDGD......... NMRVLP....
lcl|Glyma.16G107700_522-568 ... ....... CYIICIL . v v v i e e e e e e e VEYEDGD......... NMRVLP. ...
lcl|Glyma.13G165500_478-524 ... ....... CIY[TCL . . v v v i i oo ADYEEGD......... QIRVLP....
lcl|Glyma.17G105500_479-525  .......... CIY[TICL . . v v v i e oo ADYEEGD......... QIRVLP. ..

lcl|Glyma.01G217300_329-374  .......... CICITCIL . v v v v e e e e e e et SSYDDGV......... ELRELP.. ..
lcl|Glyma.11G026000_332-377 .. ........ CICIICIL . v v v e e e e e e e SSYDDGV......... ELRELP.. ..
lcl|Glyma.05G048800_325-370 .. ........ CICIICIL . v v v i e it e e e e e SAYDDGV......... ELRQLP.. ..
lcl|Glyma.17G130700_323-368 ... ....... CICIICIL . v v v e e e e e e e e SAYDDGV......... ELRKLP. ...
lcl|Glyma.09G265600_314-359 ... ....... CICIICIL . v v v v e i e e SAYDDGA......... ELRELP. ...
lcl|Glyma.18G225500_320-365  .......... CICIICIL . v v v v e e e oo e SAYDNDA......... ELRELP. ...
lcl|Glyma.02G085200_305-350  .......... CICITCIL . v v v v e e e e e e et CSYEDGA......... ELHALP....
lcl|Glyma.07G170200_304-349 .. ........ CICIICIL . v v v e e e e e e e CSYEDGA......... ELHALP....
lcl|Glyma.05G238900_292-337 .. ........ CICIICIT . v v v i i e e e e e s SSYEDGA......... ELHVLP....
lcl|Glyma.08G046000_293-338 . ......... CICIICIT v v v i e e e e e e SSYEDGA......... ELHVLP....
lcl|Glyma.03G120200_273-318 . ......... CICIICIL . v v v v e e e e CPYVEGA......... ELYRLP. ..

lcl|Glyma.19G124800_275-320  .......... CICIICIL . v v v v e e e oo e CPYVEGE. ........ ELYRLP....
lcl|Glyma.02G302400_289-335  ....... DPEICICIICIL. . v v vt v it i e AKYKDEE......... EVRQLP.. ..
lcl|Glyma.14G011800_289-335  ....... DPEICICIICIL. . v v vt v i i e AKYKDKE......... EVRQLP.. ..
lcl|Glyma.08G332300_279-325 . ...... DPEICICIICIL. . . v vt v it e s AKYKDKE......... EVRQLP.. ..
lcl|Glyma.18G074600_278-324 . ...... DPEICICIICIL. . v v vt v it e AKYKDKE......... EVRQLP.. ..
lcl|Glyma.13G361000_365-409 .. ........ O AKYADDD......... ELRELP. ...
lcl|Glyma.15G012900_392-436  .......... (O O AKYADDD......... ELRELP. ..

lcl|Glyma.14G129100_343-387  .......... L O AKYENND......... ELRELP.. ..
lcl|Glyma.17G203800_375-419 .. ........ B AKYENND......... ELRELP.. ..
lcl|Glyma.01G162900_187-232 ... ....... JSIVCIL . o s QDFMLGE . ........ TVRSLPH. ..
lcl|Glyma.11G080500_187-232 .. ........ JSIVCIL . o e s e e QDFMLGE . ........ TVRSLPH. ..
lcl|Glyma.02G044300_186-231 = .......... JSIVCILe v e e e e e QDFQLGE. .. ...... TGRSLPH. ..
lcl|Glyma.04G143800_84-127 = .......... CISIICIF .« v v v i it e v oo QDFEDEE. .. ...... FVRTLPK. ..
lcl|Glyma.08G316400_182-225  .......... CISITICIE . v v v v v i e e e e e QDFEYEE......... FVRTLPK. ..
lcl|Glyma.18G096600_201-244 .. ........ CISIICIE . v v vt e i e oo e e QDFEDEE. ........ FVRTLPK. ..
lcl|Glyma.02G291200_187-233 ... ....... CISIICIE . o v v v i e e e e e QDFEDGE......... LVRILPK. ..
lcl|Glyma.05G025200_170-216 ... ....... CAICL . o v v v v it e e e v QDIEVGE......... IARSLPR. ..
lcl|Glyma.17G101800_167-213 .. ........ CAICIL . . v v v i it e e e QDIEVGE......... IARSLPR. .

lcl|Glyma.10G124600_688-735  ......... ACAICL. ... ETPVQGE. ... ..... IIRHLP....
lcl|Glyma.20G076700_718-765  ......... ACIAIICL . v v v v e v e e e e e EIPVQGE......... TIRHLP....
lecl|Glyma.10G217500_232-277 ... ....... CAICL . ..o i EDYCVGE......... KLRILP....
lcl|Glyma.20G174500_247-292 ... ....... CAICL ... oveeeeen.n EDYCVGE......... KLRILP....
lcl|Glyma.11G137400_208-259 . ...... ELTICITIICIL . v v v v i it e e e et DQVKRGE......... LVRSLP....
lcl|Glyma.12G060800_236-287  ....... ELTCITIICIL . v v v v e e e e e e e et DQVKRGE . ........ LVRSLP....
lcl|Glyma.11G220200_212-254  .......... CISVCIL . v v v v e e oo EQVDVGD......... VLRSLP....

[cNoNoNoNoNoNoNoNo oo oo ool oo oo oo oo oo oo oo NNl NoNoNo oo oo NoNoNoNoNoNoNoNo oo oo o NoNoNo oo NoNoNoNo oo NoNoNo o oo NoNoNoNoNoNoNoNoNoNo N NoNo RO RO NO K]

el el e el sl el el s el e s s ol e sl ]
b e e

el el sl el el sl el s sl s el e sl =e s sl el sl = el e sl = el e sl = sl e sl = el e sl = el e s el e sl = el e sl = el e sl s el e sl = el e s W = e e sl s el e sl = el e sl = e e s el e sl s el e W = e e sl el sl s el e sl = e e sl el e sl s el e sl = e s sl el e sl s el e sl = el e s ol e sl s el e sl s el e s el e sl s el e sl = el e s el e sl = v e s A
OOORRARHAAEMNMHEECPACPFEENN NN NI NN DN D SO Z222209 K000 P10 00mHQnnn@@ B n BB 3.



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.17G068200_100-145

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

18G037200_212-254
02G194400_103-147
10G083100_103-147
03G203400_104-149
10G6121100_107-150
10G121500_113-160
03G017500_84-127
07G6078800_84-127
09G264300_89-135
18G227700_89-135
10G202500_86-132
20G187900_86-132
09G001600_110-156
05G6217000_334-378
08G022900_332-375
07G056200_314-357
16G025100_320-363
196255700_319-362
06G127300_326-371
07G6062800_119-162
16G030900_115-158
09G253500_112-155
18G239400_89-132
09G6253400_107-153
02G264800_105-151
14G058000_100-146
116231400_107-153
18G025700_107-153
11G169500_92-138
186060400_108-154
01G093800_57-96
04G153400_57-104
04G153500_74-120
13G115900_83-134
17G043900_85-135
01G221300_81-127
116022400_87-133
05G6210000_86-133
08G016700_85-132
17G159400_72-117
02G223600_99-145
14G190300_98-144
136009100_96-142
05G182000_68-114
08G139700_68-114
11G236600_73-119
18G020400_70-116
05G218700_107-152
08G024800_108-153
136002800_104-153
20G066300_104-153
10G6007200_117-163
20G088900_139-185
10G187100_136-182
20G203400_135-181
19G163600_128-173
11G243400_93-139
18G013800_88-132
13G232800_104-150
13G232800_105-147
156079900_101-151
04G6021200_74-120
06G021400_73-119
14G221800_70-116
17G260700_70-116
04G181300_83-127
06G183600_83-127
13G6170300_69-114
19G6010400_71-116
13G6092100_125-170

10G244900_121-165
20G149700_120-164
01G048700_113-166
02G108300_190-234
02G071200_226-269
16G152400_225-267
18G000200_236-278
02G161600_186-230
106101400_186-230
02G276700_252-296
14G039000_202-246
13G072800_206-250
136072900_126-169
04G251600_220-265
08G185400_202-246
15G047300_199-243
09G165200_203-248
16G213500_202-247
10G285300_179-224
20G103700_178-223
02G249100_188-232
14G067300_187-231
116220400_185-229
18G037000_174-209
07G134600_158-202
18G184200_159-203
116137300_184-228
12G6060700_182-226
13G338400_153-197
15G036100_152-197
10G286700_262-306
20G102400_259-303
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Vv C|
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Vv C|
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IC]
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IC
IC
IC]
IC]
IC]
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IC
IC]
IC]
IC]
IC
IC

Vv C|
Vv C|
Vv C|
Vv C|
vC
Vv C|
Vv C|
Vv C|
Vv C|
Vv C|

Vv C|
Vv C|
Vv C|
Vv C|
Vv C|
vC

Vv C|
Vv C|
Vv C|
Vv C|
vC
Vv C|
Vv C|
Vv C|
Vv C|
Vv C|

Vv C|
Vv C|
Vv C|
Vv C|
'V C|
vC

Vv Cl
Vv C|
Vv C|
'V C|
vC
Vv C|
Vv Cl
Vv C|
Vv C|
'V C|

Vv C|
Vv Cl
Vv C|
Vv C|
'V C|
vC

IC]
IC]
Vv C|
V C|
vC
Vv C|
Vv Cl
Vv C|
Vv C|
vC
Vv C|
Vv Cl
Vv C|
Vv C|
V C|
IC
IC]

L. EQVNVGD......... VLRSLP....
L. GDYKGSD......... LLRVLPD. ..
Lo GDYKGSD......... FLRVLPD. ..
Lo ADYKGTD......... MLRMLPD. ..
Lo ADYKDTD......... CVKLLSN. ..
L. et eevveeens ADYKNTE......... WLKLLPD
L. AEYKEKE......... LLRIIPK
L. AEYKEKE......... LLRIIPK
Lo ADYKERE......... VLRIMPK
Lo ADYRERE......... VLRIMPK
Lo SEYQGED......... MLRILPY

L. et eevveeens SEYQGED......... MLRILPY
L. LDYQAED. ... ..... RLQQIPA
L. SEYQPKE......... TLRSIPE
Lo CEYEAKE......... TLRSIPQ..
Lo SEYNSKE......... TIRLIPE...
Lo SEYNSKE......... TIRLIPE

L. et eevveeens SEYKTKD......... TIRCIPE
L. SEYIPKE......... TVKTIPE
L. CEYKDSE......... MLRMMPE. .
Lo CEYKDSE......... MLRMMPE. ..
Lo CEYKDSE......... MLRMMPE. ..
Lo CEYKDSE......... MLRMMPE. ..
I, . i e ennn EDYEDSE......... MLRMMPQ. . .
L. GVFADGE. .. ...... KLKVLPG. ..
L. GAFADGE......... KLKVLPG. ..
Lo GEFRDGE......... KVKVLPA. ..
Lo GEFRDGE......... KVKVLPA
Lo SLFRGNE......... KLKVLIE

L. et eevveeens SLFQSNE......... KLKVLIE
L. SKFGERD......... EVIRVMR. .
L. SKFGEGD......... EVIRVMR. ..
Lo CKMGETE . ........ ERIITLR. .
Lo SQLSVED......... EVRELMN. ..
Lo SQLSVED......... EVRELMN

L. et eevveeens YEFEGED......... EIRRLTN
L. YEFEGED......... EIRRLTN
L. SEFEEND......... EIRRLAN. .
Lo SEFEEND......... EIRQLAN. ..
Lo YEFEGED......... EIRWLTN. ..
Lo TQFEPES......... EINRLS....
L. et eevveeens TQFEPES......... EINRLS....
L. TKFEPES......... EINCLS....
L. SEFQEGE. .. ...... KVRNL.N. ..
Lo SEFQEGE . .. ...... KVRNL.N
Lo SEFEEGE......... KVRKL.K
Lo SEFEQGE......... KLRKL.K

L. et eevveeens GEFELKE......... ELLQIPY
L. GEFELNE......... ELLQIPY
L. GEFELKE......... ELVQIPY
Lo GEFELKE......... EVLQIPY. .
Lo SEFEQDE......... KLRVIPN. ..
Lo SEFQQDE......... KLRVIPN

L. et eevveeens NEFQEDE......... KLRVIPN
L. NEFQEDE......... KLRIIPN
L. TEFQEHD......... MLKALPI. .
Lo CRFEDNQ......... EVSELP....
Lo CRFEANQ......... EVSELP....
Lo GTIVEDT......... ISRVLPN. ..
L. et eevveeens GTIVEDT......... ISRVLPN. ..
L. GTIVEDA......... ITRVLPN. ..
L. DEIESEQ......... PARLVPG
Lo DEIESEQ......... PARVVPG
Lo DEIGTEQ......... PVRVVPG
Lo DHIGTEQ......... PARLVPG

L. et eevveeens ENFKVGD......... VCRLLPN
L. ENFKIGD......... VCRLLPN
L. ENLITGD......... KCRLLPM
Lo ENLITGD......... KCRFLPV
Lo DAFRNAQ......... WCRKLAA
Lo DAFHNAQ......... WCRKLAA

L. et eevveeens EDLGLEQ......... QVMNLS
L. EDLGQEQ. ... ..... QVMNLS
L. EEFGVGG. ... ... .. VAKEMP
Lo EEFGVGG. .. ... ... VAKEMP
Lo EDVEVGS......... EAKEMP
Lo EDVEVGS......... EAKEMP

L. et eevveeens DDFEVGS......... EAKEMP

Koo oo oo i oo oo oo DKFEVGS......... EARQMP

Koo oo i oo oo DKFELGS......... KARQMP

Koo oo oo oo oo EKFELGT......... EAREMP

Koo oo oo oo oo oo EKFELGT......... EAREMP

Koo oo oo i i oo ERFELGS......... EARKMP

I, . i e ennn ERFEVGS......... EARKMP

L EEFEVGG. . ... .... EARELQ

Koo oo i oo oo DEFLLDM......... EARELP

Koo oo oo oo oo DEFELDM......... EARELP

Koo oo oo oo oo oo DTFELGE......... TAKQIP

Koo oo oo i i oo DITFELGE......... TAKQIP
L DEFEKGS......... KVTQMP

L DEFEKGS......... LVTQMP

Koo oo i oo oo EPFELST......... MAKEMP

Koo oo oo oo oo EPFELCT......... MAKEMP

Koo oo oo oo oo oo EAFETST......... AVREMP
................... IDDTH.........LAMEMP

L ENFEINC......... DAREMP

M. ot ENFEINC......... DAREMP

Koo oo i oo oo EAFELHA......... EARELP

Koo oo oo oo oo EVFELHA......... EARELP

Koo oo oo oo oo oo EAFELGA......... LAREMP

Koo oo oo oo i oo o EAFELGE......... LAREMP

Ko oo eoeoeroeoos DLLGVGD......... LAKRLP

Koo oo oo i oo oo o DLLGVGD......... AAKRLP
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lcl|Glyma.05G017500_280-324 . ......... JAVCK . o s e e e e DEFGVGE......... GVKVLP....
lcl|Glyma.09G271200_369-413  .......... JAIICK . v v v e e e e e DVLAPRT......... EVNQLP. ...
lcl|Glyma.18G218200_373-417 .. ........ JAIICK . v v v e e i DVLTPGT......... EVNQLP. ...
lcl|Glyma.08G158300_95-136 . ......... JAavek. ..o DQITPHA. ........ EAKQLP. ...
lcl|Glyma.15G268100_109-150 . ......... Javek. .. DQITLNA. ........ QAKQLP. ...
lcl|Glyma.08G034000_52-100 = .......... JSIVEM L L EGFITQRNTDG..... ENKRVP. ..
lcl|Glyma.06G272400_167-215  ....... RKSICATCL . .o v o a EDFDPSE......... EVMLTP....
lcl|Glyma.12G131800_171-215  .......... JAIICIL . v v e e e EDFEPSE......... EVMLTP. ...
lcl|Glyma.06G274300_168-216  ....... SKS|CAlTCL. ..o oL EDFDPSE......... EVMLTP. ...
lcl|Glyma.17G213300_14-59 . ......... CAICL............... EDFEPSE......... EVMLTP. ...
lcl|Glyma.18G103300_98-136 . ......... Ao, EDFEPSE......... EVMLTP. ...
lcl|Glyma.12G223700_140-184  ......... ECAICL. ... ... ... EEFEVGQ......... LCQVFPE. ..
lcl|Glyma.13G277600_139-186 . ........ ECAICM. .. ... oo .. EEFKVSQ......... LCQVFPE. .
lcl|Glyma.12G151700_161-205  .......... CATCL.........o.... EDFKKGE . ........ ECLVFSV. ..
lcl|Glyma.13G211100_115-163  .......... CPTCM. . ..o EDFKNGE . ........ LIQPFGV. ..
lcl|Glyma.17G211800_21-68 . ......... CPICT.. ..o EEFKNGE. ........ LIQPFGV. ..
lcl|Glyma.10G047200_194-237 . ........ ECVIICK. . oo EEMGIGR. ........ DVCELP. ...
lcl|Glyma.13G135100_190-233  ......... ECVIICK. .« v v vt e i e EEMGIGR......... DVCELP. ...
lcl|Glyma.08G148600_91-141  ....... DLMC|S|TCL . v v oo e EEFLIGT ... ...... ITIRLPHP. .
lcl|Glyma.12G223800_101-147  .......... CVIICL . o e oo e e ESFITGE......... SCQILP.P..
lcl|Glyma.09G096300_141-186  .......... CAVCL .. ..., ESFRVGE . ........ TLIHLP....
lcl|Glyma.15G201800_154-199 .. ........ C|A|

lcl|Glyma.10G259300_189-234 ... ....... C|S

lcl|Glyma.20G131600_187-232  .......... C|S

lcl|Glyma.17G172100_265-310  .......... C|P

lcl|Glyma.17G172200_262-307  .......... C|P

lcl|Glyma.03G110700_123-171 . ........ D|C|P

lcl|Glyma.10G289100_82-127 . ........ IiC[S

lcl|Glyma.20G099800_77-122 .. ....... I|C|S

lcl|Glyma.16G006200_74-120 . ......... C|V|

lcl|Glyma.10G142800_16-53 . ......... C|P

lcl|Glyma.20G091400_16-53 .......... C|P

lcl|Glyma.13G265400_16-53 .. ........ C|P

lcl|Glyma.06G303600_75-104 ... ....... C|T

lcl|Glyma.01G143600_200-252 . ........ KCNTCM. . oo oo DEFYAEEGNEDDVKLLSSSSMP. ...
lcl|Glyma.17G108900_203-255  ......... KCNTCM. oo oo DEFYAQEGNEDDVKLLSSSSMP. ...
lcl|Glyma.20G044300_97-142 . ......... CIPIICIL . v v v e e e e e e e e e e EELNINA......... ESYTMP....
lcl|Glyma.20G044600_112-155  ....... DECICISICL.........e.o.....EGLDIN. .. ... ..... VYTMP....
lcl|Glyma.09G257100_165-208 . ......... PIICL...............EEYDVEN. .. ... .... PSNLT.K
lcl|Glyma.18G235300_138-182  .......... JPIICL...............EEFDVEN.......... PRNLT.K
lcl|Glyma.08G016300_162-207 . ......... cpPICL...............EEYDAEN.......... PKLAT.K
lcl|Glyma.08G251300_174-216  ......... veprcL. . .. oo o oo oo .. .EEYTEEN. . .. ... ... PKIVT.K.
lcl|Glyma.18G274000_173-215  ......... veelre. . .. oo v oo oo ... .EEYTEEN. . .. ... ... PKIVT.K. .
lcl|Glyma.13G052000_177-221  .......... PTCL. ... .o v e ... . .EEYTKEN. ... ... ... PKIMT.K
lcl|Glyma.19G034700_177-219 .. ........ PTCL. .. ..o .EEYTKEN. ... ... ... PKIMT.K
lcl|Glyma.13G206800_34-78 . ......... JsjIclL. ... ..o ... ... .EPFSVHD. ... ... ... PSTVT.C
lcl|Glyma.15G005300_166-208 . ........ TCPVCL.....euve......ERLDODT. ... ...... GGILTTI
lcl|Glyma.01G019300_126-171  .......... JGIICMQSVRS . o v v v v v v e o . .GQOGT . oo AIFTAE. ...
lcl|Glyma.09G203400_19-64 .. ........ JGIICMQSARS . . v v v v v v v e o . .GQGT . . oo oL AIFTAE. ...
lcl|Glyma.01G097900_111-159  .......... JKIICITRSVKT . . ... ... oo .. .GEGK. .. ... ... AIFTAE. ...
lcl|Glyma.08G273400_110-158 . ......... JEIICMRSVKT......... .GEGK......... AIFTAE. ...
lcl|Glyma.02G218200_86-131 ......... NIC/GIIC/[SNSVKT . .. ...... LGQGT . v v e AIYTAE. ...
lcl|Glyma.14G185600_109-152 . ........ SIClGITClSNSVKT . . ... .o . i . . .GQGT . v e vt AIYTAE. ...
lcl|Glyma.09G017200_92-144 . ......... .|A|IICILDPLSYH GQAIFTAQ. ...
lcl|Glyma.15G122900_92-144 .. ........ .JAIICILDPLSYQ GQAIFTAQ. ...
lcl|Glyma.07G270000_80-128 ......... L/CAlTCLDPLSHK LSKGS. . evun.. KAIFTAQ. ...
lcl|Glyma.01G050400_262-297 .. ........ ele L..MPLLLL L TIGVLP....
lcl|Glyma.02G109200_262-297 ... ....... S S D 0 = TIGVLP....
lcl|Glyma.12G235700_273-332 . ........ ClclelVC|SKLLTEKSSWGTQ.KIIASNDLS . o v v o v ... VVSVLI....
lcl|Glyma.13G201200_274-333 . ........ ClClelVC|SKLLTEKSSWGTQ.KITASNDLS . v v v v v\ .. VVSVLI....
lcl|Glyma.07G049700_1718-1767 . ........ CIC|[.[VC[INCPLTKN. ....... .SVSS. ... GIRIFN....
lcl|Glyma.16G018400_1710-1759 ......... clc|.VCNCPLTKN. . ... ... SVSS ... GIRIFN
lcl|Glyma.01G228500_290-332 . ......... CII[ICREEMT « & v v v i e e e e e e e e e e e e e e e e e TAKKLV...
lcl|Glyma.11G011300_290-332  .......... CIIICREEMT . o vt i e e e e e e e e e e TAKKLI....
lcl|Glyma.04G130500_337-383 . ......... CAICREPMA . . .. it e e e KAKRLN. ...
lcl|Glyma.06G316600_337-383  .......... CIAIICIREPMA & v i it i e e e e e e e e e e e e e e e e e KAKRLN
lcl|Glyma.14G105900_232-269  .......... CIAITICIRENLVLN . & & vt et e e e e e e e e e e e e e e e DKMQELP. ..
lcl|Glyma.17G220500_232-277  .......... CIAIICRENLVLN . v v v vt v e e e e e e e e e e e e e e e et DKMQELP. ...
lcl|Glyma.16G032000_12-61 . ......... CISITCYEPLN . . ottt e e e e PINEDLQSVSI
lcl|Glyma.03G104400_860-896 . ......... CTACT. . oo FTLDLPAV........ HFMCMHS . . .|.|.|.|.
lcl|Glyma.07G119500_861-897 . ......... CTACT. . oo FTLDLPAV........ HFMCMHS . . .
lcl|Glyma.12G116100_524-572 . ......... CIVIICM. « v v i e e e e e e e TAIDLSPR........ SNDCMVTP. .
lcl|Glyma.12G205300_519-567  .......... CIVIICM. o v v v e e e e e e e e TAIDLSPR........ SNDCMVTP. .
lcl|Glyma.06G290800_524-572  .......... CVITCM. . oo TAIDISPR........ SNDCMVTP. .
lcl|Glyma.13G295600_507-555 . ......... CVTCM. . .o TAIDLSQR........ SNDCMVTP. .
lcl|Glyma.01G195200_69-131 . ........ IICP|IIS ..TLC
lcl|Glyma.11G046500_134-196 . ........ I|C|P|T S| ..TLC
lcl|Glyma.03G202600_12-76 ......... LiclpIT S . ....TVs
lcl|Glyma.10G262600_10-74 .. ....... LiclpIT S LML ... KDPV . e e e e e e e e TVS
lcl|Glyma.19G200200_10-74 ......... LICP|TS LML o o KDPV L e e e e TVS
lcl|Glyma.04G212300_16-53 . ......... .IPIIS .. TLC
lcl|Glyma.06G154100_14-76 . ........ RIClP|T S ..TLC
lcl|Glyma.05G192100_12-74 . ........ R[C[P|IT S ..TLC
lcl|Glyma.08G000400_12-74 = ......... R[C[PIT S ..TLC
lcl|Glyma.05G189600_16-52 .. ........ .IP|IIS ..SLC
lcl|Glyma.08G147200_16-52 .......... .IPITS . .SLC
lcl|Glyma.07G106000_30-93 . ....... FRIC[P|TS ..TLS
lcl|Glyma.15G064800_12-50 . ......... C|P|I S ..ILS
lcl|Glyma.16G048700_180-229 . ....... VQ[CIPIIC ... TTCl.
lcl|Glyma.19G103000_221-270  ........ VOCIPIICILEYPL . . . v v v v v v« cCPOT . .ttt it e et e et e e e TSC|.|.
lcl|Glyma.05G237500_1120-1165 . ......... .IP|IIC VRALP
lcl|Glyma.08G044700_1118-1163 .......... .|PIIC VRALP
lcl|Glyma.07G093700_1126-1171 . ......... .IPIIC VRALP
lcl|Glyma.09G182600_1122-1167 ... ....... .IPIIC VRALP
lcl|Glyma.09G115100_1126-1168 ... ....... C|P|I C VRALP
lcl|Glyma.17G096900_1156-1201 .......... .IP|IIC VKALP
lcl|Glyma.14G130700_200-247  .......... C|P|VC VTVMP
lcl|Glyma.17G202700_200-247  .......... C|P[VC VIVMP
lcl|Glyma.06G074300_199-246 . ......... C|P|I C VIVLL
lcl|Glyma.06G116800_4-50 . ........ E/Clp[vC PRVLS
lcl|Glyma.10G228500_5-52 . ......... C|IP|VE PRVLS
lcl|Glyma.08G241700_44-77  .......... C|P|IC PYVLW
lcl|Glyma.04G134700_4-52 . ........ C|c[s[vC PLLLOQ

<HAPCEPEE PSP PR PEPAPPIIHHNENIDENIDDIEE <SP P PHSSOQRRRRADICHPCEEAOAHHEIAII 2R

WHHHHHHHHHH330000-.

[P NoNo oo NoNoNoNo s o Koo No o No o XKoo NoNoNoNoNoNo NoNo Nl
DTN EDEDEDNIIIIZIIZIZIOI DD DDA < <O0O000HHHOO ™M A .

Qaaoaoaoaoaaaaaaaq



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

196181100_312-356

[eNoNoNoNoNoNoNoNoNoNe!

[oNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNo RO No )

QOO qQ-

0 -

116157400_5-54 ..........
04G224200_401-445  ......... M
06G140600_410-454 . ........ L
18G217900_377-421  ......... L
08G354400_21-65 = ....... SFEV|
186171400_21-65 = ....... SFEV|
156237300_55-95 ..........
136198800_100-140  ..........
04G235700_61-101 . .........
06G129000_62-102 ... .......
03G257700_48-88 ... .......
136035400_631-678 . .........|.
14G156600_631-678 . .........|.
126192700_673-714 ... .......
136309700_670-711 . .........
07G148900_159-201  ....... ELE
186200100_157-199 ... .... EEE
03G6060000_142-184  ....... EEE
07G195400_147-189  ....... EDE
136180900_147-189  ....... EDE
136240800_150-198  ....... EEE
156072700_147-189 ... .... EEE
18G063500_143-185 ... .... EEE
05G144300_156-204  ....... EDE
08G100700_156-204  ....... EDE
116246100_158-206  ....... EDE
186011100_158-206  ....... EDE
05G044700_154-201  ....... EHE
.11G246300_78-119 ........ EE
186010900_145-192  ........ EE
026309100_117-162  ........ LN
146003700_117-162  ........ LN
126001300_129-175  ....... SLN|
05G198100_138-187  ..........
04G165900_213-256  ....... DFD
06G196600_193-236  ....... DFD
166063400_170-217  ....... ELS
196082000_171-218  ....... ELS
126180800_764-813  ....... QGE
136320000_790-839  ....... QGE
20G087900_859-904 . ...... IIE
02G149800_290-333  ......... L
106024100_292-330 . .........
03G080300_332-382  ....... GQL
16G008300_327-377  ....... GQL
18G149800_331-381  ....... GQL
04G043900_344-393  ....... EKL
06G044100_357-407  ....... EKL
07G6150500_385-433 . ....... HL
186201500_386-434  ........ RL
10G181100_405-450  ..........|.
20G209400_406-451 . .........
03G180500_289-337  ....... QGK

QQ-

[eloNoNoNoNoNoNeoK

[eloNoNoNoNoNoNoNoNoNoNoNoNoNo K

[oNoNoNoNoNoNoloNoNo oo oo NoNoNoNoR
QOQOWHIIBHIITIRRDTORNRD O OIIOTIRRARIXARAHHIIII<SOQOOOAQO000AQ<<<SI<I<<<I<<<S<IPPOAAS<S<<<OUIPPrpHHNNN0NO0AAAAQARRQAAQAQAAQAQARXRNRTUUTTOQE PPN

C

106052000_291-337  ......... E
136139400_291-337  ......... E
13G326700_239-283 . .........
076257200_279-325 . ........ E
17G016900_219-265  ......... E
136208500_314-360  ......... E
156104300_316-362  ......... E
09G048200_866-915 ... .... KGN
156155500_861-910  ....... KGN
10G198600_793-842 ... .... KGT
20G191400_792-841 . ...... KGT
116191900_808-850  ..........
126082400_798-847  ....... KGL
12G6179300_740-789  ....... KGL
13G321300_793-842  ....... KGL
136212200_825-875 . ...... ERE
156100500_827-877  ....... ERE
176020500_819-869 . ...... ERE
076253800_821-871 . ...... EQE
02G150400_776-826  ....... EQE
05G112600_659-709  ....... NRE
17G154400_621-671 ... .... NRE
11G042600_620-669 ... ..... RE
04G009100_1020-1065 ....... SHYV
06G009000_1020-1065 ....... SHYV
16G098500_18-63 .. ..... SHYV]
076159000_32-77 ....... SHYV
116112700_1028-1064 ... .......
12G038600_1038-1083 ... .. .. SHYV
05G6013200_415-460  ....... KVL
17G121200_415-460 .. ..... KVL
106204900_433-478 . ...... KIL
20G185600_422-467 . ...... KIL
01G029500_286-325  ....... NLT
02G035800_286-325 ... .... NLT
14G083900_301-342  ....... MMT
17G241100_292-333 . ...... MMT
08G170400_204-247  ......... M
156256500_288-331 . ........ L
.09G019900_261-297  ......... L
15G126400_264-300  ......... L
016203300_274-316  ..........
116039700_281-323 . .........
056068400_302-344  ..........
176150900_309-344 ... .......
09G282200_4713-4753 . .........
20G003400_4712-4751 . ... ......|.
04G220000_1217-1265 ....... DGL
06G145900_1217-1265 ....... DSL

Vv C|
IC]
IC]
IC]
Vv C|

Vv C|
Vv C|
Vv C|
Vv C|
Vv C|
IC
IC
IC]
IC]
IC]
IC
IC
IC
IC]
IC]
IC]
Vv C|
IC
IC
IC]
IC]
IC]
IC
IC
IC
IC]
IC]
IC]
LC
L C
IC
IC]
IC]
IC]
IC
IC
IC
IC]
IC]
IC]
IC
IC
IC
IC]
IC]
IC]
IC
IC
IC
IC]
IC]
IC]
IC
IC
IC
IC]
IC]
Vv C|
'V C|
IC
IC
IC]
IC]
M C|
M C|
MC
M C]
M C|
Vv C|
Vv C|
IC]
vC
Vv C|
Vv Cl
Vv C|
Vv C|
'V C|
IC
Vv C|
IC]
IC]
A C|
A C|
AC
A C]
N C|
N C|
N C|
N C|
G C|
G C|
GC
GC
Vv C|
V C|
IC
IC]

QTRYN........... EEERV. ... .. .. ... ..., PLLLOQ
L EKMQA. ... ... oo PILLS
L EKMQA. ... ... oo PILLS
L EKMHA. .. ............. PILLR
Lo DLLYK. ..., PIVLS
L. et eevveeens DLLYK.......oooo.. PIVLS
L. NAMYP .. ... PIHQC
L. NAMYP .. ...t PIHQC
Tt e e NSMYP..........o..... PIHQC
Tt e e NSMYP..........o0.... PIHQC
T e e e e NSMYP ... ... PIHQC
KMAVD........... GEKV. .. i ittt et i iie e KI
KMAVD........... GEKV . ..ot iiii i e e KI
HEPVE........... DVVV . . ettt et e TT
HEPVE........... DVVV. .ttt e et e TS
LEINS........... KVVL. .. oo i i e e PN
LEMNS........... N PN
MEMNN........... KVVL. ... o it ie e e PN
MDMNS........... KIVL. .ot it i e i e e PN
MDMNS . .......... KIVL. .ot i i et PN
MEMNS........... KIVL. . oo it i i et ee e PD
MEMNS........... KIVL. .ot i i ee e PD
LEVKA........... KVVL. ..o e i e e e e PN
LEPCT........... KMVL. ...ttt it et e e PN
LEPCT........... KMVL. ..o it i e e i e PN
LEPCT........... KMVL. ..o it e e i PG
LEPCT........... KMVL. ..o it e e e PG
LESCT........... KMVE ... o i i ii e PN
MENGM........... KMVL . .ottt e e e e PN
MENGM. .......... KMVL. ...ttt it et e e PN
MQLPE........... RPVT . ...ttt ie i e TP
MQLPD........... RPVT ... ittt i it TP
IQLPE. .. ........ RPVT ... o it i i e SP
LNLWH........... L AP
LKLLY........... EPVT ... ittt i et ee e TP
LKLLY........... EPVT ... .o eeeeeroenos TP
LEICEF........... = TP
LEICF........... EPST. ...t iiiii i TP
LEVFE........... DAVL . . ittt it i e e e e TP
LEVFE........... D TP
MESPE........... = TP
LEQEY........... NAVE . ..ot it ettt e e VP
LEQEY........... NAVE . ..ot it it e e VP
LMRRR........... RSVFE ... o i Ip
LMRRR........... RSVFE ... i i Ip
LMRRR........... RSVE ... o oo ii i Ip
YDEQR. ... ....... SSEF .« v i i i e e e e e VP
YDEQR........... NSEF ..ottt i i iee e e VP
FDAPR........... D O LP
FDAPR........... DCEFF ... ittt it et ie e LP
LDAPA. ... .. ..... EGAC. . . .o it e Ip
LDAPA. . ... ... ... EGAC. . .. it iiiiiee Ip
LSEPR........... DTIV . ittt it ie et LP
WSEPR........... DTIV. et eeereeeoesoesos HP
LSEPR........... DTTV. .ttt it it e i ee e LP
LSEPR........... DTTV. . ittt ii et LP
LSEPP........... DITV .. it iii et LP
MTEPK........... DTAV .. i ittt it e it e e e e LP
MTEPK........... DTAV . i i it e e e e et ee e LT
MTEPK........... DTAV . i ittt e e it e et e e LP
MTEPK........... DTAV . i ittt et e et et e e LP
YEMKV........... DSVL . .ottt it e e e YR
YEMKV........... DSVL . .ttt it i e e e e YR|
CDNHI........... DSLL . . it ittt i et e e YR|
CDNHI........... S I YR
CESNI........... D YR
CESNI........... D YR
CESNI........... S B T YR
CESNI........... DSLL . . ittt it e et e YR|
LSEEM........... SVVE . .ot e e e LP
LSAEM........... SVVE . ottt e e e e LP
LSEEM........... SVVE . o i et e e e LP
LSEEM........... SVLE . o it i e e e et e MP
LSEEM........... SVVE . . it LP
MKDEV........... SIVE . .ottt et LP
MKDEV........... SIVE . .ot e e LP
GKDEV........... SVIFE & i ittt it e it LP
FESPT........... 2 - LP
FESPT........... N LP
FESPT........... TATIM. . .t i ittt e et e LP
FESPT........... TVIL. . ottt e et ie e LS
FQSST........... N LP
FESST........... N LP
FEGEI........... NVVL. ..ottt it e e LP
FEGEI........... NVVL. ... et i it e et LP
FEEQIT........... NVVL. ... i it e e LP
FEEQI........... NVVL. ... it ie LP
KTKTV........... SMLL . v o it it e e e e e MP
KVKIV........... SMLL . v v it e e e e e e e e e MP
RVNEV........... TMVL . .ttt e e et e i e e LP
RVNEV........... B LP
GKEES........... CVLI ..ttt it e et LP
RKEES........... CVLI . .ttt e ie i e LP
GLRES........... B T LP
GVRES........... B T LP
AKRVA........... SVVV . Lt e e e e e LP
AKRVA........... SVVV . oot e i e e e e LP
AKRVA........... SVVV . . e e LP
AKRVA........... SVVV . o e LP
LSSEV........... DITI. . @i ittt ii i VP
LSSEV........... DITI . . i v ittt iee it VP
YACEA........... NAQI . . i ittt et e e e e AP
YACEA........... DAQTI . v vttt et e e e e AP

[eNoNeoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNo NoNoNoNo NoNoNoNo No NoNo No No NoNoNo N=-1-:-1: - N No NoNo No No Xo!

sl el el el sl sl sl = el sl = sl s sl = sl sl = el e sl = sl s sl s sl s sl s el e sl = e e sl s el sl = el e sl =e s sl s sl sl = el e sl = e s s s sl s sl = el e s W = e e s s sl sl = el i = e e sl s el sl s el el = e s sy el s s el e sl = e s sl s el sl s el e sl = e e sy el s sl s el e sl = e s sl s sl e sl s el e sl = s e sl sl e sl s el e sl = s e sl sl sl SR O WO RO NO RO RO RO N N0
<R ERERER R R mOaEgOO0O0OOO0OOOOREFFEREEEEREREREEREERERE<S<KQOQOQQCCPEERITNNNNZONZZ0N0P PP PIPKISPPRPOONOPPONIEIENIIITTTTTD




lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.03G159500_34-79

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

08G358300_319-375  ....... MEL
186176600_318-374  ....... MEL
126063600_316-372  ....... TEL
116140000_316-372  ....... TEL
13G335300_323-381 . ...... SEL
156039100_316-374  ....... SEL
08G315500_281-340  ....... KEL

03G6079200_225-269
16G094800_214-258

08G350900_306-345  ..........
18G165000_306-353  ........ HT
07G6264100_155-203 . ...... DWV
17G6009900_146-194  ....... DWV]|
09G008200_144-192  ....... DSV
156112600_157-205  ....... DSV
04G189900_380-423  ....... NQV
06G175700_381-424 ... .... NQV
05G173500_413-456  ....... SKV]|
08G130800_413-456  ....... NKV
116244000_416-459 . ...... NKV
18G6013100_412-455 . ...... NKV
05G115700_444-487  ....... NQL
19G051500_449-492 ... .... NQL
196078600_381-424  ....... NQL
19G124300_227-270  ....... NQL
16G068400_384-427  ....... NQL

04G211000_388-427
05G193500_382-421

.08G234200_376-419 .. ..... QMA
156219300_368-411 . ...... QMA|
106238000_315-375  ....... IDF
20G156600_315-375  ....... IDF
09G143600_314-374  ....... VDA
01G178600_28-77 ... ..... FE
116063500_28-77 ........ FE
04G034500_31-78 ..........
06G034500_29-78 ........ FE

03G145700_157-202
19G148900_156-201
08G157200_105-149
15G269000_105-151
096001100_123-170
12G240800_129-176
06G293400_33-91
12G112000_36-91
12G203900_46-99
13G297700_44-94
126151200_37-90
07G196000_33-84
13G179900_30-81
13G239500_29-80
15G073700_29-80
14G099100_339-384
17G6225600_339-384
01G074000_824-869
116175700_818-875
02G267300_828-871
14G050200_828-871
10G288200_718-762
20G100800_721-765
04G125600_69-110
06G313000_69-110
10G155500_28-80
20G232800_26-78
04G255000_11-57
116103800_150-191
12G028700_150-191
09G281300_151-194
20G004500_80-121
03G124900_577-621
03G214100_219-270
196210900_219-269
106018800_210-261
196203000_218-270
08G153800_209-269
15G272400_209-269
08G154100_188-251
156273000_188-250
106151500_34-80
20G236700_42-88
19G232800_18-67
02G219200_1354-1408
14G186500_414-466
06G290400_82-126
12G6116500_60-104
126205500_121-165
13G295300_124-168
08G350700_40-90
13G177200_138-181
02G267800_40-81
14G049700_46-87
02G141500_20-65
10G032500_19-64

19G161700_18-63
10G162800_19-64
20G225400_20-65
10G180300_32-77
03G165600_25-74
19G166900_24-66
13G220400_468-515
15G6092000_450-498
09G099300_2-43

[oNoNoNoNoNoNe!

[eNoNoNoNoNoNoNoNoNoNoNoNoNoNoNoNo )

[oNoNoNoNoNoNoNoNo K

[oNoNoNoNoNoNoNoNoNoNoNe!

ZUW U d YU g g gt nNnnNZZ20n0NprnnnduddnUdHE-dEESHHNNHHZZZ2 2222222222 22222 2P P PP pUdouddodgonddntdaanaaaq

IC
IC]
IC]
IC]
IC
IC
IC
Vv C|
Vv C|
Vv C|
Vv C|
vC
Vv C|
Vv C|
Vv C|
IC]
IC
IC
IC
IC]
IC]
IC]
IC

IC
IC]
IC]
IC]
IC
IC
Vv C|
Vv C|
Vv C|
IC]
IC
IC
IC
IC]
IC]
Vv C|
IC
IC
IC
IC]
IC]
IC]
IC
IC
IC
IC]
IC]
IC]
LC
L C
IC
IC]
Vv C|
Vv C|
Vv C|
vC
Vv C|
Vv C|
IC]
IC]
'V C|
IC
IC
IC]
IC]
IC]
IC]
IC
IC
IC]
Vv C|
Vv C|
'V C|

IC
IC]
IC]
IC]
IC]
IC
IC
IC]
IC]
IC]
IC]
IC
IC
LC
LC
LC
LC

LC
LC
LC
LC
IC]
IC
A C|

FDQAC. ... .. ... .. TIEV . @ ittt e i e et e e e RP
FDQAC. ... ... .... TIEV . . i ittt e et e e RP
FEQVC........... I QD
FEQVC........... TIEV . . it ittt e e iie e QD
FEQVC........... TIEV . i it ittt e e e e QN
FEQVC........... TIEV . oottt eieeeeeroesos QN
YDRVC........... B RP
MVRHK........... GAAF . . o e e e Ip
MVRHK........... GAAF . . it e e e Ip
MVRHK........... AAAF . o i i e e e e e e e e Ip
MVKHK........... AAAF .« o v it e e e e e e e e Ip
MGRKK........... GAAFE & v vt e e e e e e e e e Ip
MGRKK........... GAAFE v v i e e e e e e e e e e Ip
MGRKK........... GAAF . . o e e e Ip
MGRKK........... GAAL . it i e e e e e e e Ip
LTDP ... ... KDMA . . . i e e e FG
LTDP ... v v v vt KDMA . . . ittt e e e FG
LTND............ KDMA . . ottt it e e FG
LTNG............ KDMA . . .o et FG
LTNA............ KDMA . . .ot FG
LTNA............ KDMA . . . o FG
LTNS............ KDMA . . . i e e e FG
LTINS ... ... KDMA . . . ittt e e e FG
LSNA............ KDMA . . ottt it e e FG
LSNA............ KDMA . . .o et FG
LSNA............ KDMA . . .ot FG
LTNP............ KDMA . . . i FG
LTNP............ KDMA . . . i e e e FG
LTNK............ KDLA . o ittt e e e e e e FG
LTNK............ KDLA . . ottt e e et e e i e e FG
LERPC........... SVAA .« it e e e e EG
LERPC........... SVAA . . ot e e e e e e EG
LERQC. ... ... .... SVAA . & ot e e e e e EG
FDLAQ........... DPVI. ...ttt TL
FDLAQ........... DPVI ..ttt iieieennnns TL
FELAQ........... DPTIT. ..o eevieeeoosoesos TL
FELAQ........... DPTII ...t iiitiiiieinennn TL
LDLAR. ... ... .... DPVV. ..ttt it et ie e TC|
LDLAR. ... .. ..... DPVV. .. ittt it e iiee TC|
LDRAR. ... ....... DPVL . ..t ittt i i et TC
LDKAR. ... ... .. DPVL .. ittt it et e e e TS
LDRAR. ... ....... DPVL. ..ttt i it ieieee AC
LDRAR. ... ....... DPVL . ...ttt it it ie i TC
LECVQ........... DPVV. ..ttt it et ie e TL
LECVQ........... DPVV. .. ittt it e iiee TL
LECVQ........... DPVV. .. ittt it et ie e TL
LECVQ........... DPVV . . ittt it ie i TL
MESAH........... DPVV . . ittt it et e e TL
LDFAH........... EPVV. ... it i e TL
LDFAH........... EPVV. .. . i i e TL
LDFAH........... EPVV. ... i TL
LDFAH........... EPVV. ... i i TL
LSNRQ........... HPTA. . . . i i it i i e TS
LSNRQ........... HPTA. ..t eevieeeeeroenos TS
ODRA. ... ... KEVVI. ..o, TK]
OQDRA. ... ... ... .. KEVVI.... ... TK
TDRP ... ......... KEVVI.....oo .. VK
TDRP .. ... .. ..... KEVVI... ... VK
NDPP............ EEPVI ..., ™
NDPP............ EEPVI. ..., ™
QALLF ... ... ... .. DTSKC. .. i it i it e VP
QALLF ... ........ DTSKC. ...t ittt i iiee VP
LGPFL........... QLSYL . . v ittt e e e DK
LGPFL........... QLSYL . o v ittt it e e DK]
HGNE............ HIPCQ. ... i iii it i AN
MGPMV........... HE. ..ottt e i v ieeeeeroan MSTR
MGPMV........... HE. ... ..o oo MSTR
MSPLV........... L MSTR|
MSALE . .......... L TSTR]
LSPPI........... L VITR|
LDTVE ... ... ..... DP vttt i e e e e e e e VSLT
LDTVFE........... DP . vt ettt et v v e cenos oo VSLT
LDTVE........... DS it e e e e VSLT
LDFVE........... NP ..ot YALS
LEHVL........... SKPTAAECK........... FGLLSE
LELVL........... SKPTAAECK........... FGLLSE
LERVL........... SKPKPADCK........... FGLLPE
LERVL........... SKPKPADCK........... FGLLPE
LEVVA........... DN...GDRS........... WSKL.Q
LEVVA........... DN GDRS........... WSKL.Q
LEAVT........... DN GDRS........... WAKL . Q
QEKLG. ... ....... KOK. . oo i i i i i e MVFQ
QEKLG. ... ....... KOK. . o i i i i i e MVEFQ
LGITIK........... KTR. ottt et v vt eenesvan TVME
LGITIK........... KTR. . o it i i i i e e e TVME
LGITIK........... KTR. oo e e i i i e e e TVME
LGITIK........... KTR. oo e i e e i e e e TVME
LGIIR........... NTR. ... ..o VVME
LGILR. .. ... S AVME
MOITK........... DP . vt ettt et v v e cenos oo FLTA
MOITIK........... DA . . e e e e FLTA
KKFLK........... B e ATAIS
NKFLK........... B e ATAIS
NKLEFR........... E . e ATTIS
GKLFR........... B e ATTIS
HNFFK........... Y ATTIS
HKFFK........... Dottt e e e ATTIS
NKFFR........... N. oo e ATTIS
LSLEFK........... R PVLLP
LSLEK........... 3 PVLLP
WSLLD . ..o v i v v a S AVSLT
WSLLD........... S AVSLT
WREVE........... Gt e e e e e RAIST
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lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.04G249100_149-193

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.14G194800_734-787

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

156209600_2-43
10G149400_424-470
20G238800_406-452
17G6082300_27-72
19G042100_335-385
09G6206500_285-320
02G103300_678-724
07G214600_664-710
04G039700_603-649
04G039800_683-729
06G041000_657-703
05G241900_382-427
08G049400_328-373
07G6097700_305-350
09G180300_320-365
14G134600_501-543
17G198300_478-520
06G076600_488-533
03G179300_494-542
19G6180000_492-540
106051200_482-530
13G138700_493-541
06G229700_316-362
06G234500_258-302
116156300_288-334
06G234300_402-449
12G158500_402-449
13G272700_474-517

06G113900_130-174
136031100_152-196
14G6152800_154-198
10G284900_291-328
20G104300_280-331
11G132700_192-240
12G057100_192-240
12G237700_196-240
136203300_196-240
03G184600_122-174
14G147100_225-268
01G219800_243-291
11G023700_243-291

13G170000_1273-1321
196010200_1251-1297
02G013500_1244-1297
10G014100_1243-1296

02G295400_391-439
146018000_392-439
09G6059700_234-289
156166200_251-303
176059400_224-279
10G260400_343-398
20G130800_344-399
01G234300_253-300
116008600_251-297
126014900_273-322
11G109800_273-322
17G155700_20-68
04G163100_13-61
116043500_25-80
06G230000_305-354
09G125400_373-422
10G227100_4-50
20G165200_4-53
04G214800_25-74
04G062400_53-97
06G063400_53-97
12G170900_115-166
13G328100_115-166
12G071300_116-167
04G253800_296-345
06G108500_295-345
156219200_660-708
01G238300_516-558
116005500_722-764
01G238200_728-770
11G005300_720-760
02G146500_568-610
03G155500_313-355
10G044200_547-587
13G131800_545-585
06G046500_300-343
11G170900_521-564
03G181800_43-91
11G074400_81-126
13G320100_386-430
02G296200_232-286
18G086000_229-283
13G197800_36-86
15G6236400_75-123
136057300_662-708
196029100_661-707
02G227900_820-872

11G171200_781-832
106062700_503-554
13G147100_501-557
02G058300_166-214
06G319800_166-214
07G271400_198-247
17G002600_199-248

116190000_1281-1329
126084300_1287-1335
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.LC
.LC
.LC

A C]
IC]
IC]
IC]
IC
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IC]
Vv C|
Vv C|
Vv C|
IC
IC
Vv C|
Vv C|
IC]
IC
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IC
IC]
IC]
IC]
IC
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IC]
IC]
IC]
IC
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IC]
IC]
IC]
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IC
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IC]
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QC
QC]
Vv C|
Vv C|
Vv C|
Vv C|
M C|
MC
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KC
KC
KC
IC
IC
IC]
IC]
IC]
IC
T C|
QC
QC
HC
HC
IC]

Y C
Y C|
IC
IC]
IC]
IC]
IC]

LC
Vv Cl
Vv C|
IC]
'V C|
NC
IC
LC
LC
IC]
HC
HC
CL
C L
IC]
IC]
IC]
L C
LC
SC
SC
A C|
A C|
L C
LC

KLHEAFPD
TVREELPD
QSKELSTN
QSKELSTN
GD .
GD. .
GD. .
GD. .
GD. .
GA . .
GA . .
GN. .
GN. .
GD. .
GD. .
GD. .

T

GD. .
GD. .
GD. .
GD. .
GD. .
GK. .
GD. .
GD. .
YE ..
HY . .
VR. .
FD..
GM. .
DN. .
DN. .
NN. .
DN. .
GG. .
GG. .
GQ. .
RO. .
GQ.
RS .
RS.
GGNYNKDE
GGNYNKDE
GDNYGTDE
GDNYGTDE
RKPYMSDL
RKPYMSDL

.AGRE

.SDFSR.
.SDFSR.

.TEDGD.
.TEDGD.
.RKIDGD.
.SGFGPRTIIICD..Q
.SGFGPRTIIICD.

..... G...vuttee... . .RAIST
..... KRRV.................RGVLN
..... KRRV.................RGVLN
...... VSI.................AGEID
....... ST.......ceu......RGILP
....... GS.................QFIRL
..... DGEN................VGSLD
..... DGEN................VGSLD
..... DGND................IGTLD
..... DGND................IGTLD
..... DEDD................IGTLD
..... AGDE................LGRLN
..... AGNE................LGRLN
..... SDDE................LGRLK
..... SDDE................LGRLK
..... VGDE................VGDLQ
..... VGDE................VGDLQ
..... AAEE................VGSLQ
..... NMDD................VGTLKT
..... NMDD................VGTLQT
..... NMDD................VGTLKA
..... NMDD................VGTLKA
..... NKEN................IGILR
..... NKEN................IGILR
..... NQEK................IGILR
..... NQEK................IGILQ
..... SQEK................IGILQ
..... NQEK................IGVLQ
..... EGEA................LVALQ
..... EGEA................LVALQ
..... EGEP................LVAIQ
..... EGES................LVATIQ
..... DGES................LTVLS
..... DDES................LTVLS
..... RGDK................RITLP
..... RGDK................RITLP
..... RGDQ................0QMKLP
..... RGDQ................QMKLP
..... NGEHH...............ICCLP
..... GGDK................ACQLP
..... ELMLLCDR . v v vt it i it i e e e e
..... ELMLLCDR. ..ottt it e e et
..... DSVLLCDT . . v ittt i it e e e et
..... DSVLLCDT ... ..ttt
..... DVMLICGDESGSV............G
..... DVMLICGDESGSV............G
..... DTVLLCDA . . it it i it it e e e e
..... DTVLLCDA. . .. ittt ittt e ot
..... NDIILCDG.......0ouvvvve....T
..... NDIILCDG..........0..o....T
..... NDIILCNG.................T
..... NDIILCDG........oct.....V
..... NDIILCDG..... vt ..V
..... DLLAICS. ... vevewunnene...R
..... DLLAICS......vvvvune....R
..... DLLAICS..................R
..... DLLAICS..................R
..... EYLAICN..................K
..... ETIVICS..................K
..... NELVVCH..................K
..... ETLVFCN..................K
..... ETLVFCN..................K
..... ETLVFCT..................E
..... ETLVFCS..................0
..... KSLIYCD. ... .Q
..... ENLVSCG......vvvveen....T
..... ENLVSCG......ovvvv....T
..... EPLVKCEDT................K
..... EPLVKCEDT................R
..... ENLVKCDDA................R
..... NRLIVCAS . ..ttt
..... NRLIVCAS . ...ttt
..... KKLLOQCSC. v vt i e i i i e et

DLICCD..G
DLICCD. .G
DLICCD. .G
DLICCD. .G
DLICCD. .G
DLICCD..T
DLILCN..G
DLILCN. .G

ELILCD..K
VLLSCSGKG
SLVLCDRRG
TLLCCD..G

VENLFIC..
.LLACI..Q
.LLACI..Q
DEVGQ..LLPCI..
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lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.20G085200_10-49

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

12G180700_1293-1341

07G6056000_373-427
16G024900_371-425
03G215600_371-425
19G212100_374-428
04G236500_434-488
06G127800_441-495
196066800_376-430
01G179800_176-228
11G062400_192-244
02G059900_158-214
16G142700_157-213
12G160000_164-201
14G6077800_125-177
17G247700_120-172
02G251800_176-228
14G065000_141-193
02G253700_47-99
18G030900_10-66
05G6205800_10-66
08G012700_10-66
03G013900_10-66
07G073600_10-66
09G261800_10-66
18G230400_10-66
04G179800_24-80
05G034700_11-67
10G114300_10-49

04G046200_109-164
06G047000_109-164
17G234700_109-164
10G256600_111-167
06G185000_110-162
17G092600_110-166
11G226400_108-164
14G062700_108-164

14G6112700_1508-1555

13G253900_326-371
13G273500_171-204

LC
IC]
IC]
IC]
IC
IC
IC
IC]
GC
GC
G C|
G C|
G C|
GC
GC
GC
G C|
AC
A C]
A C]
A C|
A C|
A C|

A C]
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A C|
A C|
A C|
G C|
G C|
GC
CcC
A C|
G C|
T C|
TC
Vv C|
V' S|
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....... GNWVCCDG . v v vttt et e e et e
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....... AEIGHGR................FLS
....... SEIGHGR................FLS
....... AEISHGR................FLS
....... TEIGYGR................YLN
....... TEIGFGR................YLN
....... QEIMYGN................CLG
....... QEIMYGN................CLG
....... KTVYPVD................QLS
....... KTVYPVD................QLS
....... KITVHFVE................GLS
....... KTVHLVE................GLS
....... KITVYVVD................LLT
....... KTVYVVD................LLT
....... KTVYVVD................MLT
....... KTVYVVD................MLT
....... KTVYLVD................QLT
....... KKVYWVE................QLT
....... KAVYLVD................QLT
....... KAVYLVD................0Q0LT
....... KITVYPTE................KVT
....... KIVYPTE................KVT
....... KITVYPTE................KVT
....... KITVYPTE................RVT
....... KIVYPIE................KVA
....... KIVYPIE................KVA
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Human c-Cbl

Human_c-Cbl

consensus

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.U027600_104-157

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.01G017200_110-156

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

09G103000_21-70
15G275000_20-69
04G067900_40-89
06G069600_30-98
13G6202500_20-69
02G080900_38-87
16G165900_30-96
05G187300_39-88
08G145600_39-88
106223500_41-90
02G205800_37-86
176072200_27-95
04G153700_37-86
06G225500_37-86
04G142700_37-86
06G225400_46-117
06G316800_40-89
09G6051100_38-87
15G6157100_38-87
08G088400_32-81
08G302500_39-88
18G117100_39-88
04G063800_9-58
06G065000_6-58
05G160000_385-436
08G117500_6-58
12G017600_131-178
02G6090900_13-60
18G292200_14-61
18G242400_64-112
02G103800_77-125
07G215200_80-128
13G372600_71-120
156001100_69-118
116236400_33-82
18G6020800_33-82
05G182200_29-78
05G010700_54-89
17G118400_55-107
02G310000_267-316
14G002700_268-317
03G180200_231-280
19G180900_243-292
13G6005300_253-302
20G064600_253-302
11G147100_266-315
126068000_266-315
12G6173300_234-283
13G326500_259-308
10G051800_240-289
13G139200_260-309
13G213600_217-265
15G099100_214-262
01G6107700_99-151

07G142300_108-159
02G253000_84-135

14G063500_84-135

13G227900_172-233
15G6084600_183-244
04G063700_161-222
06G064900_158-219
05G159600_181-243
04G084500_138-184
06G086100_152-198

02G232900_1829-1880

01G095300_99-145
08G270800_99-145

02G210700_138-184
14G178400_137-183
04G098100_128-174
06G099800_131-177
10G156500_116-162
20G231900_117-163
196236800_118-164
03G239900_110-156
09G140700_126-172
16G194600_116-162
09G140800_108-154
11G242800_110-156
14G037000_80-126

06G118400_62-106

016017300_141-187
09G205600_131-177
01G095600_140-186
08G271100_141-187
04G128100_143-189
06G310600_135-181
02G6210400_152-198
14G177900_153-199
08G070100_155-204
13G042300_156-201
08G177000_180-226
156056000_166-212
05G175400_149-200
18G014500_194-240
18G014600_153-202
11G242500_156-205
11G122400_135-179
12G047300_133-176

VKYVHKR. . .
IKFVHQD. ..
IKFVHQD. ..
QKYVHRS. ...
QKYVHRS. ..
SKYVHRE. . .
SKYVHRE. . .
SKYVHRE. . .
QQFVHRS. ..
QQFVHRS. ..
LALAHQE. ...
LALAHQE. ..
LALAHQE. ..
LALAHQE. ..
LALAHQD. ..
LALAHQD. ..
LALAHQE. ..
LALAHQE. ..
LALAHQE. ..
LALAHQE. ..
LSLAHRG. ..
LSLAHRE. ...
LRLVHEE. ..
LRLVHEE. ..
LGAAHKN. . .
LGAAHKN. . .
LAAAHKH. ..
LAAAHKQ. ..
LAAAHKQ. ...
LGIAHAH. ..
LGIAHVH. ..
LGIAHGH. ..
PGIAHVH. ..
LGIVHSH. ..

..IHEE...
...IHEE...
...FHSA...

[cT
CI
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CY
CF
CF
CF
CF
CY

. .[CV

.|CV]
.CI
.|CL
.CL

CL

.CL
.CL
.CL
.|CL
.CL
.CL

C A

.|CA]
.|CA
.|CA
.[CA
.|CA
.[CA
.|CA]
.|CA
.|CA
.[CA

C V]|

.CL
.CL
.|CA
.|CA
.[CA
.|CA

C A

.|CA]
.|CA
.|CA
.[CA
.|CA
.CL
.CL
.CL

EYERKD. ..

KDAAKA
ORWCNEKG
ORWCNEKG
DOWYNSKG
LOQWLNHSN

30

...ESG

R

LOWLNHSN
DNWRSTKEGF
DNWRSTKEGF
DHWRAIKEGF
DHWRAIKEGF
DHWRAVKEGF
DHW
DHWRSVKEGF

VKWEFSIKGN
VKWESIKGN
VKWEFSIKGN
VKWEFSIKGN
VKWFSIKGN
VKWEFSIKGN
IKWFSIKGN
IKWFSIKGN
IKWFSIKGN
IKWFSIKGN
VKWFTIKGN
VKWFTIKGN
VKWESTKGD
IKWFSTKGD
EAWFKIKGN
EAWFKIKGN
EAWFKIKGN
EAWFKIKGN
EVWFKIKGN
EAWFKLKGN
EAWFKLKGN
EAWFKLKGN
LAWFKLKGN
EAWFKLKGN
MKWKRTKGR
IKWKRTKGR

ce. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CL[. ..
CL[. ..
CM. ..
CM. ..
CP|. ..
CEl. ..
CE[. ..
CE[. ..
CE[. ..
CE[. . .
CT|. ..
CT|. ..
CT|. ..
CT|. ..
CT|. ..
CT|. ..
CD|. . .
CD|. . .
CD|. . .
CD|. . .
CD|. .
CD|. . .
CD|. . .
CD|. . .
CD|. . .
CD|. . .
CD|. . .
CD|. .
CD|. . .
CD|. . .
CE[. ..
CE|. .
CE[. . .
CE[. . .
CEl. ..
CE[. ..
CE[. ..
CE[. ..
CE|. .
CE[. . .
CV|. ..
CV|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..

CP[. ..

HHaHEES<SHHHQT OO P00V H ™
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C K]

C K|

CH

TRY

TRY
TRY

TRY . .........

TRY



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.17G130700_323-368

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

01G032200_147-191
02G033200_149-193
13G071600_172-216
19G011200_168-212
08G289200_148-194
18G135300_149-195
05G035800_139-185
176091600_134-180
13G6092000_129-175
17G068300_125-171
03G103800_137-183
07G120300_138-184
15G183300_121-167
01G146500_110-156
09G194100_115-161
04G083400_113-140
06G084800_126-176
14G146700_132-182
02G106400_97-139

04G091400_117-163
03G215500_93-139

19G212000_90-136

02G016800_86-132

07G046400_108-154
16G014600_107-153
03G263000_99-148

07G245400_93-139

17G6028400_95-141

09G042400_118-164
13G332800_88-134

06G284600_119-165
126121400_124-171
12G208600_102-147
13G292600_94-142

09G214600_99-144

16G075300_86-130

136108500_112-158
176050900_108-154
18G176200_157-203
02G228800_114-163
01G157400_104-150
116087600_104-150
04G015200_96-142

06G015200_96-142

09G196700_100-146
16G112200_99-145

04G215600_139-185
06G150400_141-187
05G188900_144-190
08G146600_143-189
09G275300_113-159
18G214200_108-154
07G173600_79-113

06G143100_111-157
08G088100_109-152
15G6157400_108-152
04G182100_194-239
06G183300_233-278
05G037000_234-279
17G090200_234-279
11G191800_129-174
016151700_511-557
09G216900_511-557
16G076000_519-565
16G107700_522-568
13G165500_478-524
176105500_479-525
016217300_329-374
116026000_332-377
05G048800_325-370

09G265600_314-359
18G225500_320-365
02G6085200_305-350
07G170200_304-349
05G238900_292-337
08G046000_293-338
03G120200_273-318
19G124800_275-320
02G302400_289-335
14G011800_289-335
08G332300_279-325
18G074600_278-324
13G361000_365-409
15G6012900_392-436
14G129100_343-387
17G6203800_375-419
01G162900_187-232
11G080500_187-232
02G044300_186-231
04G143800_84-127

08G316400_182-225
18G096600_201-244
02G291200_187-233
05G025200_170-216
17G101800_167-213
10G124600_688-735
20G076700_718-765
10G217500_232-277
20G174500_247-292
11G137400_208-259
126060800_236-287
11G220200_212-254

CI
CI
CI
CI
CI
CI
CL
CL
CI
CI
CI
CI
CI
CI
CI
CI
CI
C V|
C V]|
CI
CI
C V]|
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
C V]|
C V]|
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
C V]|
C V]|
CI
CI
C V|
C V|
C V]|
C V]|
C V]|
C V]|
CI
CI
CI
CI
CI
CI
CI
CI
C V]|
C V]|
C V]|
C V]|
C V|
C V|
C V]|
C V]|
CI
CI
CI
CI
CI
CI
CI
C V]|
C V|
CI
CI
C V]|
C V]|
CI
CI
CI

CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP[. ..
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CR|
CR|
CR|

C K|
CK

C K]

LRIGSV.......



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.17G068200_100-145

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

18G037200_212-254
02G194400_103-147
10G083100_103-147
03G203400_104-149
10G6121100_107-150
10G121500_113-160
03G017500_84-127
07G6078800_84-127
09G264300_89-135
18G227700_89-135
10G202500_86-132
20G187900_86-132
09G001600_110-156
05G6217000_334-378
08G022900_332-375
07G056200_314-357
16G025100_320-363
196255700_319-362
06G127300_326-371
07G6062800_119-162
16G030900_115-158
09G253500_112-155
18G239400_89-132
09G6253400_107-153
02G264800_105-151
14G058000_100-146
116231400_107-153
18G025700_107-153
11G169500_92-138
186060400_108-154
01G093800_57-96
04G153400_57-104
04G153500_74-120
13G115900_83-134
17G043900_85-135
01G221300_81-127
116022400_87-133
05G6210000_86-133
08G016700_85-132
17G159400_72-117
02G223600_99-145
14G190300_98-144
136009100_96-142
05G182000_68-114
08G139700_68-114
11G236600_73-119
18G020400_70-116
05G218700_107-152
08G024800_108-153
136002800_104-153
20G066300_104-153
10G6007200_117-163
20G088900_139-185
10G187100_136-182
20G203400_135-181
19G163600_128-173
11G243400_93-139
18G013800_88-132
13G232800_104-150
13G232800_105-147
156079900_101-151
04G6021200_74-120
06G021400_73-119
14G221800_70-116
17G260700_70-116
04G181300_83-127
06G183600_83-127
13G6170300_69-114
19G6010400_71-116
13G6092100_125-170

10G244900_121-165
20G149700_120-164
01G048700_113-166
02G108300_190-234
02G071200_226-269
16G152400_225-267
18G000200_236-278
02G161600_186-230
106101400_186-230
02G276700_252-296
14G039000_202-246
13G072800_206-250
136072900_126-169
04G251600_220-265
08G185400_202-246
15G047300_199-243
09G165200_203-248
16G213500_202-247
10G285300_179-224
20G103700_178-223
02G249100_188-232
14G067300_187-231
116220400_185-229
18G037000_174-209
07G134600_158-202
18G184200_159-203
116137300_184-228
12G6060700_182-226
13G338400_153-197
15G036100_152-197
10G286700_262-306
20G102400_259-303

CL

C A

CI
CI
C V]|
C V]|
C V]|

CL
CL
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI

CI
CI
CI

CL
CL
CI
CI
CI
CI

CI
CI
CI
CI
CI

CI

DOWL. .
DOWL. .
DKWL. .
DKWL. .
SNWL. .
CNWL. .
HHWL. .
HHWL. .
DVWL. .
DVWL. .
DVWL. .
DVWL. .
DIWL. .

LPWLEL

VPWLSV

CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..

CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CT|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..

CP[. ..
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lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.07G119500_861-897

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

05G017500_280-324
09G271200_369-413
18G218200_373-417
08G158300_95-136
15G268100_109-150
08G034000_52-100
06G272400_167-215
126131800_171-215
06G274300_168-216
17G213300_14-59
18G103300_98-136
12G223700_140-184
13G277600_139-186
126151700_161-205
136211100_115-163
17G211800_21-68
10G047200_194-237
136135100_190-233
08G148600_91-141
126223800_101-147
09G096300_141-186
15G6201800_154-199
10G259300_189-234
20G131600_187-232
17G172100_265-310
17G6172200_262-307
03G110700_123-171
10G289100_82-127
20G099800_77-122
16G006200_74-120
10G6142800_16-53
20G091400_16-53
13G265400_16-53
06G303600_75-104
01G143600_200-252
17G6108900_203-255
20G044300_97-142
20G044600_112-155
09G257100_165-208
18G235300_138-182
08G016300_162-207
08G251300_174-216
18G274000_173-215
136052000_177-221
19G034700_177-219
13G206800_34-78
15G005300_166-208
01G019300_126-171
09G203400_19-64
016097900_111-159
08G273400_110-158
02G218200_86-131
14G185600_109-152
09G017200_92-144
15G122900_92-144
07G270000_80-128
01G050400_262-297
02G109200_262-297
12G235700_273-332
13G201200_274-333

07G049700_1718-1767
16G018400_1710-1759

01G228500_290-332
116011300_290-332
04G130500_337-383
06G316600_337-383
14G6105900_232-269
176220500_232-277
16G032000_12-61

03G104400_860-896

12G116100_524-572
126205300_519-567
06G290800_524-572
13G295600_507-555
01G195200_69-131
11G046500_134-196
03G202600_12-76
10G262600_10-74
196200200_10-74
04G212300_16-53
06G154100_14-76
05G192100_12-74
08G000400_12-74
05G189600_16-52
08G147200_16-52
07G106000_30-93
15G6064800_12-50
16G048700_180-229
19G103000_221-270

05G237500_1120-1165
08G044700_1118-1163
07G093700_1126-1171
09G182600_1122-1167
09G115100_1126-1168
17G6096900_1156-1201

14G130700_200-247
176202700_200-247
06G074300_199-246
06G116800_4-50
10G228500_5-52
08G241700_44-77
04G134700_4-52

CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
C V]|
CI
CI
CI
CI
CI
CL
CL
CL
CL
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI

CI
CI
CI
CI
CI
CI
CI
CI
CI
CI
CI

CI
CI
CI
CL
CL
CL
CL
CE
CE
CL
CL
CL
CL

CL
CL
CL
CL
CL
CL
CL
CL
NI
NI

ST
ST
ST
SI
NI
N T

ST
S V|
SI
CI
CI
CF
CF
CF
CF
CF

CL
CL
CL
CL
CL
CI
CL

LPWLSA
LPWLSA

SRWLKTR

. .LMGEEDHKGDS. ...
.LMGEEDHKGDS. ...

TCNHYT

TCSHYT
TCSHYI

RSDS
. ...RSDS

. ...RSET
. ...RSDS
. ...RSDN
. ...RSDN
. ...RSDN
. .. .RSKE
...SS..
.KKHPIVT
KKHPIVT
KKQRLVT
.KKHRMVT
.HARTNV.
HAHIHV.
VRHGSVT
.VRHGSVT
.VRHGNVT
.RKSDPP.
.QKSDPP.
.NKYDPS.
.NKYDPS.
.SKTSSSG
.SKTSSSG

TCSHYT. .
TCSHYT. .

TCENYT. .

.EHFQYA. .
.EHFQYS..

.EHFQYA.
..QRYQDTI
.QRYQDTI

CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
Qs|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
LQ. . .
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
CP|. ..
CP|. ..
CP|. .
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QELWDD.SVTPNT
QELWDD.SVTPNT
QPLIDYTDLTPNH
QPLIDYTDLTPNH
LPLIDYTDLTPNH
QKLHDP.SIVPNH
QKLHDP.SIVPNH
QKLHDP.SIVPNH



lcl|Glyma.11G157400_5-54 GFCRE...... CLISRMF....SASSDAT.........

lcl|Glyma.04G224200_401-445 MFCEE...... CVISEWF....ERER....
lcl|Glyma.06G140600_410-454 MFCEE...... CVISEWF....ERER....
1lcl|Glyma.18G217900_377-421 IFCED...... CV[SEWF....ERER....
lcl|Glyma.08G354400_21-65 MCCEW. ..... CV[YNSM....SCLRES..
1lcl|Glyma.18G171400_21-65 ICCFW...... CV[YNSM....NCLRES..

lcl|Glyma.15G237300_55-95 TICSG...... CKIPRVH. ...

lcl|Glyma.13G198800_100-140 TICSG...... CKIPRVH. ...

lcl|Glyma.04G235700_61-101 TLCST...... CKITRVH. ...

lcl|Glyma.06G129000_62-102 TLCST...... CKITRVH. ...

lcl|Glyma.03G257700_48-88 TLCST...... CKITRVH. . .
lcl|Glyma.13G035400_631-678 .FCPSKYYHVR|CLISSK.. ... LKSYGNCW. ..... Y..CP|...
lcl|Glyma.14G156600_631-678 .FCPSKYYHVS[CLISSK..... QLKSYGHCW. ..... Y..[cPl. ..
lcl|Glyma.12G192700_673-714 LFCKA...... CLIIDF..... S.ASLGRVS......... Ccp|. ..
1lcl|Glyma.13G309700_670-711 LFCKA...... CLIIDF..... S.SSLGRVS......... cp|. ..
1lcl|Glyma.07G148900_159-201 .MCMK...... CYEDW..... H..ARSQS. .

lcl|Glyma.18G200100_157-199 .MCMK...... CYEDW..... H..ARSQS..

lcl|Glyma.03G060000_142-184 .LCMK...... CYRNW..... H..ARSQS..

lcl|Glyma.07G195400_147-189 .MCLK...... CYREW..... R..TISQS..

lcl|Glyma.13G180900_147-189 .MCLK...... CYREW..... R..TISQS..

lcl|Glyma.13G240800_150-198 .MCLT...... CYHEW..... R..TRSQS..

1lcl|Glyma.15G072700_147-189 .MCLK...... CYHEW..... R..TRSQS. .

lcl|Glyma.18G063500_143-185 .MCLK...... CYRDW..... C..QRSQS

lcl|Glyma.05G144300_156-204 .MCIK...... CYRKW..... N..TRSES CRIGSLRRV.......
lcl|Glyma.08G100700_156-204 .MCIK...... CYRKW..... N..TRSES.. CRIGSLRRV.......
lcl|Glyma.11G246100_158-206 MCIK...... CYRKW..... N..RKSES.. CRGSLRRV.......
1lcl|Glyma.18G011100_158-206 MCIK...... CYRKW..... N..RKSES.. CRGSLRRV.......
1lcl|Glyma.05G044700_154-201 .MCIN...... CY[SDG..... N..TRSES.. CRGSIKS........
lcl|Glyma.11G246300_78-119 LLCIS...... CFHDW..... Y..MRSES. . CRl. ..o v i
lcl|Glyma.18G010900_145-192 .LCIS. .. ... CFHDW..... Y..MRSES. . CRIGSLKRI.......
lcl|Glyma.02G309100_117-162 .LCLR...... CFEKW..... VGQGK.RT. . CRAQI . .........
lcl|Glyma.14G003700_117-162 LFCLR...... CFEKW..... IGQGK.RT.. CRAQI .. ........
1lcl|Glyma.12G001300_129-175 LFCLK...... CFEKW..... VRQGK.RN. . LLKCRQIT. ..o
1lcl|Glyma.05G198100_138-187 .FCNG...... CFSEW..... LRRSKERHS...... AVLICP[. . .QCRAVV ... .......

lcl|Glyma.04G165900_213-256
lcl|Glyma.06G196600_193-236
lcl|Glyma.16G063400_170-217
lcl|Glyma.19G082000_171-218
lcl|Glyma.12G180800_764-813
lcl|Glyma.13G320000_790-839
1lcl|Glyma.20G087900_859-904
lcl|Glyma.02G149800_290-333
lcl|Glyma.10G024100_292-330
lcl|Glyma.03G080300_332-382
lcl|Glyma.16G008300_327-377
lcl|Glyma.18G149800_331-381
lcl|Glyma.04G043900_344-393
lcl|Glyma.06G044100_357-407
lcl|Glyma.07G150500_385-433
lcl|Glyma.18G201500_386-434
lcl|Glyma.10G181100_405-450
lcl|Glyma.20G209400_406-451
lcl|Glyma.03G180500_289-337
lcl|Glyma.19G181100_312-356
lcl|Glyma.10G052000_291-337
lcl|Glyma.13G139400_291-337
lcl|Glyma.13G326700_239-283
lcl|Glyma.07G257200_279-325
1lcl|Glyma.17G016900_219-265
lcl|Glyma.13G208500_314-360
lcl|Glyma.15G104300_316-362
lcl|Glyma.09G048200_866-915
lcl|Glyma.15G155500_861-910
1lcl|Glyma.10G198600_793-842
1lcl|Glyma.20G191400_792-841
lcl|Glyma.11G191900_808-850
lcl|Glyma.12G082400_798-847
lcl|Glyma.12G179300_740-789
lcl|Glyma.13G321300_793-842
lcl|Glyma.13G212200_825-875
lcl|Glyma.15G100500_827-877
lcl|Glyma.17G020500_819-869
lcl|Glyma.07G253800_821-871
lcl|Glyma.02G150400_776-826
lcl|Glyma.05G112600_659-709
lcl|Glyma.17G154400_621-671
1lcl|Glyma.11G042600_620-669
lcl|Glyma.04G009100_1020-1065
1lcl|Glyma.06G009000_1020-1065
lcl|Glyma.16G098500_18-63
lcl|Glyma.07G159000_32-77
lcl|Glyma.11G112700_1028-1064
lcl|Glyma.12G038600_1038-1083
lcl|Glyma.05G013200_415-460
lcl|Glyma.17G121200_415-460
lcl|Glyma.10G204900_433-478
lcl|Glyma.20G185600_422-467
lcl|Glyma.01G029500_286-325
lcl|Glyma.02G035800_286-325
lcl|Glyma.14G083900_301-342
lcl|Glyma.17G241100_292-333
lcl|Glyma.08G170400_204-247
lcl|Glyma.15G256500_288-331
1lcl|Glyma.09G019900_261-297
lcl|Glyma.15G126400_264-300
lcl|Glyma.01G203300_274-316
lcl|Glyma.11G039700_281-323
lcl|Glyma.05G068400_302-344
lcl|Glyma.17G150900_309-344
lcl|Glyma.09G282200_4713-4753
lcl|Glyma.20G003400_4712-4751
lcl|Glyma.04G220000_1217-1265
lcl|Glyma.06G145900_1217-1265
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lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.03G214100_219-270

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

08G358300_319-375
18G176600_318-374
12G063600_316-372
11G140000_316-372
13G335300_323-381
15G6039100_316-374
08G315500_281-340
03G6079200_225-269
16G094800_214-258
08G350900_306-345
18G165000_306-353
07G264100_155-203
17G6009900_146-194
09G008200_144-192
15G6112600_157-205
04G189900_380-423
06G175700_381-424
05G173500_413-456
08G130800_413-456
116244000_416-459
18G013100_412-455
05G115700_444-487
19G051500_449-492
19G078600_381-424
19G124300_227-270
16G068400_384-427
04G211000_388-427
05G193500_382-421
08G234200_376-419
156219300_368-411
106238000_315-375
20G156600_315-375
09G143600_314-374
01G178600_28-77
11G063500_28-77
04G034500_31-78
06G034500_29-78
03G145700_157-202
19G148900_156-201
08G157200_105-149
15G269000_105-151
096001100_123-170
12G240800_129-176
06G293400_33-91
12G112000_36-91
12G203900_46-99
13G297700_44-94
126151200_37-90
07G196000_33-84
13G179900_30-81
13G239500_29-80
15G073700_29-80
14G099100_339-384
17G6225600_339-384
01G074000_824-869
116175700_818-875
02G267300_828-871
14G050200_828-871
10G288200_718-762
20G100800_721-765
04G125600_69-110
06G313000_69-110
10G155500_28-80
20G232800_26-78
04G255000_11-57
116103800_150-191
12G028700_150-191
09G281300_151-194
20G004500_80-121
03G124900_577-621

196210900_219-269
106018800_210-261
196203000_218-270
08G153800_209-269
15G272400_209-269
08G154100_188-251
156273000_188-250
106151500_34-80

20G236700_42-88

19G232800_18-67

02G219200_1354-1408

14G186500_414-466
06G290400_82-126
12G6116500_60-104
126205500_121-165
13G295300_124-168
08G350700_40-90
13G177200_138-181
02G267800_40-81
14G049700_46-87
02G141500_20-65
10G032500_19-64
03G159500_34-79
19G161700_18-63
10G162800_19-64
20G225400_20-65
10G180300_32-77
03G165600_25-74
19G166900_24-66
13G220400_468-515
15G6092000_450-498
09G099300_2-43

CCHKK.LDPATTGLSGPV|
CCHKK.PDPATAGLSGPYV
CCHNK.PNPSTSRVIPPV
CCHNK.PNPCTSRVIPPV
CCHNK.PNPATACLTPPV
CCHNK.PNPATACLTPPV
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LHHHSHSQE
LHHHSHSQE
LHFHSQSRE
LHFHSQSRE
LHLHSDAKE
LHLHSDAKE
SYAYSDVRE
SYAYSNVRE
QIVYSNARE
QIVYSNARE

LHFQSTSLDDEEQQR.PQ
LHFQSTSLDNEEQQK.PQ
LNFLSASCENEEKQ. ..
LNLQTASSENEEEKQ. .
LDVQSSSVEPYQQOQ. ..
LHVQSASLAPDEHP. ..
LHVQSASLAPDEHP. ..
LHVQSDSLPPDEHP. ..
LHVQSDSLAPDEHP. ..
CNEKPE............

AASVMIFQGLKAASPESK
RNWRSS.NPTLGMDVN
RNWRSS.NPTLGMDVN
RNWRNSAAPTSGMDIGNAGTANTVRT
RNWRNS .APTSGMDISNAGTANTVRT
......... SAFNIK......

. .EKRLONSKLHNW
. .EKRLOQNNKLHNW
. .MRLGNNE
. .MRLGNNE. .
. .MRLGNNE. .
. .MRLGNNE. .
. .FRLGNNE. .

.MRLSNNE. .

KVAGSRHR. ..
RNLELRHR. ..
RNLELRHR. ..
EYLTGDDN. ..
EYLTGDDN. ..
RFKD
RFKD
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CR|
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CR|
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CR|
CR|
CR|
CR|
Y R
CR|
CR|
CR|
CR|
CR|
CR|
CR|
CR|
C K|
C K|
CK
C K|
C K|
C K]
C K|
C K|
CK
C K|
C K|
C K]
C K|

CK
C K|
C K|
C K]
C K]
CR|
CR|
CG
CS
C G|
C G|
C K|
CK
CG
C G|
C K]
C K]
CR|
CR|

CR|
CR|
CR|
CR|
CR|
CR|
CR|
CR|
CR|

CR|
CR|
CR|
CR|
CR|
CR|

CR|
CR|
CR|
CR|

CN|
CN|
CN|
CN|

C H|
CN|
C K]

C K|
CK
CD

SPINTR.......
SPINTR.......
SPINTI.......

SEVSQS.......

DDI..........

RDL..........



lcl|Glyma.15G209600_2-43 LLCTD......DANKIL...... CPl. . .ICDIQ. v v v v v eeeen
lcl|Glyma.10G149400_424-470 FFCFA......CIMEWA...... . CPl. . .LICKQRF . .........
lcl|Glyma.20G238800_406-452 FFCFA......CIMEWA...... e CP|. . .LICKIQRF . . .. ... ...
lcl|Glyma.17G082300_27-72 HFCFV......CIMEWA...... e CP|. . .ICRQRF ... .......
lcl|Glyma.19G042100_335-385 RFCFP...... I CP|. . .LCKAS ... ........
lcl|Glyma.09G206500_285-320 FFCLK......CLQTFA...... .. R R D
lcl|Glyma.02G103300_678-724 .FHSG. . ... . CIKQWLM........... . CPl. . .ICKT.......o....
lcl|Glyma.07G214600_664-710 CFHSG. . o0 0 JCIKQWLM . & v v e e e e e e e e e e s CPl. . .ICKT............
lcl|Glyma.04G039700_603-649 .FHSS. ... . . CIKQWLM. ... ...t CPl. . .ICKT............
lcl|Glyma.04G039800_683-729 .FHSS......CIKQWLM........... P CP|. . .ICKT............
1lcl|Glyma.06G041000_657-703 .FHSS......CIKQWLM........... I CP|. . .ICKT............
lcl|Glyma.05G241900_382-427 LYHFQ. ... L JCIKQWVA. . . ... ... . CPl...VICKQQV..........
lcl|Glyma.08G049400_328-373 LYHFQ. . ... JCIKQWAA. . . ... .. ... . CPl...VICKQQV..........
lcl|Glyma.07G097700_305-350 LYHFQ. ... JCIKQWLV . .. ..o v n . CPl...VICKQEV..........
lcl|Glyma.09G180300_320-365 .YHFQ......CIKHWLE........... e CP|. . .VICKIQEV . ... ......

lcl|Glyma.14G134600_501-543
1lcl|Glyma.17G198300_478-520
lcl|Glyma.06G076600_488-533
lcl|Glyma.03G179300_494-542
lcl|Glyma.19G180000_492-540
lcl|Glyma.10G051200_482-530
lcl|Glyma.13G138700_493-541
lcl|Glyma.06G229700_316-362
lcl|Glyma.06G234500_258-302
lcl|Glyma.11G156300_288-334
lcl|Glyma.06G234300_402-449
lcl|Glyma.12G158500_402-449
lcl|Glyma.13G272700_474-517
lcl|Glyma.04G249100_149-193
lcl|Glyma.06G113900_130-174
lcl|Glyma.13G031100_152-196
lcl|Glyma.14G152800_154-198
lcl|Glyma.10G284900_291-328

CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
CP|. ..
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CP|. . .VICSITEVSAS.......

lcl|Glyma.20G104300_280-331 . V|
lcl|Glyma.11G132700_192-240 .YHAS...... CP|l. . .ICYTEV..........
lcl|Glyma.12G057100_192-240 .YHAS...... R CPl. . . IICYTEV. ... ..o ...
lcl|Glyma.12G237700_196-240 .YHGE...... R CPl. . .VCNTEV..........
lcl|Glyma.13G203300_196-240 .YHGE...... CP|l. . .VCNTEV..........
lcl|Glyma.03G184600_122-174 .YGMS ... ... CP|l...QCKVK...........
lcl|Glyma.14G147100_225-268 .YCSE...... P CP|l. . .VICRl. . v v i v ii et
lcl|Glyma.01G219800_243-291 CWHTY . ... .. CLISPPLEH. ... .. CEN...CLNS...........
lcl|Glyma.11G023700_243-291 LWHTY . ov .. CLISPPLEK....IP.. CEN...CLNS...........
lcl|Glyma.13G170000_1273-1321 .YHTY...... CLNPPLAR....IP.. CP[S...CVVG...........
lcl|Glyma.19G010200_1251-1297 .YHTY...... CLINPPLAR....IP.. CPIS...CV[. ..o
lcl|Glyma.02G013500_1244-1297 .THID...... CCDPPLTA....VP.. CPK...[CS[s............
1lcl|Glyma.10G014100_1243-1296 .THID...... CCDPPLTH....VP..EE.. CPK...[CS[s............
1lcl|Glyma.02G295400_391-439 JFHLK...... CLQPSVLRG...IHN.RV. . CMR...C.l....oo...
lcl|Glyma.14G018000_392-439 LFHLK...... CLQPSVLRG...IHN.RV.. CMR. .. [C.e v,
lcl|Glyma.09G059700_234-289 .FHQR...... CLNPPLDTEN..IPPGDQ CKF...CECK...........
lcl|Glyma.15G166200_251-303 LFHQR...... CLNPPLDTEN..IPPGDQ CKF...C. ...
1lcl|Glyma.17G059400_224-279 LFHQK...... CLDPPLDTEN..IPPGEQ. . CKF...CECK...........
1lcl|Glyma.10G260400_343-398 LFHQL...... CLDPPMLTED..IPPGDE. . CPIG...CDCK...........
lcl|Glyma.20G130800_344-399 JFHQL...... CLDPPLLTED. . CPIG...CDCK...........
lcl|Glyma.01G234300_253-300 AEHTY...... CMREMLEK. . . . CEE...CK....ovovvvnn..
lcl|Glyma.11G008600_251-297 AEHTY...... CMREMLEK. . .. CEE...Cueeeeneenenn..
lcl|Glyma.12G014900_273-322 AEHTY...... CMREMLEK. . . . CEE...CKCA...........
1lcl|Glyma.11G109800_273-322 AEHTY...... CMREMLEK. . . . CEE...CKCA...........
lcl|Glyma.17G155700_20-68 AEHIY...... CNDEKLEK. . .. CED...CR.............
lcl|Glyma.04G163100_13-61 CEHSY...... CMREN....... CEP...CKSK...........
lcl|Glyma.11G043500_25-80 AEHTY...... CMDPDEQS. ... CQOE...CMPR...........
lcl|Glyma.06G230000_305-354 ARHRY...... CLDGP....... CED...CEAK...........
lcl|Glyma.09G125400_373-422 ALHRY...... CLDGP....... CED...CEAK...........
lcl|Glyma.10G227100_4-50 ALHRY...... CLKGP....... CED...Cule e
1lcl|Glyma.20G165200_4-53 ALHRY...... CLKGP....... CED...CATK...........
lcl|Glyma.04G214800_25-74 AEHSY...... CLDKF....... CED...CAP............
lcl|Glyma.04G062400_53-97 .YHPR...... CLLPPLK..... CPE...CVIS. ...
lcl|Glyma.06G063400_53-97 .YHPK...... CLLPPLK..... CPE...CVIS. ...
lcl|Glyma.12G170900_115-166 LQHIN...... CVIIIPEKPMDGIPPVPD. CEI...CR.....0oovvn...
1lcl|Glyma.13G328100_115-166 LQHIS...... CVIIIPEKPMDGIPPIPD. CET...CR.............
1lcl|Glyma.12G071300_116-167 LQHIS...... CVIIIPEKPTEGIPLVPD. CEL...CR.............
lcl|Glyma.04G253800_296-345 .VHRK...... CY|G.VHDD....IDE... CSW. .. CKQK...........
lcl|Glyma.06G108500_295-345 .VHRK...... CYG.VYDDD...VDG. .. CSW...CKQK...........
lcl|Glyma.15G219200_660-708 LVHST . ... .. CLMPPIGDI...VPE... CHL...CKEK...........
lcl|Glyma.01G238300_516-558 LFHQS...... CLD....I..QMLP.... CP[N...CTCK...........
1lcl|Glyma.11G005500_722-764 LFHQS...... CLD....I..QMLP.... CMN...CTCK...........
1lcl|Glyma.01G238200_728-770 LFHQS...... CLD....I..QMLP.... CPN...CTCK...........
lcl|Glyma.11G005300_720-760 .FHQS. ... .. CL|D. .I..QMLP.... CPIN...ICule v e v e
lcl|Glyma.02G146500_568-610 .FHQG...... CL[D. .I..KKFP.... . CIY...CCCK...uvovovn
lcl|Glyma.03G155500_313-355 FHQS...... CL[D . LILL.QTLP . e et w e CIY...CCCK...uvuvvonn
lcl|Glyma.10G044200_547-587 .FHAA. .. ... CL|G . .L..QCVP ... CLIN .
lcl|Glyma.13G131800_545-585 .FHAA. .. ... CL|G. .L..QCVP.... CLIN .
1lcl|Glyma.06G046500_300-343 LFHLS...... CLG....L..EHVP.... CPA.
1lcl|Glyma.11G170900_521-564 JFHKT...... CLG....L..EDIP.... cpls.
lcl|Glyma.03G181800_43-91 .YHPS...... CVDP..PL..NYIP.... C Ijw.
lcl|Glyma.11G074400_81-126 LYHPS...... CIKR..DE..AFFRS... colw.
lcl|Glyma.13G320100_386-430 .YHSR...... CI|GV..MK..MHIP.... CPI|E .
1lcl|Glyma.02G296200_232-286 .RENS...... CV]SL..GFTQKEVDE. . . CKN .
1lcl|Glyma.18G086000_229-283 .EEST...... CA[SL..GFSRKEVDE. . . CKN .
lcl|Glyma.13G197800_36-86 .VHAT...... CLAT..GP...KFDG. .. crly.
lcl|Glyma.15G236400_75-123 .VHAT...... CLGF..EP...EFDD CP[Y .
lcl|Glyma.13G057300_662-708 .FHAD...... CLIGI..KEH..EVSS CQ[T .
lcl|Glyma.19G029100_661-707 .FHAD...... CLGI..KEH..EVSS... CQT. .
1lcl|Glyma.02G227900_820-872 LYHVG...... CLKD.REKYESRIY.... . CGKE .
1lcl|Glyma.14G194800_734-787 LYHVE...... CLKD.REKSESRRY......... CGKE .
lcl|Glyma.11G171200_781-832 LYHVR...... CLEN.GAADISTRY......... CGK .
lcl|Glyma.10G062700_503-554 .YHVG. . .... CLRDHKMAYLKELP. ... C.....]..
lcl|Glyma.13G147100_501-557 LYHVG. .. ... CLRDHKKAYLKELP.... CCND. .CT|. . v e v oo v e
lcl|Glyma.02G058300_166-214 LYHGK...... CIMMTPTK....GETLKH. . CAS...CS[. ... ... ...
1lcl|Glyma.06G319800_166-214 .YHGK...... CIMMTPTK....AETLKH. . CAS...[CS[.............
1lcl|Glyma.07G271400_198-247 .FHGK...... CVKITPAK....AEHIKQ. . CP[S...CSNK...........
1lcl|Glyma.17G002600_199-248 .FHGK...... CVKITPAK....AEHIKQ. . CP[S...CSNK...........
1cl|Glyma.11G190000_1281-1329 .YHAE...... AVELEESK....ISSVLG.. CSK...CR.............
lcl|Glyma.12G084300_1287-1335 .YHAE...... AVELEESK....ISSVLG CCK...CR.............



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

12G180700_1293-1341
07G6056000_373-427
16G024900_371-425
03G215600_371-425
19G212100_374-428
04G236500_434-488
06G127800_441-495
196066800_376-430
01G179800_176-228
11G062400_192-244
02G059900_158-214
16G142700_157-213
12G160000_164-201
14G6077800_125-177
17G247700_120-172
02G251800_176-228
14G065000_141-193
02G253700_47-99
18G030900_10-66
05G6205800_10-66
08G012700_10-66
03G013900_10-66
07G073600_10-66
09G261800_10-66
18G230400_10-66
04G179800_24-80
05G034700_11-67
10G114300_10-49
20G085200_10-49
04G046200_109-164
06G047000_109-164
17G234700_109-164
10G256600_111-167
06G185000_110-162
17G092600_110-166
11G226400_108-164
14G062700_108-164
14G6112700_1508-1555
13G253900_326-371
13G273500_171-204

A V|
cD
cD
cD
cD
cD
cD
cD
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
CF
cy
ST
vl

ELEESK. ...
KISSKV...
KISSKL. ..
KISSKH....
KISSKL....
KICSNL....
KISSNL....
KISSNL....

CCHACH

KCSHCK
RCSHCK
RCSHCK

.FKDLEN
.FKDLEN

T
T

DYF

LPITDYEFSM
LPITDYEFSM
LPITD.....

LPISDYEFST
LPISDYEFST
YPITEREFSIL|
YPITEREFSL
GTLKLSNYSS
GTLKLSNYSS
GLLAISNYSS
GLLAISNYSS
GCLTMSTYSS
GCLTMCTYSS
GCLTMSTYSS
GYLTMNTYSS
GTLKLSNYCS
GTLKLSNYCS

CC
CP
CP
CP
CP
CP
CP
CP
S S
S S
S G
S G
SG
SG
SG
S G
ME|
ME|
TE
TE
MD|
MD|
MD]
MD]
FE
FE

HHUUOUOUOXR

NRPY
NRPY
NRRY
NRRY
NYPY
NYPY
KHPY
KHPY
SVLY
GVLY]
GVLY]
GVLY
GILY
GILY
GVLY]
GVLY]
GVLY]
GVLY

. .|ICR
. .|CK
. .|CK
. .|CK
. .|ICK
. .[CK
. .|ICK
-|ICK

H K|
H K|
H K|
H K|
H K|
H K|
H K|
H K|
CK
C K|
C K|
C K]
C K|
C K|
CK
C K|
C K|
C K]

GTLKNT . .. .|..f....]..

GTLKNN. .. .|.

CVISPSNYIA
CVISPSNYIA
CVISPSNYIA
CTVSSSNFIT
CVISPSNYVA
CVISPSNYVA
CPITPSNYAA
CPITPSNYAA

HE
HE
HE
HE
HE
HE
LE
LE

CR|. . .
CP|. ..

lcel. ..

GKLY]
GKLY]
GKLY]
GKLY
HRLY
HRLY
GILY]
GVLY]

CK
C K|
C K|
C K]
CR|
CR|
CK
C K|
CR|
C.

SCYKELH......
HHHVQL.......
HHFSQLF......



Human c-Cbl

Human_c-Cbl ...,
consensus ..ol
lcl|Glyma.09G6103000_21-70 .. .......
lcl|Glyma.15G275000_20-69 ... ......
lcl|Glyma.04G067900_40-89 .. .......
lcl|Glyma.06G069600_30-98
lcl|Glyma.13G202500_20-69
lcl|Glyma.02G080900_38-87
lcl|Glyma.16G165900_30-96
lcl|Glyma.05G187300_39-88
lcl|Glyma.08G145600_39-88
lcl|Glyma.10G223500_41-90
lcl|Glyma.02G205800_37-86
lcl|Glyma.17G072200_27-95
lcl|Glyma.04G153700_37-86
lcl|Glyma.06G225500_37-86
lcl|Glyma.04G142700_37-86
lcl|Glyma.06G225400_46-117
lcl|Glyma.06G316800_40-89
lcl|Glyma.09G051100_38-87
lcl|Glyma.15G157100_38-87
lcl|Glyma.08G088400_32-81
lcl|Glyma.08G302500_39-88
lcl|Glyma.18G117100_39-88
lcl|Glyma.04G063800_9-58

lcl|Glyma.06G065000_6-58

lcl|Glyma.05G160000_385-436  .........
lcl|Glyma.08G117500_6-58 . ........
lcl|Glyma.12G017600_131-178 . ........
lcl|Glyma.02G090900_13-60 .. .......
lcl|Glyma.18G292200_14-61 = .........
lcl|Glyma.18G242400_64-112  .........
lcl|Glyma.02G103800_77-125  .........
lcl|Glyma.07G215200_80-128  .........
lcl|Glyma.13G372600_71-120 . ........
lcl|Glyma.15G001100_69-118  .........
lcl|Glyma.11G236400_33-82 .. .......
lcl|Glyma.18G020800_33-82 .........
lcl|Glyma.05G182200_29-78 .. .......
lcl|Glyma.05G010700_54-89 .........
lcl|Glyma.17G118400_55-107 . ........
lcl|Glyma.02G310000_267-316  .........
lcl|Glyma.14G002700_268-317  .........
lcl|Glyma.03G180200_231-280  .........
lcl|Glyma.19G180900_243-292  .........
lcl|Glyma.13G005300_253-302  .........
lcl|Glyma.20G064600_253-302 . ........
lcl|Glyma.11G147100_266-315  .........
lcl|Glyma.12G068000_266-315  .........
lcl|Glyma.12G173300_234-283  .........
lcl|Glyma.13G326500_259-308  .........
lcl|Glyma.10G051800_240-289  .........
lcl|Glyma.13G139200_260-309 . ........
lcl|Glyma.13G213600_217-265  .........
lcl|Glyma.15G099100_214-262  .........
lcl|Glyma.01G107700_99-151 . ........
lcl|Glyma.U027600_104-157 .........
lcl|Glyma.07G142300_108-159  .........
lcl|Glyma.02G253000_84-135 = . ........
lcl|Glyma.14G063500_84-135 = .........
lcl|Glyma.13G227900_172-233  .........
lcl|Glyma.15G084600_183-244  .........
lcl|Glyma.04G063700_161-222  .........
lcl|Glyma.06G064900_158-219  .........
lcl|Glyma.05G159600_181-243 . ........
lcl|Glyma.04G084500_138-184 .. .......
lcl|Glyma.06G086100_152-198  .........
lcl|Glyma.02G232900_1829-1880 .. .......
lcl|Glyma.01G095300_99-145 = .........
lcl|Glyma.08G270800_99-145  .........
lcl|Glyma.01G017200_110-156 . ........
lcl|Glyma.02G210700_138-184  .........
lcl|Glyma.14G178400_137-183  .........
lcl|Glyma.04G098100_128-174  .........
lcl|Glyma.06G099800_131-177  .........
lcl|Glyma.10G156500_116-162  .........
lcl|Glyma.20G231900_117-163 . ........
lcl|Glyma.19G236800_118-164 .. .......
lcl|Glyma.03G239900_110-156 .. .......
lcl|Glyma.09G140700_126-172  .........
lcl|Glyma.16G194600_116-162  .........
lcl|Glyma.09G140800_108-154  .........
lcl|Glyma.11G242800_110-156 . ........
lcl|Glyma.14G037000_80-126  .........
lcl|Glyma.06G118400_62-106  .........
lcl|Glyma.01G017300_141-187  .........
lcl|Glyma.09G205600_131-177  .........
lcl|Glyma.01G095600_140-186  .........
lcl|Glyma.08G271100_141-187 . ........
lcl|Glyma.04G128100_143-189  .........
lcl|Glyma.06G310600_135-181  .........
lcl|Glyma.02G210400_152-198  .........
lcl|Glyma.14G177900_153-199  .........
lcl|Glyma.08G070100_155-204  .........
lcl|Glyma.13G042300_156-201 . ........
lcl|Glyma.08G177000_180-226  .........
lcl|Glyma.15G056000_166-212  .........
lcl|Glyma.05G175400_149-200  .........
lcl|Glyma.18G014500_194-240  .........
lcl|Glyma.18G014600_153-202  .........
lcl|Glyma.11G242500_156-205 . ........
lcl|Glyma.11G122400_135-179  .........
lcl|Glyma.12G047300_133-176  .........




lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.09G042400_118-164

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.02G291200_187-233

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

01G032200_147-191
02G033200_149-193
13G071600_172-216
19G011200_168-212
08G289200_148-194
18G135300_149-195
05G035800_139-185
176091600_134-180
13G6092000_129-175
17G068300_125-171
03G103800_137-183
07G120300_138-184
15G183300_121-167
01G146500_110-156
09G194100_115-161
04G083400_113-140
06G084800_126-176
14G146700_132-182
02G106400_97-139

04G091400_117-163
03G215500_93-139

19G212000_90-136

02G016800_86-132

07G046400_108-154
16G014600_107-153
03G263000_99-148

07G245400_93-139

17G6028400_95-141

13G332800_88-134

06G284600_119-165
126121400_124-171
12G208600_102-147
13G292600_94-142

09G214600_99-144

16G075300_86-130

136108500_112-158
176050900_108-154
18G176200_157-203
02G228800_114-163
01G157400_104-150
116087600_104-150
04G015200_96-142

06G015200_96-142

09G196700_100-146
16G112200_99-145

04G215600_139-185
06G150400_141-187
05G188900_144-190
08G146600_143-189
09G275300_113-159
18G214200_108-154
07G173600_79-113

06G143100_111-157
08G088100_109-152
15G6157400_108-152
04G182100_194-239
06G183300_233-278
05G037000_234-279
17G090200_234-279
11G191800_129-174
016151700_511-557
09G216900_511-557
16G076000_519-565
16G107700_522-568
13G165500_478-524
176105500_479-525
016217300_329-374
116026000_332-377
05G048800_325-370
17G130700_323-368
09G265600_314-359
18G225500_320-365
02G6085200_305-350
07G170200_304-349
05G238900_292-337
08G046000_293-338
03G120200_273-318
19G124800_275-320
02G302400_289-335
14G011800_289-335
08G332300_279-325
18G074600_278-324
13G361000_365-409
15G6012900_392-436
14G129100_343-387
17G203800_375-419
01G162900_187-232
11G080500_187-232
02G044300_186-231
04G143800_84-127

08G316400_182-225
18G096600_201-244

05G025200_170-216
17G101800_167-213
10G124600_688-735
20G076700_718-765
10G217500_232-277
20G174500_247-292
11G137400_208-259
126060800_236-287
11G220200_212-254



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.11G169500_92-138

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.11G220400_185-229

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

18G037200_212-254
02G194400_103-147
10G083100_103-147
03G203400_104-149
10G6121100_107-150
10G121500_113-160
03G017500_84-127

07G6078800_84-127

09G264300_89-135

18G227700_89-135

10G202500_86-132

20G187900_86-132

09G001600_110-156
05G6217000_334-378
08G022900_332-375
07G056200_314-357
16G025100_320-363
196255700_319-362
06G127300_326-371
07G6062800_119-162
16G030900_115-158
09G253500_112-155
18G239400_89-132

09G6253400_107-153
02G264800_105-151
14G058000_100-146
116231400_107-153
18G025700_107-153

186060400_108-154
01G093800_57-96
04G153400_57-104
04G153500_74-120
13G115900_83-134
17G043900_85-135
01G221300_81-127
116022400_87-133
05G6210000_86-133
08G016700_85-132
17G159400_72-117
02G223600_99-145
14G190300_98-144
136009100_96-142
05G182000_68-114
08G139700_68-114
11G236600_73-119
18G020400_70-116
05G218700_107-152
08G024800_108-153
136002800_104-153
20G066300_104-153
10G6007200_117-163
20G088900_139-185
10G187100_136-182
20G203400_135-181
19G163600_128-173
11G243400_93-139
18G013800_88-132
13G232800_104-150
13G232800_105-147
156079900_101-151
04G6021200_74-120
06G021400_73-119
14G221800_70-116
17G260700_70-116
04G181300_83-127
06G183600_83-127
13G6170300_69-114
19G6010400_71-116
13G6092100_125-170
17G068200_100-145
10G244900_121-165
20G149700_120-164
01G048700_113-166
02G108300_190-234
02G071200_226-269
16G152400_225-267
18G000200_236-278
02G161600_186-230
106101400_186-230
02G276700_252-296
14G039000_202-246
13G072800_206-250
136072900_126-169
04G251600_220-265
08G185400_202-246
15G047300_199-243
09G165200_203-248
16G213500_202-247
10G285300_179-224
20G103700_178-223
02G249100_188-232
14G067300_187-231

18G037000_174-209
07G134600_158-202
18G184200_159-203
116137300_184-228
12G6060700_182-226
13G338400_153-197
15G036100_152-197
10G286700_262-306
20G102400_259-303



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.20G099800_77-122

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

05G017500_280-324
09G271200_369-413
18G218200_373-417
08G158300_95-136
15G268100_109-150
08G034000_52-100
06G272400_167-215
126131800_171-215
06G274300_168-216
17G213300_14-59
18G103300_98-136
12G223700_140-184
13G277600_139-186
126151700_161-205
136211100_115-163
17G211800_21-68
10G047200_194-237
136135100_190-233
08G148600_91-141
126223800_101-147
09G096300_141-186
15G6201800_154-199
10G259300_189-234
20G131600_187-232
17G172100_265-310
17G6172200_262-307
03G110700_123-171
10G289100_82-127

16G006200_74-120
10G6142800_16-53
20G091400_16-53
13G265400_16-53
06G303600_75-104
01G143600_200-252
17G6108900_203-255
20G044300_97-142
20G044600_112-155
09G257100_165-208
18G235300_138-182
08G016300_162-207
08G251300_174-216
18G274000_173-215
136052000_177-221
19G034700_177-219
13G206800_34-78
15G005300_166-208
01G019300_126-171
09G203400_19-64
016097900_111-159
08G273400_110-158
02G218200_86-131
14G185600_109-152
09G017200_92-144
15G122900_92-144
07G270000_80-128
01G050400_262-297
02G109200_262-297
12G235700_273-332
13G201200_274-333

07G049700_1718-1767
16G018400_1710-1759

01G228500_290-332
116011300_290-332
04G130500_337-383
06G316600_337-383
14G105900_232-269
176220500_232-277
16G032000_12-61
03G104400_860-896
07G119500_861-897
12G116100_524-572
126205300_519-567
06G290800_524-572
13G295600_507-555
01G195200_69-131
11G046500_134-196
03G202600_12-76
10G262600_10-74
196200200_10-74
04G212300_16-53
06G154100_14-76
05G192100_12-74
08G000400_12-74
05G189600_16-52
08G147200_16-52
07G106000_30-93
15G6064800_12-50
16G048700_180-229
19G103000_221-270

05G237500_1120-1165
08G044700_1118-1163
07G093700_1126-1171
.09G182600_1122-1167
09G115100_1126-1168
17G6096900_1156-1201

14G130700_200-247
176202700_200-247
06G074300_199-246
06G116800_4-50
10G228500_5-52
08G241700_44-77
04G134700_4-52

TLYRLIHTW
TLYRLIHMW
TLRRLIQAW
TLRRLIQSW
TLRRLIQAW
TLRHLINQW
TLRHLIDQW
TLRHLIDQW



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.11G246300_78-119

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.09G019900_261-297

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

11G157400_5-54
04G224200_401-445
06G140600_410-454
18G217900_377-421
08G354400_21-65
18G171400_21-65
156237300_55-95
136198800_100-140
04G235700_61-101
06G129000_62-102
03G257700_48-88
136035400_631-678
14G156600_631-678
12G192700_673-714
13G309700_670-711
07G148900_159-201
18G200100_157-199
03G060000_142-184
07G195400_147-189
13G180900_147-189
13G240800_150-198
15G072700_147-189
18G063500_143-185
05G144300_156-204
08G100700_156-204
116246100_158-206
18G011100_158-206
05G044700_154-201

18G010900_145-192
02G309100_117-162
14G003700_117-162
12G6001300_129-175
05G198100_138-187
04G165900_213-256
06G196600_193-236
16G063400_170-217
196082000_171-218
12G180800_764-813
13G320000_790-839
20G087900_859-904
02G149800_290-333
106024100_292-330
03G080300_332-382
16G008300_327-377
18G149800_331-381
04G043900_344-393
06G044100_357-407
07G6150500_385-433
18G201500_386-434
10G181100_405-450
20G209400_406-451
03G180500_289-337
196181100_312-356
106052000_291-337
13G6139400_291-337
13G326700_239-283
07G257200_279-325
17G016900_219-265
136208500_314-360
15G6104300_316-362
09G048200_866-915
15G6155500_861-910
10G198600_793-842
20G191400_792-841
116191900_808-850
12G082400_798-847
12G179300_740-789
13G321300_793-842
13G212200_825-875
15G100500_827-877
176020500_819-869
07G6253800_821-871
02G150400_776-826
05G112600_659-709
17G154400_621-671
11G042600_620-669

04G009100_1020-1065
06G009000_1020-1065

16G098500_18-63
07G159000_32-77

11G112700_1028-1064
12G038600_1038-1083

05G013200_415-460
17G121200_415-460
10G204900_433-478
20G185600_422-467
01G029500_286-325
02G035800_286-325
14G083900_301-342
17G241100_292-333
08G170400_204-247
15G6256500_288-331

15G126400_264-300
016203300_274-316
116039700_281-323
05G068400_302-344
17G150900_309-344

09G282200_4713-4753
20G003400_4712-4751
04G220000_1217-1265
06G145900_1217-1265



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.08G234200_376-419

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.03G159500_34-79

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

08G358300_319-375
18G176600_318-374
12G063600_316-372
11G140000_316-372
13G335300_323-381
15G6039100_316-374
08G315500_281-340
03G079200_225-269
16G094800_214-258
08G350900_306-345
18G165000_306-353
07G264100_155-203
17G6009900_146-194
09G008200_144-192
15G6112600_157-205
04G189900_380-423
06G175700_381-424
05G173500_413-456
08G130800_413-456
116244000_416-459
18G013100_412-455
05G115700_444-487
19G051500_449-492
19G078600_381-424
19G124300_227-270
16G068400_384-427
04G211000_388-427
05G193500_382-421

156219300_368-411
106238000_315-375
20G156600_315-375
09G143600_314-374
01G178600_28-77
11G063500_28-77
04G034500_31-78
06G034500_29-78
03G145700_157-202
19G148900_156-201
08G157200_105-149
15G269000_105-151
096001100_123-170
12G240800_129-176
06G293400_33-91
12G112000_36-91
12G203900_46-99
13G297700_44-94
126151200_37-90
07G196000_33-84
13G179900_30-81
13G239500_29-80
15G073700_29-80
14G099100_339-384
17G6225600_339-384
01G074000_824-869
116175700_818-875
02G267300_828-871
14G050200_828-871
10G288200_718-762
20G100800_721-765
04G125600_69-110
06G313000_69-110
10G155500_28-80
20G232800_26-78
04G255000_11-57
116103800_150-191
12G028700_150-191
09G281300_151-194
20G004500_80-121
03G124900_577-621
03G214100_219-270
196210900_219-269
106018800_210-261
196203000_218-270
08G153800_209-269
15G272400_209-269
08G154100_188-251
156273000_188-250
106151500_34-80
20G236700_42-88
19G232800_18-67

02G219200_1354-1408

14G186500_414-466
06G290400_82-126
12G6116500_60-104
126205500_121-165
13G295300_124-168
08G350700_40-90
13G177200_138-181
02G267800_40-81
14G049700_46-87
02G141500_20-65
10G032500_19-64

19G161700_18-63
10G162800_19-64
20G225400_20-65
10G180300_32-77
03G165600_25-74
19G166900_24-66
13G220400_468-515
15G6092000_450-498
09G099300_2-43



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.04G249100_149-193

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.14G194800_734-787

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

156209600_2-43
10G149400_424-470
20G238800_406-452
17G6082300_27-72
19G042100_335-385
09G6206500_285-320
02G103300_678-724
07G214600_664-710
04G039700_603-649
04G039800_683-729
06G041000_657-703
05G241900_382-427
08G049400_328-373
07G6097700_305-350
09G180300_320-365
14G134600_501-543
17G198300_478-520
06G076600_488-533
03G179300_494-542
19G6180000_492-540
106051200_482-530
13G138700_493-541
06G229700_316-362
06G234500_258-302
116156300_288-334
06G234300_402-449
12G158500_402-449
13G272700_474-517

06G113900_130-174
13G031100_152-196
14G6152800_154-198
10G284900_291-328
20G104300_280-331
11G132700_192-240
12G057100_192-240
12G237700_196-240
136203300_196-240
03G184600_122-174
14G147100_225-268
01G219800_243-291
11G023700_243-291

13G170000_1273-1321
196010200_1251-1297
02G013500_1244-1297
10G014100_1243-1296

02G295400_391-439
14G018000_392-439
09G6059700_234-289
156166200_251-303
17G6059400_224-279
10G260400_343-398
20G130800_344-399
01G234300_253-300
116008600_251-297
126014900_273-322
11G109800_273-322
17G155700_20-68
04G163100_13-61
116043500_25-80
06G230000_305-354
09G125400_373-422
10G227100_4-50
20G165200_4-53
04G214800_25-74
04G062400_53-97
06G063400_53-97
12G170900_115-166
13G328100_115-166
12G071300_116-167
04G253800_296-345
06G108500_295-345
156219200_660-708
01G238300_516-558
116005500_722-764
01G238200_728-770
11G005300_720-760
02G146500_568-610
03G155500_313-355
10G044200_547-587
13G131800_545-585
06G046500_300-343
11G170900_521-564
03G181800_43-91
11G074400_81-126
13G320100_386-430
02G296200_232-286
18G086000_229-283
13G197800_36-86
15G6236400_75-123
136057300_662-708
196029100_661-707
02G227900_820-872

11G171200_781-832
10G6062700_503-554
13G147100_501-557
02G058300_166-214
06G319800_166-214
07G271400_198-247
17G002600_199-248

116190000_1281-1329
126084300_1287-1335



lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
.20G085200_10-49

lcl|Glyma

lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.
lcl|Glyma.

12G180700_1293-1341

07G6056000_373-427
16G024900_371-425
03G215600_371-425
19G212100_374-428
04G236500_434-488
06G127800_441-495
196066800_376-430
01G179800_176-228
11G062400_192-244
02G059900_158-214
16G142700_157-213
12G160000_164-201
14G6077800_125-177
17G247700_120-172
02G251800_176-228
14G065000_141-193
02G253700_47-99
18G030900_10-66
05G6205800_10-66
08G012700_10-66
03G013900_10-66
07G073600_10-66
09G261800_10-66
18G230400_10-66
04G179800_24-80
05G034700_11-67
10G114300_10-49

04G046200_109-164
06G047000_109-164
17G234700_109-164
10G256600_111-167
06G185000_110-162
17G092600_110-166
11G226400_108-164
14G062700_108-164

14G6112700_1508-1555

13G253900_326-371
13G273500_171-204



