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Human_c-Cbl                            A DF                                          A A           C IC                                          C H .......... K  AENDK...........DVKI....................EP G L

consensus                              B KG                                          B B           C IC                                          C   .......... P  LEEYL...........KDPV...................ILP .GH

lcl|Glyma.09G103000_21-70              B KG                                          B B             IC                                          C   ...........Q  G...............DNIGNNA.........NGDPFIACDV AFP

lcl|Glyma.15G275000_20-69              B KG                                          B B             IC                                          C   ...........Q  G...............DNIGNNV.........NGDPFIACDV AFP

lcl|Glyma.04G067900_40-89              B KG                                          B B             IC                                          C   ...........Q  G...............DTVGLTA.........TGDVFVACNE AFP

lcl|Glyma.06G069600_30-98              B KG                                          B B           C IC                                          C   .PLKSLNGQI Q  G...............DTVGLTA.........TGDVFVACNE AFP

lcl|Glyma.13G202500_20-69              B KG                                          B B             IC                                          C   ...........Q  S...............DGVGKTV.........DGEPFVACDV AFP

lcl|Glyma.02G080900_38-87              B KG                                          B B             IC                                          C   ...........Q  G...............DELEVTV.........NGEPFVACNE AFP

lcl|Glyma.16G165900_30-96              B KG                                          B B           C IC                                          C   ...TELSGQI Q  G...............DELEVTV.........NGEPFVACNE AFP

lcl|Glyma.05G187300_39-88              B KG                                          B B             IC                                          C   ...........Q  G...............DEIEITV.........DGEPFVACNE AFP

lcl|Glyma.08G145600_39-88              B KG                                          B B             IC                                          C   ...........Q  G...............DEIEITV.........DGEPFVACNE AFP

lcl|Glyma.10G223500_41-90              B KG                                          B B             IC                                          C   ...........Q  G...............DEIEVTV.........DGEPFVACNE AFP

lcl|Glyma.02G205800_37-86              B KG                                          B B             IC                                          C   ...........E  G...............DDVGLTV.........DGDLFVACNE GFP

lcl|Glyma.17G072200_27-95              B KG                                          B B           C IC                                          C   .PLKNLDGQV E  G...............DDVGLTV.........DGDLFVACNE GFP

lcl|Glyma.04G153700_37-86              B KG                                          B B             IC                                          C   ...........E  G...............DGVGLTV.........DGDLFVACNE GFP

lcl|Glyma.06G225500_37-86              B KG                                          B B             IC                                          C   ...........E  G...............DGVGLTV.........DGDLFVACNE GFP

lcl|Glyma.04G142700_37-86              B KG                                          B B             IC                                          C   ...........E  G...............DSVGLTV.........DGDLFVACEE GFP

lcl|Glyma.06G225400_46-117             B KG                                          B B           C IC                                          C   KPVKNLDGQL E  G...............DSVGLTV.........DGDLFVACEE GFP

lcl|Glyma.06G316800_40-89              B KG                                          B B             LC                                          C   ...........Q  G...............DDIGVNE.........DGDLFVACNE AFP

lcl|Glyma.09G051100_38-87              B KG                                          B B             VC                                          C   ...........R  G...............DEIGYKE.........NGELFVACHV GFP

lcl|Glyma.15G157100_38-87              B KG                                          B B             VC                                          C   ...........R  G...............DEIGYME.........NGELFVACHV RFP

lcl|Glyma.08G088400_32-81              B KG                                          B B             VC                                          C   ...........R  S...............DEIGYGE.........DGKLFVACHV RFP

lcl|Glyma.08G302500_39-88              B KG                                          B B             IC                                          C   ...........Q  G...............DTIGLTA.........TGDVFVACHE GFP

lcl|Glyma.18G117100_39-88              B KG                                          B B             IC                                          C   ...........Q  G...............DTIGLTA.........TGDLFVACHE GFP

lcl|Glyma.04G063800_9-58               B KG                                          B B              C                                          C   ...........NS G...............EQIGLDA.........NGELFVACHE YFP

lcl|Glyma.06G065000_6-58               B KG                                          B B           C  C                                          C   ........HF NS G...............EQIGLDA.........NGEVFVACHE YFP

lcl|Glyma.05G160000_385-436            B KG                                          B B           C  C                                          C   ........PL NT G...............EQVGLNA.........NGEVFVACHE NFP

lcl|Glyma.08G117500_6-58               B KG                                          B B           C  C                                          C   ........PL NT G...............EQVGLND.........NGEVFVACHE NFP

lcl|Glyma.12G017600_131-178            B KG                                          B B              C                                          C   ............G D...............CKVMSDE.........HGEDILPC.E DFK

lcl|Glyma.02G090900_13-60              B KG                                          B B           C IC                                          C   .......... R  HDE.............DEES.............NMDTPC..S CGT

lcl|Glyma.18G292200_14-61              B KG                                          B B           C IC                                          C   .......... R  HDE.............DEES.............NMDTPC..S CGT

lcl|Glyma.18G242400_64-112             B KG                                          B B           C  C                                          C   .......... RY QEE.............DFIF.............NMESPC..N NGS

lcl|Glyma.02G103800_77-125             B KG                                          B B           C IC                                          C   .......... R  RNPG............DAEN.............PLRYPC..A SGS

lcl|Glyma.07G215200_80-128             B KG                                          B B           C IC                                          C   .......... R  RNPG............DAEN.............PLRYPC..A SGS

lcl|Glyma.13G372600_71-120             B KG                                          B B           C IC                                          C   .......... R  LDI.............GGE..............DLIAPC..H KGT

lcl|Glyma.15G001100_69-118             B KG                                          B B           C IC                                          C   .......... R  LDI.............GGE..............DLIAPC..H KGT

lcl|Glyma.11G236400_33-82              B KG                                          B B           C IC                                          C   .......... R  LET.............DGR..............DFIAPC..K KGT

lcl|Glyma.18G020800_33-82              B KG                                          B B           C IC                                          C   .......... R  LET.............DGR..............DFIAPC..K KGT

lcl|Glyma.05G182200_29-78              B KG                                          B B           C IC                                          C   .......... R  LET.............DGR..............NFIVPC..K KGT

lcl|Glyma.05G010700_54-89              B KG                                          B B             IC                                          C   ...........R  LES.............DSDPE...........DELISPC..M KGT

lcl|Glyma.17G118400_55-107             B KG                                          B B           C IC                                          C   .......... R  LES.............DSDPE...........DELISPC..M KGT

lcl|Glyma.02G310000_267-316            B KG                                          B B           C IC                                          C   .......... R  LVELG...........EGGNT.............LKMEC..S KGD

lcl|Glyma.14G002700_268-317            B KG                                          B B           C IC                                          C   .......... R  LVELG...........EGGNT.............LKMEC..S KGD

lcl|Glyma.03G180200_231-280            B KG                                          B B           C IC                                          C   .......... R  LIELG...........EGSDT.............LKMEC..S KGE

lcl|Glyma.19G180900_243-292            B KG                                          B B           C IC                                          C   .......... R  LIELG...........EGSDT.............LKMEC..S KGE

lcl|Glyma.13G005300_253-302            B KG                                          B B           C IC                                          C   .......... R  LVELV...........EGGNT.............LRMEC..S KGE

lcl|Glyma.20G064600_253-302            B KG                                          B B           C IC                                          C   .......... R  LVELA...........EGGNT.............LRMEC..S KGE

lcl|Glyma.11G147100_266-315            B KG                                          B B           C IC                                          C   .......... R  LVDLC...........EGGET.............FKLEC..S KGE

lcl|Glyma.12G068000_266-315            B KG                                          B B           C IC                                          C   .......... R  LVDLC...........EGGET.............FKLEC..S KGE

lcl|Glyma.12G173300_234-283            B KG                                          B B           C IC                                          C   .......... R  LVDLC...........EGGET.............LKMEC..S KGE

lcl|Glyma.13G326500_259-308            B KG                                          B B           C IC                                          C   .......... R  LVDLC...........EGGET.............LKMEC..S KGE

lcl|Glyma.10G051800_240-289            B KG                                          B B           C IC                                          C   .......... R  MVELG...........EGGNT.............FKLEC..G KGD

lcl|Glyma.13G139200_260-309            B KG                                          B B           C IC                                          C   .......... R  FVELG...........EGADT.............FKLEC..S KGE

lcl|Glyma.13G213600_217-265            B KG                                          B B           C IC                                          C   .......... R  F.DVC...........DERNT.............FKMEC..S KGD

lcl|Glyma.15G099100_214-262            B KG                                          B B           C IC                                          C   .......... R  F.DVC...........DERNT.............FKMEC..S KGD

lcl|Glyma.01G107700_99-151             B KG                                          B B             IC                                          C   ...........R  HLG....LESD.S.QEESGVP.............IELGC..S KDD

lcl|Glyma.U027600_104-157              B KG                                          B B             IC                                          C   ...........R  HLG....LESDDS.QEESGVP.............IELGC..S KDD

lcl|Glyma.07G142300_108-159            B KG                                          B B             IC                                          C   ...........R  HMG....LESD...SHESGAP.............IQLGC..S KDD

lcl|Glyma.02G253000_84-135             B KG                                          B B             IC                                          C   ...........R  HLS....MDMT...NHESGTP.............IELGC..S KDD

lcl|Glyma.14G063500_84-135             B KG                                          B B             IC                                          C   ...........R  HLS....MDMT...NHESGTS.............IELGC..S KDD

lcl|Glyma.13G227900_172-233            B KG                                          B B             IC                                          C   ...........R  HLTSVQSLDETTVGTASSAKS.A.........DLIQLGC..A KDE

lcl|Glyma.15G084600_183-244            B KG                                          B B             IC                                          C   ...........R  HLTSVQSSDETTVGTASSATS.A.........DLIQLGC..A KDE

lcl|Glyma.04G063700_161-222            B KG                                          B B             IC                                          C   ...........R  HLTSGQSLNATTVGTVESATS.E.........DLIQLGC..A KDE

lcl|Glyma.06G064900_158-219            B KG                                          B B             IC                                          C   ...........R  HLTSGQSSDATTVGTSDSATS.A.........DLIQLGC..A KGK

lcl|Glyma.05G159600_181-243            B KG                                          B B             IC                                          C   ...........R  HLASGQPLEAADVGTASSATTNT.........DLIQLGC..A KDE

lcl|Glyma.04G084500_138-184            B KG                                          B B           C VC                                          C   .......... P  LEEMG...........KEQN...............LVACG.T RNP

lcl|Glyma.06G086100_152-198            B KG                                          B B           C VC                                          C   .......... P  LEEMG...........KEQN...............LVACG.T RNP

lcl|Glyma.02G232900_1829-1880           B KG                                          B B           C IC                                          C H .......... P  YSVIH...........TTNHG............LPRLACK.T K K

lcl|Glyma.01G095300_99-145             B KG                                          B B           C IC                                          C H .......... A  L...............LEFEDDN.........VLRLLTL... C V

lcl|Glyma.08G270800_99-145             B KG                                          B B           C IC                                          C H .......... A  L...............LEFEDDN.........MVRLLTL... C V

lcl|Glyma.01G017200_110-156            B KG                                          B B           C IC                                          C H .......... A  L...............LEFDHDS.........MLRLLTV... Y V

lcl|Glyma.02G210700_138-184            B KG                                          B B           C VC                                          C H .......... A  L...............NEFLDDE.........TLRLIPK... C V

lcl|Glyma.14G178400_137-183            B KG                                          B B           C VC                                          C H .......... A  L...............NEFRDDE.........TLRLIPK... C V

lcl|Glyma.04G098100_128-174            B KG                                          B B           C VC                                          C H .......... A  L...............NEFEEDE.........TLRFIPN... S V

lcl|Glyma.06G099800_131-177            B KG                                          B B           C VC                                          C H .......... A  L...............NEFEEVE.........TLRFIPN... S V

lcl|Glyma.10G156500_116-162            B KG                                          B B           C VC                                          C H .......... A  L...............NEFEDTE.........TLRLIPK... D V

lcl|Glyma.20G231900_117-163            B KG                                          B B           C VC                                          C H .......... A  L...............NEFEDTE.........TLRLIPK... D V

lcl|Glyma.19G236800_118-164            B KG                                          B B           C VC                                          C H .......... A  L...............CEFEDTE.........TLRLIPK... D V

lcl|Glyma.03G239900_110-156            B KG                                          B B           C VC                                          C H .......... A  L...............CEFEDTE.........TLRLLPK... D V

lcl|Glyma.09G140700_126-172            B KG                                          B B           C VC                                          C H .......... A  L...............TDFTDKD.........ALRLLPK... N V

lcl|Glyma.16G194600_116-162            B KG                                          B B           C VC                                          C H .......... A  L...............TDFTHKD.........SLRLLPK... N V

lcl|Glyma.09G140800_108-154            B KG                                          B B           C VC                                          C H .......... A  L...............AEFDDAD.........ALRLLPK... G V

lcl|Glyma.11G242800_110-156            B KG                                          B B           C VC                                          C H .......... A  L...............VEFEDSD.........TIKMLPK... Q V

lcl|Glyma.14G037000_80-126             B KG                                          B B           C VC                                          C H .......... A  L...............GEFEDCD.........VVKMLPK... E I

lcl|Glyma.06G118400_62-106             B KG                                          B B           C VC                                          C H .......... A  L...............SEFEECD.........MVKIQPK... E I

lcl|Glyma.01G017300_141-187            B KG                                          B B           C VC                                          C H .......... S  L...............SEFQDDE.........SVRLLPK... S A

lcl|Glyma.09G205600_131-177            B KG                                          B B           C VC                                          C H .......... S  L...............SEFRDDE.........SVRLLPK... S A

lcl|Glyma.01G095600_140-186            B KG                                          B B           C VC                                          C H .......... S  L...............SEFQDDE.........SVRLLPK... S V

lcl|Glyma.08G271100_141-187            B KG                                          B B           C VC                                          C H .......... S  L...............SEFEDDE.........SVRLLPK... S V

lcl|Glyma.04G128100_143-189            B KG                                          B B           C VC                                          C H .......... S  L...............SEFEENE.........DLRLLPK... N A

lcl|Glyma.06G310600_135-181            B KG                                          B B           C VC                                          C H .......... S  L...............IEFQENE.........NLRLLPK... N A

lcl|Glyma.02G210400_152-198            B KG                                          B B           C VC                                          C H .......... S  L...............NEFQEEE.........TLRLLPK... N A

lcl|Glyma.14G177900_153-199            B KG                                          B B           C VC                                          C H .......... S  L...............NEFQEEE.........TLRLLPK... N A

lcl|Glyma.08G070100_155-204            B KG                                          B B           C VC                                          C H .......GTE S  L...............SEFQEDE.........SLRLLPK... N A

lcl|Glyma.13G042300_156-201            B KG                                          B B             VC                                          C H ...........S  L...............SEFQEDE.........SLRLLPK... N A

lcl|Glyma.08G177000_180-226            B KG                                          B B           C VC                                          C H .......... A  L...............SEFQEDE.........NLRLLPK... Q A

lcl|Glyma.15G056000_166-212            B KG                                          B B           C VC                                          C H .......... A  L...............SEFQEDE.........NLRLLPK... H A

lcl|Glyma.05G175400_149-200            B KG                                          B B           C VC                                          C H .......GTE S  L...............GEFEHDE.........SLRLLPK... S A

lcl|Glyma.18G014500_194-240            B KG                                          B B           C VC                                          C H .......... L  L...............GEFQQEE.........SLRVLPK... N A

lcl|Glyma.18G014600_153-202            B KG                                          B B           C VC                                          C H .......ETE L  L...............GEFHQEE.........SLRVLPK... N A

lcl|Glyma.11G242500_156-205            B KG                                          B B           C VC                                          C H .......ESE L  L...............GEFQQEE.........SLRVLPK... N A

lcl|Glyma.11G122400_135-179            B KG                                          B B           C VC                                          C H .........D A  L...............LEFEDDD.........YVRTLPI... S T

lcl|Glyma.12G047300_133-176            B KG                                          B B             VC                                          C H ...........A  L...............LEFEDED.........YVRTLPV... S T
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lcl|Glyma.01G032200_147-191            B KG                                          B B           C VC                                          C H .........D A  L...............CEFLEQD.........KLRLLPM... N A

lcl|Glyma.02G033200_149-193            B KG                                          B B           C VC                                          C H .........D A  L...............CEFLEQD.........KLRLLPM... N A

lcl|Glyma.13G071600_172-216            B KG                                          B B           C VC                                          C H .........D A  L...............CEFSEKD.........KLRLLPM... S A

lcl|Glyma.19G011200_168-212            B KG                                          B B           C VC                                          C H .........D A  L...............CEFSEKD.........KLRLLPM... S A

lcl|Glyma.08G289200_148-194            B KG                                          B B           C VC                                          C H .......... A  L...............CQFSEQD.........MLRLLPL... N A

lcl|Glyma.18G135300_149-195            B KG                                          B B           C VC                                          C H .......... A  L...............CQFSEQD.........MLRLLPL... N A

lcl|Glyma.05G035800_139-185            B KG                                          B B           C VC                                          C H .......... A  L...............CEFSKED.........KLRLLPM... T A

lcl|Glyma.17G091600_134-180            B KG                                          B B           C VC                                          C H .......... A  L...............CEFSEDD.........KLRLLPM... T A

lcl|Glyma.13G092000_129-175            B KG                                          B B           C VC                                          C H .......... A  L...............CEFEPED.........KLRLLPK... S A

lcl|Glyma.17G068300_125-171            B KG                                          B B           C VC                                          C H .......... A  L...............CEFEPED.........KLRLLPK... S A

lcl|Glyma.03G103800_137-183            B KG                                          B B           C VC                                          C H .......... A  L...............SKFHHHD.........LLRLLPL... C A

lcl|Glyma.07G120300_138-184            B KG                                          B B           C VC                                          C H .......... A  L...............SKFHHHD.........LLRLLPL... C A

lcl|Glyma.15G183300_121-167            B KG                                          B B           C VC                                          C H .......... A  L...............SKFEQND.........LLRLLPL... C A

lcl|Glyma.01G146500_110-156            B KG                                          B B           C VC                                          C H .......GLE A  L...............SKFEDVE.........ILRLLPK... K A

lcl|Glyma.09G194100_115-161            B KG                                          B B           C VC                                          C H .......GLE A  L...............SKFEDVE.........ILRLVPK... K A

lcl|Glyma.04G083400_113-140            B KG                                          B B           C VC                                              .......... T  L...............SKFEDTE.........TLRLLP........

lcl|Glyma.06G084800_126-176            B KG                                          B B           C VC                                          C H .......GLE T  L...............SKFEDTE.........TLRLLPK... K A

lcl|Glyma.14G146700_132-182            B KG                                          B B           C VC                                          C H .......GLE T  L...............SQFEDTE.........ILRLLPK... K T

lcl|Glyma.02G106400_97-139             B KG                                          B B           C VC                                          C H .......... A  L...............NKFKVAK.........VLRLLSK... K A

lcl|Glyma.04G091400_117-163            B KG                                          B B           C VC                                          C H .......... A  L...............NKFEAAE.........VLRLLPK... K A

lcl|Glyma.03G215500_93-139             B KG                                          B B           C VC                                          C H .......... A  L...............SEFADGD.........EGRVLPN... K A

lcl|Glyma.19G212000_90-136             B KG                                          B B           C VC                                          C H .......... A  L...............SEFSDGD.........EGRVLPN... K S

lcl|Glyma.02G016800_86-132             B KG                                          B B           C VC                                          C H .......... A  L...............SEFADGE.........EGRFLPN... N A

lcl|Glyma.07G046400_108-154            B KG                                          B B           C VC                                          C H .......... A  L...............SEIVQGE.........KLRLLPK... N G

lcl|Glyma.16G014600_107-153            B KG                                          B B           C VC                                          C H .......... A  L...............SEIVEGE.........KLRLLPK... N G

lcl|Glyma.03G263000_99-148             B KG                                          B B           C VC                                          C H .......GLE A  L...............SEVVEGE.........KARLLPK... N G

lcl|Glyma.07G245400_93-139             B KG                                          B B           C VC                                          C H .......... A  L...............SEFENGE.........TGRVLPK... N S

lcl|Glyma.17G028400_95-141             B KG                                          B B           C VC                                          C H .......... A  L...............SEFENGE.........TGRVLPK... N S

lcl|Glyma.09G042400_118-164            B KG                                          B B           C VC                                          C H .......... A  L...............SEFEPGE.........TGRVLPK... N S

lcl|Glyma.13G332800_88-134             B KG                                          B B           C IC                                          C H .......... A  L...............GEFEEGE.........WLKLLPN... T G

lcl|Glyma.06G284600_119-165            B KG                                          B B           C VC                                          C H .......... A  L...............SALEGEE.........KAKLLPN... N F

lcl|Glyma.12G121400_124-171            B KG                                          B B           C VC                                          C H .......... A  L...............SALEGEE.........KAKLLPN... N F

lcl|Glyma.12G208600_102-147            B KG                                          B B           C VC                                          C H .......... A  L...............SVLEDGE.........HVRLLPN... K S

lcl|Glyma.13G292600_94-142             B KG                                          B B           C VC                                          C H .......SVE T  L...............SVLEDGE.........QVRLLPN... K S

lcl|Glyma.09G214600_99-144             B KG                                          B B           C VC                                          C H .......... A  L...............GDFEDGE.........ELRTMPE... M S

lcl|Glyma.16G075300_86-130             B KG                                          B B           C VC                                          C H .........T A  L...............EEFEEGE.........ELRRLPE... M F

lcl|Glyma.13G108500_112-158            B KG                                          B B           C VC                                          C H .......... P  L...............SGFEEGE.........EVRKLPR... K W

lcl|Glyma.17G050900_108-154            B KG                                          B B           C VC                                          C H .......... P  L...............SGFEEGE.........EVRKLPR... K W

lcl|Glyma.18G176200_157-203            B KG                                          B B           C VC                                          C H .......... P  L...............SVFANGE.........EVRQLSA... K S

lcl|Glyma.02G228800_114-163            B KG                                          B B           C IC                                          C H .......ESE V  L...............SVIEEGE.........IGRGLPK... C A

lcl|Glyma.01G157400_104-150            B KG                                          B B           C IC                                          C H .......... A  L...............ADFAAGD.........EIRVLPQ... G G

lcl|Glyma.11G087600_104-150            B KG                                          B B           C IC                                          C H .......... A  L...............AEFAAGD.........EIRVLPQ... G G

lcl|Glyma.04G015200_96-142             B KG                                          B B           C IC                                          C H .......... A  L...............TEFAAGD.........EIRVLPQ... G G

lcl|Glyma.06G015200_96-142             B KG                                          B B           C IC                                          C H .......... A  L...............TEFAAGD.........EIRVLPQ... G G

lcl|Glyma.09G196700_100-146            B KG                                          B B           C IC                                          C H .......... A  L...............TEFGAGD.........EVRVLPQ... G G

lcl|Glyma.16G112200_99-145             B KG                                          B B           C IC                                          C H .......... A  L...............TEFGAGD.........EIRVLPQ... G G

lcl|Glyma.04G215600_139-185            B KG                                          B B           C IC                                          C H .......... V  L...............SEFTSGD.........KVRILPK... N R

lcl|Glyma.06G150400_141-187            B KG                                          B B           C IC                                          C H .......... V  L...............SEFTSGE.........KVRILPK... N G

lcl|Glyma.05G188900_144-190            B KG                                          B B           C IC                                          C H .......... V  L...............SEFANGD.........KVRILPK... N G

lcl|Glyma.08G146600_143-189            B KG                                          B B           C IC                                          C H .......... V  L...............SEFANGD.........KVRILPK... N G

lcl|Glyma.09G275300_113-159            B KG                                          B B           C IC                                          C H .......... P  L...............GEFEKGD.........KVRMLPK... N G

lcl|Glyma.18G214200_108-154            B KG                                          B B           C IC                                          C H .......... P  L...............GEFEKGD.........RVRMLPK... N G

lcl|Glyma.07G173600_79-113             B KG                                          B B           C IC                                          C H .......... P  L...............DE........................ N G

lcl|Glyma.06G143100_111-157            B KG                                          B B           C IC                                          C H .......... P  L...............GEFVDGE.........KVRVLPK... N G

lcl|Glyma.08G088100_109-152            B KG                                          B B             IC                                          C H ...........V  L...............AEFSDGD.........PIRFLPK... N Y

lcl|Glyma.15G157400_108-152            B KG                                          B B           C IC                                          C H .........I A  L...............TEFSDGD.........RIRFLPN... N R

lcl|Glyma.04G182100_194-239            B KG                                          B B           C IC                                          C H .......... L  L...............EEFHVGN.........QVRGLP.... A N

lcl|Glyma.06G183300_233-278            B KG                                          B B           C IC                                          C H .......... L  L...............EEFHVGN.........QVRGLP.... A N

lcl|Glyma.05G037000_234-279            B KG                                          B B           C IC                                          C H .......... P  L...............EEFYVGN.........EVRGLP.... A N

lcl|Glyma.17G090200_234-279            B KG                                          B B           C IC                                          C H .......... P  L...............EEFYVGN.........EVRGLP.... A N

lcl|Glyma.11G191800_129-174            B KG                                          B B           C IC                                          C H .......... A  L...............EELREGD.........AVKVIPY... K V

lcl|Glyma.01G151700_511-557            B KG                                          B B           C IC                                          C H .......... Y  L...............VEYEDGD.........SMRVLP.... H E

lcl|Glyma.09G216900_511-557            B KG                                          B B           C IC                                          C H .......... Y  L...............VEYEDGD.........SMRVLP.... H E

lcl|Glyma.16G076000_519-565            B KG                                          B B           C IC                                          C H .......... Y  L...............VEYEDGD.........NMRVLP.... H E

lcl|Glyma.16G107700_522-568            B KG                                          B B           C IC                                          C H .......... Y  L...............VEYEDGD.........NMRVLP.... H E

lcl|Glyma.13G165500_478-524            B KG                                          B B           C IC                                          C H .......... Y  L...............ADYEEGD.........QIRVLP.... F E

lcl|Glyma.17G105500_479-525            B KG                                          B B           C IC                                          C H .......... Y  L...............ADYEEGD.........QIRVLP.... F E

lcl|Glyma.01G217300_329-374            B KG                                          B B           C IC                                          C H .......... C  L...............SSYDDGV.........ELRELP.... G H

lcl|Glyma.11G026000_332-377            B KG                                          B B           C IC                                          C H .......... C  L...............SSYDDGV.........ELRELP.... G H

lcl|Glyma.05G048800_325-370            B KG                                          B B           C IC                                          C H .......... C  L...............SAYDDGV.........ELRQLP.... G H

lcl|Glyma.17G130700_323-368            B KG                                          B B           C IC                                          C H .......... C  L...............SAYDDGV.........ELRKLP.... S H

lcl|Glyma.09G265600_314-359            B KG                                          B B           C IC                                          C H .......... C  L...............SAYDDGA.........ELRELP.... N H

lcl|Glyma.18G225500_320-365            B KG                                          B B           C IC                                          C H .......... C  L...............SAYDNDA.........ELRELP.... N H

lcl|Glyma.02G085200_305-350            B KG                                          B B           C IC                                          C H .......... C  L...............CSYEDGA.........ELHALP.... N H

lcl|Glyma.07G170200_304-349            B KG                                          B B           C IC                                          C H .......... C  L...............CSYEDGA.........ELHALP.... N H

lcl|Glyma.05G238900_292-337            B KG                                          B B           C IC                                          C H .......... C  I...............SSYEDGA.........ELHVLP.... N H

lcl|Glyma.08G046000_293-338            B KG                                          B B           C IC                                          C H .......... C  I...............SSYEDGA.........ELHVLP.... N H

lcl|Glyma.03G120200_273-318            B KG                                          B B           C IC                                          C H .......... C  L...............CPYVEGA.........ELYRLP.... T H

lcl|Glyma.19G124800_275-320            B KG                                          B B           C IC                                          C H .......... C  L...............CPYVEGE.........ELYRLP.... T H

lcl|Glyma.02G302400_289-335            B KG                                          B B           C IC                                          C H .......DPE C  L...............AKYKDEE.........EVRQLP.... S M

lcl|Glyma.14G011800_289-335            B KG                                          B B           C IC                                          C H .......DPE C  L...............AKYKDKE.........EVRQLP.... S M

lcl|Glyma.08G332300_279-325            B KG                                          B B           C IC                                          C H .......DPE C  L...............AKYKDKE.........EVRQLP.... S L

lcl|Glyma.18G074600_278-324            B KG                                          B B           C IC                                          C H .......DPE C  L...............AKYKDKE.........EVRQLP.... S L

lcl|Glyma.13G361000_365-409            B KG                                          B B             IC                                          C H ...........C  L...............AKYADDD.........ELRELP.... S V

lcl|Glyma.15G012900_392-436            B KG                                          B B             IC                                          C H ...........C  L...............AKYADDD.........ELRELP.... S F

lcl|Glyma.14G129100_343-387            B KG                                          B B             IC                                          C H ...........C  L...............AKYENND.........ELRELP.... S L

lcl|Glyma.17G203800_375-419            B KG                                          B B             IC                                          C H ...........C  L...............AKYENND.........ELRELP.... S L

lcl|Glyma.01G162900_187-232            B KG                                          B B             VC                                          C H ...........S  L...............QDFMLGE.........TVRSLPH... H M

lcl|Glyma.11G080500_187-232            B KG                                          B B             VC                                          C H ...........S  L...............QDFMLGE.........TVRSLPH... H M

lcl|Glyma.02G044300_186-231            B KG                                          B B             VC                                          C H ...........S  L...............QDFQLGE.........TGRSLPH... H I

lcl|Glyma.04G143800_84-127             B KG                                          B B           C IC                                          C H .......... S  F...............QDFEDEE.........FVRTLPK... G F

lcl|Glyma.08G316400_182-225            B KG                                          B B           C IC                                          C H .......... S  F...............QDFEYEE.........FVRTLPK... G F

lcl|Glyma.18G096600_201-244            B KG                                          B B           C IC                                          C H .......... S  F...............QDFEDEE.........FVRTLPK... G F

lcl|Glyma.02G291200_187-233            B KG                                          B B           C IC                                          C H .......... S  F...............QDFEDGE.........LVRILPK... D L

lcl|Glyma.05G025200_170-216            B KG                                          B B           C IC                                          C H .......... A  L...............QDIEVGE.........IARSLPR... H T

lcl|Glyma.17G101800_167-213            B KG                                          B B           C IC                                          C H .......... A  L...............QDIEVGE.........IARSLPR... H T

lcl|Glyma.10G124600_688-735            B KG                                          B B           C IC                                          C H .........A A  L...............ETPVQGE.........IIRHLP.... L K

lcl|Glyma.20G076700_718-765            B KG                                          B B           C IC                                          C H .........A A  L...............EIPVQGE.........TIRHLP.... L K

lcl|Glyma.10G217500_232-277            B KG                                          B B           C IC                                          C H .......... A  L...............EDYCVGE.........KLRILP.... C K

lcl|Glyma.20G174500_247-292            B KG                                          B B           C IC                                          C H .......... A  L...............EDYCVGE.........KLRILP.... C K

lcl|Glyma.11G137400_208-259            B KG                                          B B           C IC                                          C H .......ELT T  L...............DQVKRGE.........LVRSLP.... L Q

lcl|Glyma.12G060800_236-287            B KG                                          B B           C IC                                          C H .......ELT T  L...............DQVKRGE.........LVRSLP.... L Q

lcl|Glyma.11G220200_212-254            B KG                                          B B           C VC                                          C H .......... S  L...............EQVDVGD.........VLRSLP.... L Q



lcl|Glyma.18G037200_212-254            B KG                                          B B           C VC                                          C H .......... S  L...............EQVNVGD.........VLRSLP.... L Q

lcl|Glyma.02G194400_103-147            B KG                                          B B             IC                                          C H ...........S  L...............GDYKGSD.........LLRVLPD... D V

lcl|Glyma.10G083100_103-147            B KG                                          B B             IC                                          C H ...........S  L...............GDYKGSD.........FLRVLPD... D V

lcl|Glyma.03G203400_104-149            B KG                                          B B           C IC                                          C H .......... S  L...............ADYKGTD.........MLRMLPD... G Q

lcl|Glyma.10G121100_107-150            B KG                                          B B           C IC                                          C H .......... S  L...............ADYKDTD.........CVKLLSN... G L

lcl|Glyma.10G121500_113-160            B KG                                          B B           C IC                                          C H ........LC S  L...............ADYKNTE.........WLKLLPD... G M

lcl|Glyma.03G017500_84-127             B KG                                          B B           C IC                                          C H .......... V  L...............AEYKEKE.........LLRIIPK... G T

lcl|Glyma.07G078800_84-127             B KG                                          B B           C IC                                          C H .......... V  L...............AEYKEKE.........LLRIIPK... G T

lcl|Glyma.09G264300_89-135             B KG                                          B B           C IC                                          C H .......... V  L...............ADYKERE.........VLRIMPK... G T

lcl|Glyma.18G227700_89-135             B KG                                          B B           C IC                                          C H .......... V  L...............ADYRERE.........VLRIMPK... G T

lcl|Glyma.10G202500_86-132             B KG                                          B B           C VC                                          C H .......... T  L...............SEYQGED.........MLRILPY... G S

lcl|Glyma.20G187900_86-132             B KG                                          B B           C VC                                          C H .......... T  L...............SEYQGED.........MLRILPY... G S

lcl|Glyma.09G001600_110-156            B KG                                          B B           C VC                                          C H .......... S  L...............LDYQAED.........RLQQIPA... G T

lcl|Glyma.05G217000_334-378            B KG                                          B B           C IC                                          C H .........T A  L...............SEYQPKE.........TLRSIPE... N Y

lcl|Glyma.08G022900_332-375            B KG                                          B B           C IC                                          C H .......... A  L...............CEYEAKE.........TLRSIPQ... N Y

lcl|Glyma.07G056200_314-357            B KG                                          B B           C IC                                          C H .......... W  L...............SEYNSKE.........TIRLIPE... K C

lcl|Glyma.16G025100_320-363            B KG                                          B B           C IC                                          C H .......... W  L...............SEYNSKE.........TIRLIPE... K C

lcl|Glyma.19G255700_319-362            B KG                                          B B           C IC                                          C H .......... T  L...............SEYKTKD.........TIRCIPE... A C

lcl|Glyma.06G127300_326-371            B KG                                          B B           C IC                                          C H .......... S  L...............SEYIPKE.........TVKTIPE... G C

lcl|Glyma.07G062800_119-162            B KG                                          B B           C IC                                          C H .......... S  L...............CEYKDSE.........MLRMMPE... R Y

lcl|Glyma.16G030900_115-158            B KG                                          B B           C IC                                          C H .......... S  L...............CEYKDSE.........MLRMMPE... R Y

lcl|Glyma.09G253500_112-155            B KG                                          B B           C IC                                          C H .......... S  L...............CEYKDSE.........MLRMMPE... R Y

lcl|Glyma.18G239400_89-132             B KG                                          B B           C IC                                          C H .......... S  L...............CEYKDSE.........MLRMMPE... R Y

lcl|Glyma.09G253400_107-153            B KG                                          B B           C IC                                          C H .......... S  I...............EDYEDSE.........MLRMMPQ... R Y

lcl|Glyma.02G264800_105-151            B KG                                          B B           C IC                                          C H .......... C  L...............GVFADGE.........KLKVLPG... D S

lcl|Glyma.14G058000_100-146            B KG                                          B B           C IC                                          C H .......... C  L...............GAFADGE.........KLKVLPG... D S

lcl|Glyma.11G231400_107-153            B KG                                          B B           C IC                                          C H .......... C  L...............GEFRDGE.........KVKVLPA... D Y

lcl|Glyma.18G025700_107-153            B KG                                          B B           C IC                                          C H .......... C  L...............GEFRDGE.........KVKVLPA... D Y

lcl|Glyma.11G169500_92-138             B KG                                          B B           C IC                                          C H .......... C  L...............SLFRGNE.........KLKVLIE... E V

lcl|Glyma.18G060400_108-154            B KG                                          B B           C IC                                          C H .......... C  L...............SLFQSNE.........KLKVLIE... E V

lcl|Glyma.01G093800_57-96              B KG                                          B B           C VC                                          C H .......... A  L...............SKFGERD.........EVIRVMR... E V

lcl|Glyma.04G153400_57-104             B KG                                          B B           C VC                                          C H .......... A  L...............SKFGEGD.........EVIRVMR... E V

lcl|Glyma.04G153500_74-120             B KG                                          B B           C VC                                          C H .........D A  L...............CKMGETE.........ERIITLR... G V

lcl|Glyma.13G115900_83-134             B KG                                          B B           C VC                                          C H .......... A  L...............SQLSVED.........EVRELMN... Y V

lcl|Glyma.17G043900_85-135             B KG                                          B B           C VC                                          C H .......... A  L...............SQLSVED.........EVRELMN... Y V

lcl|Glyma.01G221300_81-127             B KG                                          B B             VC                                          C H ...........A  L...............YEFEGED.........EIRRLTN... R I

lcl|Glyma.11G022400_87-133             B KG                                          B B             VC                                          C H ...........A  L...............YEFEGED.........EIRRLTN... R I

lcl|Glyma.05G210000_86-133             B KG                                          B B           C VC                                          C H .......... A  L...............SEFEEND.........EIRRLAN... R I

lcl|Glyma.08G016700_85-132             B KG                                          B B           C VC                                          C H .......... A  L...............SEFEEND.........EIRQLAN... R I

lcl|Glyma.17G159400_72-117             B KG                                          B B           C VC                                            H .........S A  L...............YEFEGED.........EIRWLTN...YR I

lcl|Glyma.02G223600_99-145             B KG                                          B B           C VC                                          C H .......... S  L...............TQFEPES.........EINRLS.... G L

lcl|Glyma.14G190300_98-144             B KG                                          B B           C VC                                          C H .......... S  L...............TQFEPES.........EINRLS.... G L

lcl|Glyma.13G009100_96-142             B KG                                          B B           C VC                                          C H .......... C  L...............TKFEPES.........EINCLS.... G I

lcl|Glyma.05G182000_68-114             B KG                                          B B           C VC                                          C H .......... R  L...............SEFQEGE.........KVRNL.N... R T

lcl|Glyma.08G139700_68-114             B KG                                          B B           C VC                                          C H .......... R  L...............SEFQEGE.........KVRNL.N... R T

lcl|Glyma.11G236600_73-119             B KG                                          B B           C VC                                          C H .......... R  L...............SEFEEGE.........KVRKL.K... Q T

lcl|Glyma.18G020400_70-116             B KG                                          B B           C VC                                          C H .......... R  L...............SEFEQGE.........KLRKL.K... Q T

lcl|Glyma.05G218700_107-152            B KG                                          B B             VC                                          C H ...........C  L...............GEFELKE.........ELLQIPY... K V

lcl|Glyma.08G024800_108-153            B KG                                          B B             VC                                          C H ...........C  L...............GEFELNE.........ELLQIPY... N V

lcl|Glyma.13G002800_104-153            B KG                                          B B           C VC                                          C H .......DSL C  L...............GEFELKE.........ELVQIPY... K V

lcl|Glyma.20G066300_104-153            B KG                                          B B           C VC                                          C H .......DSL C  L...............GEFELKE.........EVLQIPY... K V

lcl|Glyma.10G007200_117-163            B KG                                          B B           C VC                                          C H .......... S  L...............SEFEQDE.........KLRVIPN... S V

lcl|Glyma.20G088900_139-185            B KG                                          B B           C VC                                          C H .......... S  L...............SEFQQDE.........KLRVIPN... S V

lcl|Glyma.10G187100_136-182            B KG                                          B B           C VC                                          C H .......... A  L...............NEFQEDE.........KLRVIPN... S V

lcl|Glyma.20G203400_135-181            B KG                                          B B           C VC                                          C H .......... A  L...............NEFQEDE.........KLRIIPN... C V

lcl|Glyma.19G163600_128-173            B KG                                          B B             VC                                          C H ...........V  L...............TEFQEHD.........MLKALPI... K A

lcl|Glyma.11G243400_93-139             B KG                                          B B           C VC                                          C H .......... C  L...............CRFEDNQ.........EVSELP.... K Y

lcl|Glyma.18G013800_88-132             B KG                                          B B           C VC                                          C H .......... C  L...............CRFEANQ.........EVSELP.... K Y

lcl|Glyma.13G232800_104-150            B KG                                          B B           C VC                                          C H .......... S  L...............GTIVEDT.........ISRVLPN... K I

lcl|Glyma.13G232800_105-147            B KG                                          B B             VC                                          C H ...........S  L...............GTIVEDT.........ISRVLPN... K I

lcl|Glyma.15G079900_101-151            B KG                                          B B           C VC                                          C H .......VVE S  L...............GTIVEDA.........ITRVLPN... K I

lcl|Glyma.04G021200_74-120             B KG                                          B B           C VC                                          C H .......... A  L...............DEIESEQ.........PARLVPG... N G

lcl|Glyma.06G021400_73-119             B KG                                          B B           C VC                                          C H .......... A  L...............DEIESEQ.........PARVVPG... N G

lcl|Glyma.14G221800_70-116             B KG                                          B B           C VC                                          C H .......... A  L...............DEIGTEQ.........PVRVVPG... N A

lcl|Glyma.17G260700_70-116             B KG                                          B B           C VC                                          C H .......... A  L...............DHIGTEQ.........PARLVPG... N A

lcl|Glyma.04G181300_83-127             B KG                                          B B           C VC                                          C H .......... A  L...............ENFKVGD.........VCRLLPN... S S

lcl|Glyma.06G183600_83-127             B KG                                          B B           C VC                                          C H .......... A  L...............ENFKIGD.........VCRLLPN... G S

lcl|Glyma.13G170300_69-114             B KG                                          B B           C VC                                          C H .......... A  L...............ENLITGD.........KCRLLPM... K S

lcl|Glyma.19G010400_71-116             B KG                                          B B           C VC                                          C H .......... A  L...............ENLITGD.........KCRFLPV... K S

lcl|Glyma.13G092100_125-170            B KG                                          B B             VC                                          C H ...........V  L...............DAFRNAQ.........WCRKLAA... G V

lcl|Glyma.17G068200_100-145            B KG                                          B B             VC                                          C H ...........V  L...............DAFHNAQ.........WCRKLAA... G V

lcl|Glyma.10G244900_121-165            B KG                                          B B             VC                                          C H ...........A  L...............EDLGLEQ.........QVMNLS.... S K

lcl|Glyma.20G149700_120-164            B KG                                          B B             VC                                          C H ...........A  L...............EDLGQEQ.........QVMNLS.... S K

lcl|Glyma.01G048700_113-166            B KG                                          B B           C VC                                          C H .......DLE V  L...............EEFGVGG.........VAKEMP.... K R

lcl|Glyma.02G108300_190-234            B KG                                          B B           C VC                                          C H .......... V  L...............EEFGVGG.........VAKEMP.... K R

lcl|Glyma.02G071200_226-269            B KG                                          B B           C VC                                          C H .........Q P  L...............EDVEVGS.........EAKEMP.... M K

lcl|Glyma.16G152400_225-267            B KG                                          B B           C VC                                          C H .......... T  L...............EDVEVGS.........EAKEMP.... K K

lcl|Glyma.18G000200_236-278            B KG                                          B B           C VC                                          C H .......... S  L...............DDFEVGS.........EAKEMP.... K R

lcl|Glyma.02G161600_186-230            B KG                                          B B             VC                                          C H ...........P  K...............DKFEVGS.........EARQMP.... N L

lcl|Glyma.10G101400_186-230            B KG                                          B B             VC                                          C H ...........P  K...............DKFELGS.........KARQMP.... N L

lcl|Glyma.02G276700_252-296            B KG                                          B B             VC                                          C H ...........P  K...............EKFELGT.........EAREMP.... N I

lcl|Glyma.14G039000_202-246            B KG                                          B B             VC                                          C H ...........P  K...............EKFELGT.........EAREMP.... N I

lcl|Glyma.13G072800_206-250            B KG                                          B B             VC                                          C H ...........P  K...............ERFELGS.........EARKMP.... N V

lcl|Glyma.13G072900_126-169            B KG                                          B B           C VC                                          C H .........K S  I...............ERFEVGS.........EARKMP.... D I

lcl|Glyma.04G251600_220-265            B KG                                          B B           C VC                                          C H .......... P  Q...............EEFEVGG.........EARELQ.... K I

lcl|Glyma.08G185400_202-246            B KG                                          B B             IC                                          C H ...........P  K...............DEFLLDM.........EARELP.... K F

lcl|Glyma.15G047300_199-243            B KG                                          B B             IC                                          C H ...........P  K...............DEFELDM.........EARELP.... K F

lcl|Glyma.09G165200_203-248            B KG                                          B B           C VC                                          C H .......... A  K...............DTFELGE.........TAKQIP.... K I

lcl|Glyma.16G213500_202-247            B KG                                          B B           C VC                                          C H .......... A  K...............DTFELGE.........TAKQIP.... K I

lcl|Glyma.10G285300_179-224            B KG                                          B B           C VC                                          C H .......... A  Q...............DEFEKGS.........KVTQMP.... K A

lcl|Glyma.20G103700_178-223            B KG                                          B B           C VC                                          C H .......... A  Q...............DEFEKGS.........LVTQMP.... K A

lcl|Glyma.02G249100_188-232            B KG                                          B B             VC                                          C H ...........A  K...............EPFELST.........MAKEMP.... K I

lcl|Glyma.14G067300_187-231            B KG                                          B B             VC                                          C H ...........A  K...............EPFELCT.........MAKEMP.... K I

lcl|Glyma.11G220400_185-229            B KG                                          B B             VC                                          C H ...........A  K...............EAFETST.........AVREMP.... K I

lcl|Glyma.18G037000_174-209            B KG                                          B B                                                         C H ................................IDDTH.........LAMEMP.... K I

lcl|Glyma.07G134600_158-202            B KG                                          B B             VC                                          C H ...........A  M...............ENFEINC.........DAREMP.... G V

lcl|Glyma.18G184200_159-203            B KG                                          B B             VC                                          C H ...........A  M...............ENFEINC.........DAREMP.... G V

lcl|Glyma.11G137300_184-228            B KG                                          B B             VC                                          C H ...........A  K...............EAFELHA.........EARELP.... K I

lcl|Glyma.12G060700_182-226            B KG                                          B B             VC                                          C H ...........A  K...............EVFELHA.........EARELP.... K I

lcl|Glyma.13G338400_153-197            B KG                                          B B             VC                                          C H ...........A  K...............EAFELGA.........LAREMP.... K L

lcl|Glyma.15G036100_152-197            B KG                                          B B           C VC                                          C H .......... A  K...............EAFELGE.........LAREMP.... K L

lcl|Glyma.10G286700_262-306            B KG                                          B B             IC                                          C H ...........A  K...............DLLGVGD.........LAKRLP.... G G

lcl|Glyma.20G102400_259-303            B KG                                          B B             IC                                          C H ...........A  K...............DLLGVGD.........AAKRLP.... G R



lcl|Glyma.05G017500_280-324            B KG                                          B B             VC                                          C H ...........A  K...............DEFGVGE.........GVKVLP.... S R

lcl|Glyma.09G271200_369-413            B KG                                          B B             IC                                          C H ...........A  K...............DVLAPRT.........EVNQLP.... S L

lcl|Glyma.18G218200_373-417            B KG                                          B B             IC                                          C H ...........A  K...............DVLTPGT.........EVNQLP.... S L

lcl|Glyma.08G158300_95-136             B KG                                          B B             VC                                          C H ...........A  K...............DQITPHA.........EAKQLP.... K L

lcl|Glyma.15G268100_109-150            B KG                                          B B             VC                                          C H ...........A  K...............DQITLNA.........QAKQLP.... Q L

lcl|Glyma.08G034000_52-100             B KG                                          B B             VC                                          C H ...........S  M...............EGFITQRNTDG.....ENKRVP.... G V

lcl|Glyma.06G272400_167-215            B KG                                          B B           C IC                                          C H .......RKS A  L...............EDFDPSE.........EVMLTP.... N M

lcl|Glyma.12G131800_171-215            B KG                                          B B             IC                                          C H ...........A  L...............EDFEPSE.........EVMLTP.... N M

lcl|Glyma.06G274300_168-216            B KG                                          B B           C IC                                          C H .......SKS A  L...............EDFDPSE.........EVMLTP.... N M

lcl|Glyma.17G213300_14-59              B KG                                          B B           C IC                                          C H .......... A  L...............EDFEPSE.........EVMLTP.... N T

lcl|Glyma.18G103300_98-136             B KG                                          B B             IC                                          C H ...........A  L...............EDFEPSE.........EVMLTP.... N M

lcl|Glyma.12G223700_140-184            B KG                                          B B           C IC                                          C H .........E A  L...............EEFEVGQ.........LCQVFPE... K I

lcl|Glyma.13G277600_139-186            B KG                                          B B           C IC                                          C H .........E A  M...............EEFKVSQ.........LCQVFPE... K I

lcl|Glyma.12G151700_161-205            B KG                                          B B           C IC                                          C H .......... A  L...............EDFKKGE.........ECLVFSV... G T

lcl|Glyma.13G211100_115-163            B KG                                          B B           C IC                                          C H .......... P  M...............EDFKNGE.........LIQPFGV... V E

lcl|Glyma.17G211800_21-68              B KG                                          B B           C IC                                          C H .......... P  I...............EEFKNGE.........LIQPFGV... V E

lcl|Glyma.10G047200_194-237            B KG                                          B B           C IC                                          C H .........E V  K...............EEMGIGR.........DVCELP.... Q L

lcl|Glyma.13G135100_190-233            B KG                                          B B           C IC                                          C H .........E V  K...............EEMGIGR.........DVCELP.... Q L

lcl|Glyma.08G148600_91-141             B KG                                          B B           C IC                                          C H .......DLM S  L...............EEFLIGT.........ITIRLPHP.. Y I

lcl|Glyma.12G223800_101-147            B KG                                          B B           C IC                                          C H .......... V  L...............ESFITGE.........SCQILP.P.. N L

lcl|Glyma.09G096300_141-186            B KG                                          B B           C VC                                          C H .......... A  L...............ESFRVGE.........TLIHLP.... A R

lcl|Glyma.15G201800_154-199            B KG                                          B B           C VC                                          C H .......... A  L...............ESFRVGE.........TLIHLP.... A R

lcl|Glyma.10G259300_189-234            B KG                                          B B           C IC                                          C H .......... S  L...............ESFTDGD.........ELIRLP.... G K

lcl|Glyma.20G131600_187-232            B KG                                          B B           C IC                                          C H .......... S  L...............ESFTDGD.........ELIRLP.... G K

lcl|Glyma.17G172100_265-310            B KG                                          B B           C IC                                          C H .......... P  L...............EEFEEGN.........L.IGKLHS.. I K

lcl|Glyma.17G172200_262-307            B KG                                          B B           C IC                                          C H .......... P  L...............EEFEEGN.........L.IGKLHS.. I K

lcl|Glyma.03G110700_123-171            B KG                                          B B           C LC                                          C H .........D P  LFPLVP..........EDQESGT.........LPFMKLMS.. F C

lcl|Glyma.10G289100_82-127             B KG                                          B B           C IC                                          C H .........I S  L...............VEYEGED.........A.VSKLGR.. G V

lcl|Glyma.20G099800_77-122             B KG                                          B B           C IC                                          C H .........I S  L...............VEYEGED.........A.VSKLGR.. G V

lcl|Glyma.16G006200_74-120             B KG                                          B B           C IC                                          C H .......... V  L...............TSFEEED.........S.VWKLHT.. R I

lcl|Glyma.10G142800_16-53              B KG                                          B B           C L                                           C H .......... P IW.....................................GV.. N A

lcl|Glyma.20G091400_16-53              B KG                                          B B           C L                                           C H .......... P IW.....................................GV.. N A

lcl|Glyma.13G265400_16-53              B KG                                          B B           C L                                           C H .......... P IW.....................................GV.. N A

lcl|Glyma.06G303600_75-104             B KG                                          B B           C V                                           C H .......... T AW.....................................GV.. N A

lcl|Glyma.01G143600_200-252            B KG                                          B B           C IC                                          C H .........K N  M...............DEFYAEEGNEDDVKLLSSSSMP.... G V

lcl|Glyma.17G108900_203-255            B KG                                          B B           C IC                                          C H .........K N  M...............DEFYAQEGNEDDVKLLSSSSMP.... G V

lcl|Glyma.20G044300_97-142             B KG                                          B B           C IC                                          C H .......... P  L...............EELNINA.........ESYTMP.... H L

lcl|Glyma.20G044600_112-155            B KG                                          B B           C IC                                          C H .......DEC S  L...............EGLDIN...........VYTMP.... N M

lcl|Glyma.09G257100_165-208            B KG                                          B B             IC                                          C H ...........P  L...............EEYDVEN..........PSNLT.K.. E H

lcl|Glyma.18G235300_138-182            B KG                                          B B             IC                                          C H ...........P  L...............EEFDVEN..........PRNLT.K.. E H

lcl|Glyma.08G016300_162-207            B KG                                          B B           C IC                                          C H .......... P  L...............EEYDAEN..........PKLAT.K.. D H

lcl|Glyma.08G251300_174-216            B KG                                          B B           C  C                                          C H .........V PT L...............EEYTEEN..........PKIVT.K.. S H

lcl|Glyma.18G274000_173-215            B KG                                          B B           C  C                                          C H .........V PT L...............EEYTEEN..........PKIVT.K.. S H

lcl|Glyma.13G052000_177-221            B KG                                          B B              C                                          C H ...........PT L...............EEYTKEN..........PKIMT.K.. S H

lcl|Glyma.19G034700_177-219            B KG                                          B B              C                                          C H ...........PT L...............EEYTKEN..........PKIMT.K.. S H

lcl|Glyma.13G206800_34-78              B KG                                          B B             IC                                          C H ...........S  L...............EPFSVHD..........PSTVT.C.. K E

lcl|Glyma.15G005300_166-208            B KG                                          B B           C VC                                          C H .........T P  L...............ERLDQDT..........GGILTTI.. N S

lcl|Glyma.01G019300_126-171            B KG                                          B B             IC                                          C H ...........G  MQSVRS.............GQGT.........AIFTAE.... S T

lcl|Glyma.09G203400_19-64              B KG                                          B B             IC                                          C H ...........G  MQSARS.............GQGT.........AIFTAE.... S T

lcl|Glyma.01G097900_111-159            B KG                                          B B             IC                                          C H ...........K  TRSVKT.............GEGK.........AIFTAE.... S V

lcl|Glyma.08G273400_110-158            B KG                                          B B             IC                                          C H ...........E  MRSVKT.............GEGK.........AIFTAE.... S V

lcl|Glyma.02G218200_86-131             B KG                                          B B           C IC                                          C H .........N G  SNSVKT.............GQGT.........AIYTAE.... G A

lcl|Glyma.14G185600_109-152            B KG                                          B B           C IC                                          C H .........S G  SNSVKT.............GQGT.........AIYTAE.... G A

lcl|Glyma.09G017200_92-144             B KG                                          B B             IC                                          C H ...........A  LDPLSYH............SKGSSP.....GQAIFTAQ.... S T

lcl|Glyma.15G122900_92-144             B KG                                          B B             IC                                          C H ...........A  LDPLSYQ............SKGSSP.....GQAIFTAQ.... S A

lcl|Glyma.07G270000_80-128             B KG                                          B B           C IC                                          C H .........L A  LDPLSHK............SKGS........KAIFTAQ.... S A

lcl|Glyma.01G050400_262-297            B KG                                          B B                                                         C H ...................................MP.........TIGVLP.... C A

lcl|Glyma.02G109200_262-297            B KG                                          B B                                                         C H ...................................MP.........TIGVLP.... C A

lcl|Glyma.12G235700_273-332            B KG                                          B B           C VC                                          C H .........C G  SKLLTEKSSWGTQ.KIIASNDLS.........VVSVLI.... G V

lcl|Glyma.13G201200_274-333            B KG                                          B B           C VC                                          C H .........C G  SKLLTEKSSWGTQ.KIIASNDLS.........VVSVLI.... G V

lcl|Glyma.07G049700_1718-1767           B KG                                          B B           C VC                                          C H .........C .  NCPLTKN............SVSS.........GIRIFN.... G A

lcl|Glyma.16G018400_1710-1759           B KG                                          B B           C VC                                          C H .........C .  NCPLTKN............SVSS.........GIRIFN.... G A

lcl|Glyma.01G228500_290-332            B KG                                          B B           C IC                                          C H .......... I  REEMT...........................TAKKLV.... G L

lcl|Glyma.11G011300_290-332            B KG                                          B B           C IC                                          C H .......... I  REEMT...........................TAKKLI.... G L

lcl|Glyma.04G130500_337-383            B KG                                          B B           C IC                                          C H .......... A  REPMA...........................KAKRLN.... N L

lcl|Glyma.06G316600_337-383            B KG                                          B B           C IC                                          C H .......... A  REPMA...........................KAKRLN.... N L

lcl|Glyma.14G105900_232-269            B KG                                          B B           C IC                                          C H .......... A  RENLVLN........................DKMQELP.... K T

lcl|Glyma.17G220500_232-277            B KG                                          B B           C IC                                          C H .......... A  RENLVLN........................DKMQELP.... K T

lcl|Glyma.16G032000_12-61              B KG                                          B B           C IC                                          C H .......... S  YEPLN..........................PINEDLQSVSI G V

lcl|Glyma.03G104400_860-896            B KG                                          B B           C AC                                              .......... T  T...............FTLDLPAV........HFMCMHS.......

lcl|Glyma.07G119500_861-897            B KG                                          B B           C AC                                              .......... T  T...............FTLDLPAV........HFMCMHS.......

lcl|Glyma.12G116100_524-572            B KG                                          B B           C IC                                          C H .......... V  M...............TAIDLSPR........SNDCMVTP.. D F

lcl|Glyma.12G205300_519-567            B KG                                          B B           C IC                                          C H .......... V  M...............TAIDLSPR........SNDCMVTP.. D F

lcl|Glyma.06G290800_524-572            B KG                                          B B           C IC                                          C H .......... V  M...............TAIDISPR........SNDCMVTP.. D F

lcl|Glyma.13G295600_507-555            B KG                                          B B           C IC                                          C H .......... V  M...............TAIDLSQR........SNDCMVTP.. D F

lcl|Glyma.01G195200_69-131             B KG                                          B B           C I                                               .........I P SLEP.M...........QDPI...................TLCT.GQ

lcl|Glyma.11G046500_134-196            B KG                                          B B           C I                                               .........I P SLEP.M...........QDPV...................TLCT.GQ

lcl|Glyma.03G202600_12-76              B KG                                          B B           C I                                               .........L P SLEI.M...........KDPV...................TVST.GI

lcl|Glyma.10G262600_10-74              B KG                                          B B           C I                                               .........L P SLEI.M...........KDPV...................TVST.GI

lcl|Glyma.19G200200_10-74              B KG                                          B B           C I                                               .........L P SLDI.M...........KDPV...................TVST.GI

lcl|Glyma.04G212300_16-53              B KG                                          B B             I                                               ...........P SLDL.F...........EDPV...................TLCT.GQ

lcl|Glyma.06G154100_14-76              B KG                                          B B           C I                                               .........R P SLDL.F...........EDPV...................TLCT.GQ

lcl|Glyma.05G192100_12-74              B KG                                          B B           C I                                               .........R P SLDL.L...........EDPV...................TLCT.GQ

lcl|Glyma.08G000400_12-74              B KG                                          B B           C I                                               .........R P SLDL.F...........EDPV...................TLCT.GQ

lcl|Glyma.05G189600_16-52              B KG                                          B B             I                                               ...........P SLDV.M...........KSPV...................SLCT.GV

lcl|Glyma.08G147200_16-52              B KG                                          B B             I                                               ...........P SLDV.M...........KSPV...................SLCT.GV

lcl|Glyma.07G106000_30-93              B KG                                          B B           C I                                               ........FR P SLDL.M...........KDPV...................TLST.GI

lcl|Glyma.15G064800_12-50              B KG                                          B B           C I                                               .......... P SLQI.M...........SDPV...................ILSS.GH

lcl|Glyma.16G048700_180-229            B KG                                          B B           C IC                                              ........VQ P  LEYPM...........CPQI...................TTC..GH

lcl|Glyma.19G103000_221-270            B KG                                          B B           C IC                                              ........VQ P  LEYPL...........CPQI...................TSC..GH

lcl|Glyma.05G237500_1120-1165           B KG                                          B B             IC                                          C   ...........P  CDDLF...........TSSAT................VRALP .GH

lcl|Glyma.08G044700_1118-1163           B KG                                          B B             IC                                          C   ...........P  CDDLF...........TSSAT................VRALP .GH

lcl|Glyma.07G093700_1126-1171           B KG                                          B B             IC                                          C   ...........P  CDDLF...........TSSAT................VRALP .GH

lcl|Glyma.09G182600_1122-1167           B KG                                          B B             IC                                          C   ...........P  CDDLF...........TSSAT................VRALP .GH

lcl|Glyma.09G115100_1126-1168           B KG                                          B B           C IC                                          C   .......... P  CDFLF...........TSSES................VRALP .GH

lcl|Glyma.17G096900_1156-1201           B KG                                          B B             IC                                          C   ...........P  HEYIF...........TSCSP................VKALP .GH

lcl|Glyma.14G130700_200-247            B KG                                          B B           C VC                                          C   .......... P  FEYLF...........ESRND................VTVMP .GH

lcl|Glyma.17G202700_200-247            B KG                                          B B           C VC                                          C   .......... P  FEYLF...........ESRND................VTVMP .GH

lcl|Glyma.06G074300_199-246            B KG                                          B B           C IC                                          C   .......... P  FEYLF...........ESVND................VTVLL .GH

lcl|Glyma.06G116800_4-50               B KG                                          B B           C VC                                          C   .........E P  LQSFD...........ERDAI................PRVLS .GH

lcl|Glyma.10G228500_5-52               B KG                                          B B           C V                                           C   .......... P FLQSFD...........ERDAI................PRVLS .GH

lcl|Glyma.08G241700_44-77              B KG                                          B B           C IC                                          C   .......... P  WESFN...........IVENV................PYVLW .GH

lcl|Glyma.04G134700_4-52               B KG                                          B B           C VC                                          C   .........C S  QTRYN...........EEERV................PLLLQ .GH



lcl|Glyma.11G157400_5-54               B KG                                          B B           C VC                                          C   .......... S  QTRYN...........EEERV................PLLLQ .GH

lcl|Glyma.04G224200_401-445            B KG                                          B B           C IC                                          C K .........M A  Q...............EKMQA................PILLS . H

lcl|Glyma.06G140600_410-454            B KG                                          B B           C IC                                          C K .........L A  Q...............EKMQA................PILLS . H

lcl|Glyma.18G217900_377-421            B KG                                          B B           C IC                                          C K .........L A  Q...............EKMHA................PILLR . H

lcl|Glyma.08G354400_21-65              B KG                                          B B           C VC                                          C   .......SFV C  L...............DLLYK................PIVLS .GH

lcl|Glyma.18G171400_21-65              B KG                                          B B           C VC                                          C   .......SFV C  L...............DLLYK................PIVLS .GH

lcl|Glyma.15G237300_55-95              B KG                                          B B           C VC                                              .......... P  L...............NAMYP................PIHQCSNGH

lcl|Glyma.13G198800_100-140            B KG                                          B B           C VC                                              .......... P  L...............NAMYP................PIHQCSNGH

lcl|Glyma.04G235700_61-101             B KG                                          B B           C VC                                              .......... P  T...............NSMYP................PIHQCHNGH

lcl|Glyma.06G129000_62-102             B KG                                          B B           C VC                                              .......... P  T...............NSMYP................PIHQCHNGH

lcl|Glyma.03G257700_48-88              B KG                                          B B           C VC                                              .......... P  T...............NSMYP................PIHQCHNGH

lcl|Glyma.13G035400_631-678            B KG                                          B B             IC                                          C H ...........K  KMAVD...........GEKV....................KI G S

lcl|Glyma.14G156600_631-678            B KG                                          B B             IC                                          C H ...........K  KMAVD...........GEKV....................KI G S

lcl|Glyma.12G192700_673-714            B KG                                          B B             IC                                          C H ...........G  HEPVE...........DVVV....................TT E A

lcl|Glyma.13G309700_670-711            B KG                                          B B             IC                                          C H ...........G  HEPVE...........DVVV....................TS E A

lcl|Glyma.07G148900_159-201            B KG                                          B B           C IC                                          C H .......ELE G  LEINS...........KVVL....................PN N S

lcl|Glyma.18G200100_157-199            B KG                                          B B           C IC                                          C H .......EEE G  LEMNS...........MVVL....................PN N S

lcl|Glyma.03G060000_142-184            B KG                                          B B           C IC                                          C H .......EEE G  MEMNN...........KVVL....................PN N S

lcl|Glyma.07G195400_147-189            B KG                                          B B           C IC                                          C H .......EDE G  MDMNS...........KIVL....................PN N A

lcl|Glyma.13G180900_147-189            B KG                                          B B           C IC                                          C H .......EDE G  MDMNS...........KIVL....................PN N A

lcl|Glyma.13G240800_150-198            B KG                                          B B           C IC                                          C H .......EEE G  MEMNS...........KIVL....................PD N V

lcl|Glyma.15G072700_147-189            B KG                                          B B           C IC                                          C H .......EEE G  MEMNS...........KIVL....................PD N V

lcl|Glyma.18G063500_143-185            B KG                                          B B           C VC                                          C H .......EEE G  LEVKA...........KVVL....................PN C Y

lcl|Glyma.05G144300_156-204            B KG                                          B B           C IC                                          C H .......EDE G  LEPCT...........KMVL....................PN C A

lcl|Glyma.08G100700_156-204            B KG                                          B B           C IC                                          C H .......EDE G  LEPCT...........KMVL....................PN C A

lcl|Glyma.11G246100_158-206            B KG                                          B B           C IC                                          C H .......EDE G  LEPCT...........KMVL....................PG C A

lcl|Glyma.18G011100_158-206            B KG                                          B B           C IC                                          C H .......EDE G  LEPCT...........KMVL....................PG C A

lcl|Glyma.05G044700_154-201            B KG                                          B B           C IC                                          C H .......EHE G  LESCT...........KMVF....................PN C A

lcl|Glyma.11G246300_78-119             B KG                                          B B           C IC                                          C H ........EE G  MENGM...........KMVL....................PN G S

lcl|Glyma.18G010900_145-192            B KG                                          B B           C IC                                          C H ........EE G  MENGM...........KMVL....................PN G S

lcl|Glyma.02G309100_117-162            B KG                                          B B           C IC                                          C H ........LN S  MQLPE...........RPVT....................TP G N

lcl|Glyma.14G003700_117-162            B KG                                          B B           C IC                                          C H ........LN S  MQLPD...........RPVT....................TP G N

lcl|Glyma.12G001300_129-175            B KG                                          B B           C IC                                          C H .......SLN S  IQLPE...........RPVT....................SP G S

lcl|Glyma.05G198100_138-187            B KG                                          B B           C IC                                          C H .......... S  LNLWH...........DVVTV...................AP L N

lcl|Glyma.04G165900_213-256            B KG                                          B B           C LC                                          C H .......DFD T  LKLLY...........EPVT....................TP G S

lcl|Glyma.06G196600_193-236            B KG                                          B B           C LC                                          C H .......DFD T  LKLLY...........EPVT....................TP G S

lcl|Glyma.16G063400_170-217            B KG                                          B B           C IC                                          C H .......ELS A  LEICF...........EPST....................TP G S

lcl|Glyma.19G082000_171-218            B KG                                          B B           C IC                                          C H .......ELS A  LEICF...........EPST....................TP G S

lcl|Glyma.12G180800_764-813            B KG                                          B B           C IC                                          C H .......QGE P  LEVFE...........DAVL....................TP A R

lcl|Glyma.13G320000_790-839            B KG                                          B B           C IC                                          C H .......QGE P  LEVFE...........DAVL....................TP A R

lcl|Glyma.20G087900_859-904            B KG                                          B B           C IC                                          C H .......IIE S  MESPE...........DPVF....................TP A K

lcl|Glyma.02G149800_290-333            B KG                                          B B           C IC                                          C H .........L V  LEQEY...........NAVF....................VP G M

lcl|Glyma.10G024100_292-330            B KG                                          B B             IC                                          C H ...........V  LEQEY...........NAVF....................VP G M

lcl|Glyma.03G080300_332-382            B KG                                          B B           C IC                                          C H .......GQL V  LMRRR...........RSVF....................IP G L

lcl|Glyma.16G008300_327-377            B KG                                          B B           C IC                                          C H .......GQL V  LMRRR...........RSVF....................IP G L

lcl|Glyma.18G149800_331-381            B KG                                          B B           C IC                                          C H .......GQL V  LMRRR...........RSVF....................IP G L

lcl|Glyma.04G043900_344-393            B KG                                          B B           C IC                                          C H .......EKL C  YDEQR...........SSFF....................VP G C

lcl|Glyma.06G044100_357-407            B KG                                          B B           C IC                                          C H .......EKL C  YDEQR...........NSFF....................VP G C

lcl|Glyma.07G150500_385-433            B KG                                          B B           C IC                                          C H ........HL A  FDAPR...........DCFF....................LP G C

lcl|Glyma.18G201500_386-434            B KG                                          B B           C IC                                          C H ........RL A  FDAPR...........DCFF....................LP G C

lcl|Glyma.10G181100_405-450            B KG                                          B B             IC                                          C H ...........V  LDAPA...........EGAC....................IP G V

lcl|Glyma.20G209400_406-451            B KG                                          B B             IC                                          C H ...........V  LDAPA...........EGAC....................IP G V

lcl|Glyma.03G180500_289-337            B KG                                          B B           C IC                                          C H .......QGK V  LSEPR...........DTIV....................LP R M

lcl|Glyma.19G181100_312-356            B KG                                          B B             IC                                          C H ...........V  WSEPR...........DTIV....................HP R M

lcl|Glyma.10G052000_291-337            B KG                                          B B           C IC                                          C H .........E V  LSEPR...........DTTV....................LP R M

lcl|Glyma.13G139400_291-337            B KG                                          B B           C IC                                          C H .........E V  LSEPR...........DTTV....................LP R M

lcl|Glyma.13G326700_239-283            B KG                                          B B             IC                                          C H ...........V  LSEPP...........DITV....................LP R M

lcl|Glyma.07G257200_279-325            B KG                                          B B           C IC                                          C H .........E V  MTEPK...........DTAV....................LP R M

lcl|Glyma.17G016900_219-265            B KG                                          B B           C IC                                          C H .........E V  MTEPK...........DTAV....................LT R M

lcl|Glyma.13G208500_314-360            B KG                                          B B           C IC                                          C H .........E V  MTEPK...........DTAV....................LP R M

lcl|Glyma.15G104300_316-362            B KG                                          B B           C IC                                          C H .........E V  MTEPK...........DTAV....................LP R M

lcl|Glyma.09G048200_866-915            B KG                                          B B           C IC                                          C H .......KGN C  YEMKV...........DSVL....................YR G M

lcl|Glyma.15G155500_861-910            B KG                                          B B           C IC                                          C H .......KGN C  YEMKV...........DSVL....................YR G M

lcl|Glyma.10G198600_793-842            B KG                                          B B           C VC                                          C H .......KGT C  CDNHI...........DSLL....................YR G M

lcl|Glyma.20G191400_792-841            B KG                                          B B           C VC                                          C H .......KGT C  CDNHI...........DSLL....................YR G M

lcl|Glyma.11G191900_808-850            B KG                                          B B             IC                                          C H ...........C  CESNI...........DSLL....................YR G L

lcl|Glyma.12G082400_798-847            B KG                                          B B           C IC                                          C H .......KGL C  CESNI...........DSLL....................YR G L

lcl|Glyma.12G179300_740-789            B KG                                          B B           C IC                                          C H .......KGL C  CESNI...........NSLL....................YR G M

lcl|Glyma.13G321300_793-842            B KG                                          B B           C IC                                          C H .......KGL C  CESNI...........DSLL....................YR G M

lcl|Glyma.13G212200_825-875            B KG                                          B B           C MC                                          C H .......ERE V  LSEEM...........SVVF....................LP A Q

lcl|Glyma.15G100500_827-877            B KG                                          B B           C MC                                          C H .......ERE V  LSAEM...........SVVF....................LP A Q

lcl|Glyma.17G020500_819-869            B KG                                          B B           C MC                                          C H .......ERE V  LSEEM...........SVVF....................LP A Q

lcl|Glyma.07G253800_821-871            B KG                                          B B           C MC                                          C H .......EQE V  LSEEM...........SVLF....................MP A Q

lcl|Glyma.02G150400_776-826            B KG                                          B B           C MC                                          C H .......EQE V  LSEEM...........SVVF....................LP A Q

lcl|Glyma.05G112600_659-709            B KG                                          B B           C VC                                          C H .......NRE I  MKDEV...........SIVF....................LP A Q

lcl|Glyma.17G154400_621-671            B KG                                          B B           C VC                                          C H .......NRE I  MKDEV...........SIVF....................LP A Q

lcl|Glyma.11G042600_620-669            B KG                                          B B           C IC                                          C H ........RE I  GKDEV...........SVIF....................LP A Q

lcl|Glyma.04G009100_1020-1065           B KG                                          B B           C VC                                          C H .......SHV K  FESPT...........AAIL....................LP R F

lcl|Glyma.06G009000_1020-1065           B KG                                          B B           C VC                                          C H .......SHV K  FESPT...........AAIL....................LP R F

lcl|Glyma.16G098500_18-63              B KG                                          B B           C VC                                          C H .......SHV K  FESPT...........TAIM....................LP R F

lcl|Glyma.07G159000_32-77              B KG                                          B B           C VC                                          C H .......SHV K  FESPT...........TVIL....................LS R F

lcl|Glyma.11G112700_1028-1064           B KG                                          B B             VC                                          C H ...........K  FQSST...........AAIL....................LP R F

lcl|Glyma.12G038600_1038-1083           B KG                                          B B           C VC                                          C H .......SHV K  FESST...........AAIL....................LP R F

lcl|Glyma.05G013200_415-460            B KG                                          B B           C IC                                          C H .......KVL R  FEGEI...........NVVL....................LP R R

lcl|Glyma.17G121200_415-460            B KG                                          B B           C VC                                          C H .......KVL R  FEGEI...........NVVL....................LP R R

lcl|Glyma.10G204900_433-478            B KG                                          B B           C IC                                          C H .......KIL R  FEEQI...........NVVL....................LP R H

lcl|Glyma.20G185600_422-467            B KG                                          B B           C IC                                          C H .......KIL R  FEEQI...........NVVL....................LP R H

lcl|Glyma.01G029500_286-325            B KG                                          B B           C AC                                          C H .......NLT R  KTKTV...........SMLL....................MP R L

lcl|Glyma.02G035800_286-325            B KG                                          B B           C AC                                          C H .......NLT R  KVKTV...........SMLL....................MP R L

lcl|Glyma.14G083900_301-342            B KG                                          B B           C AC                                          C H .......MMT K  RVNEV...........TMVL....................LP K L

lcl|Glyma.17G241100_292-333            B KG                                          B B           C AC                                          C H .......MMT K  RVNEV...........TMVL....................LP K L

lcl|Glyma.08G170400_204-247            B KG                                          B B           C  C                                          C H .........M RN GKEES...........CVLI....................LP R L

lcl|Glyma.15G256500_288-331            B KG                                          B B           C  C                                          C H .........L RN RKEES...........CVLI....................LP R L

lcl|Glyma.09G019900_261-297            B KG                                          B B           C  C                                          C H .........L KN GLRES...........VVLL....................LP R L

lcl|Glyma.15G126400_264-300            B KG                                          B B           C  C                                          C H .........L KN GVRES...........VVLL....................LP R L

lcl|Glyma.01G203300_274-316            B KG                                          B B           C  C                                          C H .......... RG AKRVA...........SVVV....................LP R L

lcl|Glyma.11G039700_281-323            B KG                                          B B           C  C                                          C H .......... RG AKRVA...........SVVV....................LP R L

lcl|Glyma.05G068400_302-344            B KG                                          B B           C  C                                          C H .......... RG AKRVA...........SVVV....................LP R L

lcl|Glyma.17G150900_309-344            B KG                                          B B           C  C                                          C H .......... RG AKRVA...........SVVV....................LP R L

lcl|Glyma.09G282200_4713-4753           B KG                                          B B           C VC                                          C H .......... R  LSSEV...........DITI....................VP G V

lcl|Glyma.20G003400_4712-4751           B KG                                          B B             VC                                          C H ...........R  LSSEV...........DITI....................VP G V

lcl|Glyma.04G220000_1217-1265           B KG                                          B B           C IC                                          C H .......DGL C  YACEA...........NAQI....................AP S R

lcl|Glyma.06G145900_1217-1265           B KG                                          B B           C IC                                          C H .......DSL C  YACEA...........DAQI....................AP S R



lcl|Glyma.08G358300_319-375            B KG                                          B B           C IC                                          C H .......MEL C  FDQAC...........TIEV....................RP G Q

lcl|Glyma.18G176600_318-374            B KG                                          B B           C IC                                          C H .......MEL C  FDQAC...........TIEV....................RP G Q

lcl|Glyma.12G063600_316-372            B KG                                          B B           C IC                                          C H .......TEL C  FEQVC...........TIEV....................QD G Q

lcl|Glyma.11G140000_316-372            B KG                                          B B           C IC                                          C H .......TEL C  FEQVC...........TIEV....................QD G Q

lcl|Glyma.13G335300_323-381            B KG                                          B B           C IC                                          C H .......SEL C  FEQVC...........TIEV....................QN G Q

lcl|Glyma.15G039100_316-374            B KG                                          B B           C IC                                          C H .......SEL C  FEQVC...........TIEV....................QN G Q

lcl|Glyma.08G315500_281-340            B KG                                          B B           C IC                                          C H .......KEL S  YDRVC...........TFVV....................RP G E

lcl|Glyma.03G079200_225-269            B KG                                          B B             VC                                          C H ...........C  MVRHK...........GAAF....................IP G T

lcl|Glyma.16G094800_214-258            B KG                                          B B             VC                                          C H ...........C  MVRHK...........GAAF....................IP G T

lcl|Glyma.08G350900_306-345            B KG                                          B B           C VC                                          C H .......... C  MVRHK...........AAAF....................IP G T

lcl|Glyma.18G165000_306-353            B KG                                          B B           C VC                                          C H ........HT C  MVKHK...........AAAF....................IP G T

lcl|Glyma.07G264100_155-203            B KG                                          B B           C VC                                          C H .......DWV C  MGRKK...........GAAF....................IP G T

lcl|Glyma.17G009900_146-194            B KG                                          B B           C VC                                          C H .......DWV C  MGRKK...........GAAF....................IP G T

lcl|Glyma.09G008200_144-192            B KG                                          B B           C VC                                          C H .......DSV C  MGRKK...........GAAF....................IP G T

lcl|Glyma.15G112600_157-205            B KG                                          B B           C VC                                          C H .......DSV C  MGRKK...........GAAL....................IP G T

lcl|Glyma.04G189900_380-423            B KG                                          B B           C IC                                          C H .......NQV P  LTDP............KDMA....................FG G Q

lcl|Glyma.06G175700_381-424            B KG                                          B B           C IC                                          C H .......NQV P  LTDP............KDMA....................FG G Q

lcl|Glyma.05G173500_413-456            B KG                                          B B           C IC                                          C H .......SKV P  LTND............KDMA....................FG G Q

lcl|Glyma.08G130800_413-456            B KG                                          B B           C IC                                          C H .......NKV P  LTNG............KDMA....................FG G Q

lcl|Glyma.11G244000_416-459            B KG                                          B B           C IC                                          C H .......NKV P  LTNA............KDMA....................FG G Q

lcl|Glyma.18G013100_412-455            B KG                                          B B           C IC                                          C H .......NKV P  LTNA............KDMA....................FG G Q

lcl|Glyma.05G115700_444-487            B KG                                          B B           C IC                                          C H .......NQL P  LTNS............KDMA....................FG G Q

lcl|Glyma.19G051500_449-492            B KG                                          B B           C IC                                          C H .......NQL P  LTNS............KDMA....................FG G Q

lcl|Glyma.19G078600_381-424            B KG                                          B B           C IC                                          C H .......NQL P  LSNA............KDMA....................FG G Q

lcl|Glyma.19G124300_227-270            B KG                                          B B           C IC                                          C H .......NQL P  LSNA............KDMA....................FG G Q

lcl|Glyma.16G068400_384-427            B KG                                          B B           C IC                                          C H .......NQL P  LSNA............KDMA....................FG G Q

lcl|Glyma.04G211000_388-427            B KG                                          B B             IC                                          C H ...........P  LTNP............KDMA....................FG G T

lcl|Glyma.05G193500_382-421            B KG                                          B B             IC                                          C H ...........P  LTNP............KDMA....................FG G T

lcl|Glyma.08G234200_376-419            B KG                                          B B           C IC                                          C H .......QMA A  LTNK............KDLA....................FG G M

lcl|Glyma.15G219300_368-411            B KG                                          B B           C IC                                          C H .......QMA A  LTNK............KDLA....................FG G M

lcl|Glyma.10G238000_315-375            B KG                                          B B           C VC                                          C H .......IDF A  LERPC...........SVAA....................EG G E

lcl|Glyma.20G156600_315-375            B KG                                          B B           C VC                                          C H .......IDF A  LERPC...........SVAA....................EG G E

lcl|Glyma.09G143600_314-374            B KG                                          B B           C VC                                          C H .......VDA A  LERQC...........SVAA....................EG G E

lcl|Glyma.01G178600_28-77              B KG                                          B B           C IC                                          C H ........FE N  FDLAQ...........DPVI....................TL G L

lcl|Glyma.11G063500_28-77              B KG                                          B B           C IC                                          C H ........FE N  FDLAQ...........DPVI....................TL G L

lcl|Glyma.04G034500_31-78              B KG                                          B B           C IC                                          C H .......... N  FELAQ...........DPII....................TL G L

lcl|Glyma.06G034500_29-78              B KG                                          B B           C IC                                          C H ........FE N  FELAQ...........DPII....................TL G L

lcl|Glyma.03G145700_157-202            B KG                                          B B             IC                                          C H ...........N  LDLAR...........DPVV....................TC G L

lcl|Glyma.19G148900_156-201            B KG                                          B B             IC                                          C H ...........N  LDLAR...........DPVV....................TC G L

lcl|Glyma.08G157200_105-149            B KG                                          B B             VC                                          C H ...........N  LDRAR...........DPVL....................TC G L

lcl|Glyma.15G269000_105-151            B KG                                          B B             IC                                          C H ...........N  LDKAR...........DPVL....................TS G L

lcl|Glyma.09G001100_123-170            B KG                                          B B             IC                                          C H ...........N  LDRAR...........DPVL....................AC G L

lcl|Glyma.12G240800_129-176            B KG                                          B B             IC                                          C H ...........N  LDRAR...........DPVL....................TC G L

lcl|Glyma.06G293400_33-91              B KG                                          B B           C IC                                          C H ........FD N  LECVQ...........DPVV....................TL G L

lcl|Glyma.12G112000_36-91              B KG                                          B B             IC                                          C H ...........N  LECVQ...........DPVV....................TL G L

lcl|Glyma.12G203900_46-99              B KG                                          B B             IC                                          C H ...........N  LECVQ...........DPVV....................TL G L

lcl|Glyma.13G297700_44-94              B KG                                          B B           C IC                                          C H .........D N  LECVQ...........DPVV....................TL G L

lcl|Glyma.12G151200_37-90              B KG                                          B B             IC                                          C H ...........N  MESAH...........DPVV....................TL G L

lcl|Glyma.07G196000_33-84              B KG                                          B B           C IC                                          C H .......... N  LDFAH...........EPVV....................TL G L

lcl|Glyma.13G179900_30-81              B KG                                          B B           C IC                                          C H .......... N  LDFAH...........EPVV....................TL G L

lcl|Glyma.13G239500_29-80              B KG                                          B B           C IC                                          C H .......... N  LDFAH...........EPVV....................TL G L

lcl|Glyma.15G073700_29-80              B KG                                          B B           C IC                                          C H .......... N  LDFAH...........EPVV....................TL G L

lcl|Glyma.14G099100_339-384            B KG                                          B B           C LC                                          C H .......... T  LSNRQ...........HPTA....................TS G V

lcl|Glyma.17G225600_339-384            B KG                                          B B           C LC                                          C H .......... T  LSNRQ...........HPTA....................TS G V

lcl|Glyma.01G074000_824-869            B KG                                          B B           C IC                                          C H .......IIK S  QDRA............KEVVI...................TK Y L

lcl|Glyma.11G175700_818-875            B KG                                          B B           C IC                                          C H ..EEYRDIIK S  QDRA............KEVVI...................TK Y L

lcl|Glyma.02G267300_828-871            B KG                                          B B           C VC                                          C H .......... T  TDRP............KEVVI...................VK Y L

lcl|Glyma.14G050200_828-871            B KG                                          B B           C VC                                          C H .......... T  TDRP............KEVVI...................VK Y L

lcl|Glyma.10G288200_718-762            B KG                                          B B             VC                                          C H ...........L  NDPP............EEPVI...................TM G V

lcl|Glyma.20G100800_721-765            B KG                                          B B             VC                                          C H ...........L  NDPP............EEPVI...................TM G V

lcl|Glyma.04G125600_69-110             B KG                                          B B             VC                                          C H ...........T  QALLF...........DTSKC...................VP S V

lcl|Glyma.06G313000_69-110             B KG                                          B B             VC                                          C H ...........T  QALLF...........DTSKC...................VP S V

lcl|Glyma.10G155500_28-80              B KG                                          B B           C IC                                          C H .......... P  LGPFL...........QLSYL...................DK F K

lcl|Glyma.20G232800_26-78              B KG                                          B B           C IC                                          C H .......... P  LGPFL...........QLSYL...................DK F K

lcl|Glyma.04G255000_11-57              B KG                                          B B             VC                                          C H ...........S  HGNF............HIPCQ...................AN S W

lcl|Glyma.11G103800_150-191            B KG                                          B B             IC                                          C H ...........P  MGPMV...........HE....................MSTR G I

lcl|Glyma.12G028700_150-191            B KG                                          B B             IC                                          C H ...........P  MGPMV...........HE....................MSTR G I

lcl|Glyma.09G281300_151-194            B KG                                          B B             IC                                          C H ...........P  MSPLV...........EE....................MSTR G I

lcl|Glyma.20G004500_80-121             B KG                                          B B             IC                                          C H ...........P  MSALE...........EE....................TSTR A I

lcl|Glyma.03G124900_577-621            B KG                                          B B           C IC                                          C H .......DFD P  LSPPI...........EI....................VITR A I

lcl|Glyma.03G214100_219-270            B KG                                          B B           C IC                                          C H .......... S  LDTVF...........DP....................VSLT G I

lcl|Glyma.19G210900_219-269            B KG                                          B B           C IC                                          C H .......... S  LDTVF...........DP....................VSLT G I

lcl|Glyma.10G018800_210-261            B KG                                          B B           C IC                                          C H .......... S  LDTVF...........DS....................VSLT G I

lcl|Glyma.19G203000_218-270            B KG                                          B B           C IC                                          C H .......... A  LDFVF...........NP....................YALS G I

lcl|Glyma.08G153800_209-269            B KG                                          B B           C VC                                          C H .......... S  LEHVL...........SKPTAAECK...........FGLLSE D P

lcl|Glyma.15G272400_209-269            B KG                                          B B           C VC                                          C H .......... S  LELVL...........SKPTAAECK...........FGLLSE D P

lcl|Glyma.08G154100_188-251            B KG                                          B B             VC                                          C H ...........N  LERVL...........SKPKPADCK...........FGLLPE D A

lcl|Glyma.15G273000_188-250            B KG                                          B B             VC                                          C H ...........N  LERVL...........SKPKPADCK...........FGLLPE D A

lcl|Glyma.10G151500_34-80              B KG                                          B B             IC                                          C H ...........S  LEVVA...........DN...GDRS...........WSKL.Q G Q

lcl|Glyma.20G236700_42-88              B KG                                          B B             IC                                          C H ...........S  LEVVA...........DN...GDRS...........WSKL.Q G Q

lcl|Glyma.19G232800_18-67              B KG                                          B B           C IC                                          C H ........VC S  LEAVT...........DN...GDRS...........WAKL.Q G Q

lcl|Glyma.02G219200_1354-1408           B KG                                          B B           C IC                                          C H .......DET P  QEKLG...........KQK...................MVFQ G V

lcl|Glyma.14G186500_414-466            B KG                                          B B           C IC                                          C H .......... P  QEKLG...........KQK...................MVFQ G V

lcl|Glyma.06G290400_82-126             B KG                                          B B           C IC                                          C H .......... P  LGIIK...........KTR...................TVME L R

lcl|Glyma.12G116500_60-104             B KG                                          B B           C IC                                          C H .......... P  LGIIK...........KTR...................TVME L R

lcl|Glyma.12G205500_121-165            B KG                                          B B           C IC                                          C H .......... P  LGIIK...........KTR...................TVME L R

lcl|Glyma.13G295300_124-168            B KG                                          B B           C IC                                          C H .......... P  LGIIK...........KTR...................TVME L R

lcl|Glyma.08G350700_40-90              B KG                                          B B           C IC                                          C H ..DDIRKDVE P  LGIIR...........NTR...................VVME M R

lcl|Glyma.13G177200_138-181            B KG                                          B B             IC                                          C H ...........P  LGILR...........KTK...................AVME M R

lcl|Glyma.02G267800_40-81              B KG                                          B B           C IC                                          C H .......DFL P  MQIIK...........DP....................FLTA G S

lcl|Glyma.14G049700_46-87              B KG                                          B B           C IC                                          C H .......DFL P  MQIIK...........DA....................FLTA G S

lcl|Glyma.02G141500_20-65              B KG                                          B B           C LC                                              .......... P  KKFLK...........E....................ATAISLCLH

lcl|Glyma.10G032500_19-64              B KG                                          B B           C LC                                              .......... P  NKFLK...........E....................ATAISLCLH

lcl|Glyma.03G159500_34-79              B KG                                          B B           C LC                                              .......... P  NKLFR...........E....................ATTISECLH

lcl|Glyma.19G161700_18-63              B KG                                          B B           C LC                                              .......... P  GKLFR...........E....................ATTISECLH

lcl|Glyma.10G162800_19-64              B KG                                          B B           C LC                                              .......... P  HNFFK...........D....................ATTISTCLH

lcl|Glyma.20G225400_20-65              B KG                                          B B           C LC                                              .......... P  HKFFK...........D....................ATTISLCLH

lcl|Glyma.10G180300_32-77              B KG                                          B B           C LC                                              .......... P  NKFFR...........N....................ATTISECCH

lcl|Glyma.03G165600_25-74              B KG                                          B B           C LC                                              .........K P  LSLFK...........R....................PVLLP.CNH

lcl|Glyma.19G166900_24-66              B KG                                          B B           C LC                                              ........LK P  LSLFK...........R....................PVLLP.CNH

lcl|Glyma.13G220400_468-515            B KG                                          B B           C IC                                              ........LK P  WSLLD...........S....................AVSLT.CNH

lcl|Glyma.15G092000_450-498            B KG                                          B B           C IC                                              .......ELI P  WSLLD...........S....................AVSLT.CNH

lcl|Glyma.09G099300_2-43               B KG                                          B B           C AC                                              .......... N  WREVE...........G....................RAISTTCGH



lcl|Glyma.15G209600_2-43               B KG                                          B B           C AC                                              .......... N  WREVE...........G....................RAISTTCGH

lcl|Glyma.10G149400_424-470            B KG                                          B B           C IC                                          C   .......... G  LSEED...........KRRV.................RGVLN CTH

lcl|Glyma.20G238800_406-452            B KG                                          B B           C IC                                          C   .......... G  LSEED...........KRRV.................RGVLN CTH

lcl|Glyma.17G082300_27-72              B KG                                          B B           C IC                                          C   .......... G  YAESG............VSI.................AGEID CSH

lcl|Glyma.19G042100_335-385            B KG                                          B B           C IC                                          C   ........MS V  LTEFS.............ST.................RGILP G.H

lcl|Glyma.09G206500_285-320            B KG                                          B B           C IC                                              .........D N  FSEYA.............GS.................QFIRLPCEH

lcl|Glyma.02G103300_678-724            B KG                                          B B           C IC                                          C H .......LEP C  QEEFS...........DGEN................VGSLD. G E

lcl|Glyma.07G214600_664-710            B KG                                          B B           C IC                                          C H .......LEP C  QDEFA...........DGEN................VGSLD. G E

lcl|Glyma.04G039700_603-649            B KG                                          B B           C VC                                          C H .......AEP C  QEDYG...........DGND................IGTLD. G D

lcl|Glyma.04G039800_683-729            B KG                                          B B           C VC                                          C H .......AEP C  QEDYG...........DGND................IGTLD. G D

lcl|Glyma.06G041000_657-703            B KG                                          B B           C VC                                          C H .......AEP C  QEDYG...........DEDD................IGTLD. G D

lcl|Glyma.05G241900_382-427            B KG                                          B B           C IC                                          C H .......... S  QEEYE...........AGDE................LGRLN. E S

lcl|Glyma.08G049400_328-373            B KG                                          B B           C IC                                          C H .......... S  QEEYE...........AGNE................LGRLN. E I

lcl|Glyma.07G097700_305-350            B KG                                          B B           C VC                                          C H .......... S  QEEYE...........SDDE................LGRLK. D S

lcl|Glyma.09G180300_320-365            B KG                                          B B           C VC                                          C H .......... S  QEEYE...........SDDE................LGRLK. D S

lcl|Glyma.14G134600_501-543            B KG                                          B B           C IC                                          C H .......... C  QEEYV...........VGDE................VGDLQ. E R

lcl|Glyma.17G198300_478-520            B KG                                          B B           C IC                                          C H .......... C  QEEYV...........VGDE................VGDLQ. E R

lcl|Glyma.06G076600_488-533            B KG                                          B B           C IC                                          C H .......... S  QEEYV...........AAEE................VGSLQ. E M

lcl|Glyma.03G179300_494-542            B KG                                          B B           C IC                                          C H .......EGN V  LEEYK...........NMDD................VGTLKT G D

lcl|Glyma.19G180000_492-540            B KG                                          B B           C IC                                          C H .......EGN V  LEEYK...........NMDD................VGTLQT G D

lcl|Glyma.10G051200_482-530            B KG                                          B B           C IC                                          C H .......EEA A  LEEYK...........NMDD................VGTLKA G D

lcl|Glyma.13G138700_493-541            B KG                                          B B           C IC                                          C H .......EET A  LEEYK...........NMDD................VGTLKA G D

lcl|Glyma.06G229700_316-362            B KG                                          B B           C IC                                          C H .......TDL I  QDEYK...........NKEN................IGILR. G E

lcl|Glyma.06G234500_258-302            B KG                                          B B           C IC                                          C H .........L I  QDEYK...........NKEN................IGILR. G E

lcl|Glyma.11G156300_288-334            B KG                                          B B           C IC                                          C H .......TDL I  QDEYK...........NQEK................IGILR. G E

lcl|Glyma.06G234300_402-449            B KG                                          B B           C IC                                          C H .......TDS I  QDEYK...........NQEK................IGILQ. G E

lcl|Glyma.12G158500_402-449            B KG                                          B B           C IC                                          C H .......NDS I  QDEYK...........SQEK................IGILQ. G E

lcl|Glyma.13G272700_474-517            B KG                                          B B             IC                                          C H ...........I  QDEFK...........NQEK................IGVLQ. E E

lcl|Glyma.04G249100_149-193            B KG                                          B B             IC                                          C H ...........V  QVEYE...........EGEA................LVALQ. E P

lcl|Glyma.06G113900_130-174            B KG                                          B B             IC                                          C H ...........V  QVEYE...........EGEA................LVALQ. E P

lcl|Glyma.13G031100_152-196            B KG                                          B B             IC                                          C H ...........V  QVEYE...........EGEP................LVAIQ. E P

lcl|Glyma.14G152800_154-198            B KG                                          B B             IC                                          C H ...........V  QVEYE...........EGES................LVAIQ. E P

lcl|Glyma.10G284900_291-328            B KG                                          B B           C IC                                          C H .........S V  RVDYE...........DGES................LTVLS. K L

lcl|Glyma.20G104300_280-331            B KG                                          B B           C IC                                          C H .......NDS V  RVDYE...........DDES................LTVLS. K L

lcl|Glyma.11G132700_192-240            B KG                                          B B           C IC                                          C H .......DER V  QMEYR...........RGDK................RITLP. K V

lcl|Glyma.12G057100_192-240            B KG                                          B B           C IC                                          C H .......DER V  QMEYK...........RGDK................RITLP. K V

lcl|Glyma.12G237700_196-240            B KG                                          B B             IC                                          C H ...........V  QMTYR...........RGDQ................QMKLP. S V

lcl|Glyma.13G203300_196-240            B KG                                          B B             IC                                          C H ...........V  QMTYR...........RGDQ................QMKLP. S V

lcl|Glyma.03G184600_122-174            B KG                                          B B           C IC                                          C H .......GLL P  MDAWTN..........NGEHH...............ICCLP. G I

lcl|Glyma.14G147100_225-268            B KG                                          B B           C IC                                          C H .......... P  MDEFKV..........GGDK................ACQLP. T T

lcl|Glyma.01G219800_243-291            B KG                                          B B           C  C                                          C K .......... EQ KS.GLHG.........ELMLLCDR.................. D G

lcl|Glyma.11G023700_243-291            B KG                                          B B           C  C                                          C K .......... EQ KS.GLHG.........ELMLLCDR.................. D G

lcl|Glyma.13G170000_1273-1321           B KG                                          B B           C VC                                          C   .......... K  GI.DRDD.........DSVLLCDT.................. DAE

lcl|Glyma.19G010200_1251-1297           B KG                                          B B           C VC                                          C   .......... K  GI.DRDD.........DSVLLCDT.................. DAE

lcl|Glyma.02G013500_1244-1297           B KG                                          B B           C VC                                          C   .......... K  GS.RDRG.........DVMLICGDESGSV............G GIG

lcl|Glyma.10G014100_1243-1296           B KG                                          B B           C VC                                          C   .......... K  GS.RDRG.........DVMLICGDESGSV............G GIG

lcl|Glyma.02G295400_391-439            B KG                                          B B           C MC                                          C K .......... Q  EL.SVNEV........DTVLLCDA.................. E G

lcl|Glyma.14G018000_392-439            B KG                                          B B             MC                                          C K ...........Q  EL.SVNEV........DTVLLCDA.................. E G

lcl|Glyma.09G059700_234-289            B KG                                          B B           C  C                                          C R .......... AN KLHEAFPD........NDIILCDG.................T N A

lcl|Glyma.15G166200_251-303            B KG                                          B B           C  C                                          C R .......... AN KLHEAFPD........NDIILCDG.................T N A

lcl|Glyma.17G059400_224-279            B KG                                          B B           C  C                                          C R .......... VK TVREELPD........NDIILCNG.................T K A

lcl|Glyma.10G260400_343-398            B KG                                          B B           C  C                                          C R .......... AK QSKELSTN........NDIILCDG.................V D G

lcl|Glyma.20G130800_344-399            B KG                                          B B           C  C                                          C R .......... AK QSKELSTN........NDIILCDG.................V D G

lcl|Glyma.01G234300_253-300            B KG                                          B B           C IC                                          C   .......... D  GD..AGRE........DLLAICS..................R SDG

lcl|Glyma.11G008600_251-297            B KG                                          B B           C IC                                          C   .......... D  GD..AGRE........DLLAICS..................R SDG

lcl|Glyma.12G014900_273-322            B KG                                          B B           C IC                                          C   .......... D  GD..AGRE........DLLAICS..................R SDG

lcl|Glyma.11G109800_273-322            B KG                                          B B           C IC                                          C   .......... D  GD..AGRE........DLLAICS..................R SDG

lcl|Glyma.17G155700_20-68              B KG                                          B B           C IC                                          C   .......... D  GD..QGFE........EYLAICN..................K PDG

lcl|Glyma.04G163100_13-61              B KG                                          B B           C IC                                          C   .......... D  GA..SGFD........ETIVTCS..................K NIN

lcl|Glyma.11G043500_25-80              B KG                                          B B           C  C                                          C   .......... DT GA..SGFD........NELVVCH..................K NEG

lcl|Glyma.06G230000_305-354            B KG                                          B B           C  C                                          C   .......... LQ GN..AGFP........ETLVFCN..................K QVY

lcl|Glyma.09G125400_373-422            B KG                                          B B           C  C                                          C   .......... LQ GN..AGFP........ETLVFCN..................K QVY

lcl|Glyma.10G227100_4-50               B KG                                          B B           C  C                                          C   .......... LH GD..RGFP........ETLVFCT..................E KAY

lcl|Glyma.20G165200_4-53               B KG                                          B B           C  C                                          C   .......... LH GD..RGFP........ETLVFCS..................Q KAY

lcl|Glyma.04G214800_25-74              B KG                                          B B           C IC                                          C   .......... L  GD..KGDL........KSLIYCD..................Q KAC

lcl|Glyma.04G062400_53-97              B KG                                          B B              C                                          C   ............. QA..CGEN........ENLVSCG..................T TYA

lcl|Glyma.06G063400_53-97              B KG                                          B B              C                                          C   ............. QA..CGEN........ENLVSCG..................T TYA

lcl|Glyma.12G170900_115-166            B KG                                          B B             LC                                          C   ............  GN..VLDT........EPLVKCEDT................K HVS

lcl|Glyma.13G328100_115-166            B KG                                          B B             LC                                          C   ............  GN..VFDT........EPLVKCEDT................R HAS

lcl|Glyma.12G071300_116-167            B KG                                          B B             LC                                          C   ............  GS..RLET........ENLVKCDDA................R HVW

lcl|Glyma.04G253800_296-345            B KG                                          B B           C  C                                          C   .......... HY GRGDTGRDS.......NRLIVCAS.................. KVA

lcl|Glyma.06G108500_295-345            B KG                                          B B           C  C                                          C   .......... HY GRGDTSRDS.......NRLIVCAS.................. KVV

lcl|Glyma.15G219200_660-708            B KG                                          B B           C IC                                          C K .......... E  T...TEEER.......KKLLQCSC.................. G L

lcl|Glyma.01G238300_516-558            B KG                                          B B             IC                                          C   ...........G  GD..GG...........DLICCD..G................ PST

lcl|Glyma.11G005500_722-764            B KG                                          B B             IC                                          C   ...........G  GD..GG...........DLICCD..G................ PST

lcl|Glyma.01G238200_728-770            B KG                                          B B             IC                                          C   ...........G  GD..GG...........DLICCD..G................ PST

lcl|Glyma.11G005300_720-760            B KG                                          B B           C IC                                          C   .......... G  GD..GG...........DLICCD..G................ PST

lcl|Glyma.02G146500_568-610            B KG                                          B B             VC                                          C   ...........G  GD..GG...........DLICCD..G................ PST

lcl|Glyma.03G155500_313-355            B KG                                          B B             LC                                          C   ...........S  GK..RG...........DLICCD..T................ PST

lcl|Glyma.10G044200_547-587            B KG                                          B B             VC                                          C R ...........A  GD..GG...........DLILCN..G................ P A

lcl|Glyma.13G131800_545-585            B KG                                          B B             VC                                          C R ...........A  GD..GG...........DLILCN..G................ P A

lcl|Glyma.06G046500_300-343            B KG                                          B B           C IC                                          C   .......... A  YF..GG...........ELVLCD..R................ PSS

lcl|Glyma.11G170900_521-564            B KG                                          B B           C VC                                          C   .......... S  HY..GG...........ELILCD..K................ PSS

lcl|Glyma.03G181800_43-91              B KG                                          B B           C  C                                          C R .........V SN VR..GG...........VLLSCSGKG................ Q R

lcl|Glyma.11G074400_81-126             B KG                                          B B           C IC                                          C K .......... F  FD..GG...........SLVLCDRRG................ P A

lcl|Glyma.13G320100_386-430            B KG                                          B B             LC                                          C   ...........R  GM..DG...........TLLCCD..G................ PAV

lcl|Glyma.02G296200_232-286            B KG                                          B B           C LC                                              .......... A  DN..GGNVT.....CCDGVCMRSFHAT...............VEAG

lcl|Glyma.18G086000_229-283            B KG                                          B B           C IC                                              .......... A  DN..GGQLL.....CCDGKCMRSFHAN...............EEDG

lcl|Glyma.13G197800_36-86              B KG                                          B B           C  C                                          C   .......... IH NN..KGEEA.....KEDGLLICSGRG................ PVA

lcl|Glyma.15G236400_75-123             B KG                                          B B           C  C                                          C   .......... IH DN..KGEEA.......EGVLICGGRG................ PVA

lcl|Glyma.13G057300_662-708            B KG                                          B B           C                                             C R .......... VCLGG..R..........VENLFIC..HG................ Q L

lcl|Glyma.19G029100_661-707            B KG                                          B B           C                                             C R .......... VCLGG..R..........VENLFIC..HG................ Q L

lcl|Glyma.02G227900_820-872            B KG                                          B B             IC                                          C H ...........G  GQ..TKIEG..TEDGD..LLACI..Q................ E K

lcl|Glyma.14G194800_734-787            B KG                                          B B           C IC                                          C H .......... G  RQ..TKIEG..TEDGD..LLACI..Q................ E K

lcl|Glyma.11G171200_781-832            B KG                                          B B             IC                                          C H ...........G  GQ..RKIDGD.DEVGQ..LLPCI..Q................ E K

lcl|Glyma.10G062700_503-554            B KG                                          B B             LC                                          C K ...........V  RS..SDFSR..SGFGPRTIIICD..Q................ E E

lcl|Glyma.13G147100_501-557            B KG                                          B B             LC                                          C K ...........V  RS..SDFSR..SGFGPRTIIICD..Q................ E E

lcl|Glyma.02G058300_166-214            B KG                                          B B           C  C                                          C   .......... GS GGNYNKDE.........FWIGCDI.................. EWW

lcl|Glyma.06G319800_166-214            B KG                                          B B           C  C                                          C   .......... GS GGNYNKDE.........FWIGCDI.................. EWW

lcl|Glyma.07G271400_198-247            B KG                                          B B             AC                                          C R ...........G  GDNYGTDE.........FWICCDM.................. E W

lcl|Glyma.17G002600_199-248            B KG                                          B B             AC                                          C R ...........G  GDNYGTDE.........FWICCDM.................. E W

lcl|Glyma.11G190000_1281-1329           B KG                                          B B           C LC                                          C   .......... H  RKPYMSDL.........TYICCET.................. QNW

lcl|Glyma.12G084300_1287-1335           B KG                                          B B           C LC                                          C   .......... H  RKPYMSDL.........TYICCET.................. RNW



lcl|Glyma.12G180700_1293-1341           B KG                                          B B           C LC                                          C H .......... R  HKPYRSDL.........MYICCET.................. K W

lcl|Glyma.07G056000_373-427            B KG                                          B B           C IC                                          C   .......... G  KRIWHHSDG.......GNWVCCDG.................. NVW

lcl|Glyma.16G024900_371-425            B KG                                          B B           C IC                                          C   .......... G  KRIWHHSDG.......GNWVCCDG.................. NVW

lcl|Glyma.03G215600_371-425            B KG                                          B B           C IC                                          C   .......... G  KKIWHHSDG.......GNWVCCDG.................. NVW

lcl|Glyma.19G212100_374-428            B KG                                          B B           C IC                                          C   .......... G  KKIWHHSDG.......GNWVCCDG.................. NVW

lcl|Glyma.04G236500_434-488            B KG                                          B B           C IC                                          C   .......... G  KKVWNHSDS.......GSWVRCDG.................. KVW

lcl|Glyma.06G127800_441-495            B KG                                          B B           C IC                                          C   .......... G  KKVWNHSDS.......GSWVRCDG.................. KVW

lcl|Glyma.19G066800_376-430            B KG                                          B B           C IC                                          C   .......... G  KKIWNYSDS.......GSWVRCDG.................. KVW

lcl|Glyma.01G179800_176-228            B KG                                          B B           C  C                                          C   .......... AG K...............TEIGQGR................FLS MGG

lcl|Glyma.11G062400_192-244            B KG                                          B B           C  C                                          C   .......... AG K...............TEIGQGR................FLS MGG

lcl|Glyma.02G059900_158-214            B KG                                          B B              C                                          C   ...........SG N...............AEIGHGR................FLS MGG

lcl|Glyma.16G142700_157-213            B KG                                          B B              C                                          C   ...........AG N...............SEIGHGR................FLS MGG

lcl|Glyma.12G160000_164-201            B KG                                          B B           C  C                                          C   .......... AG N...............AEISHGR................FLS MGG

lcl|Glyma.14G077800_125-177            B KG                                          B B           C  C                                          C   .......... AG Y...............TEIGYGR................YLN LNA

lcl|Glyma.17G247700_120-172            B KG                                          B B           C  C                                          C   .......... AG Y...............TEIGFGR................YLN LNA

lcl|Glyma.02G251800_176-228            B KG                                          B B           C  C                                          C   .......... GG N...............QEIMYGN................CLG MDT

lcl|Glyma.14G065000_141-193            B KG                                          B B           C  C                                          C   .......... GG N...............QEIMYGN................CLG MDT

lcl|Glyma.02G253700_47-99              B KG                                          B B             AC                                              ...........K  G...............KTVYPVD................QLS....

lcl|Glyma.18G030900_10-66              B KG                                          B B             AC                                              ...........K  E...............KTVYPVD................QLSADGT

lcl|Glyma.05G205800_10-66              B KG                                          B B             AC                                              ...........K  D...............KTVHFVE................GLSADGA

lcl|Glyma.08G012700_10-66              B KG                                          B B             AC                                              ...........K  D...............KTVHLVE................GLSVDGA

lcl|Glyma.03G013900_10-66              B KG                                          B B             AC                                              ...........T  D...............KTVYVVD................LLTLEGI

lcl|Glyma.07G073600_10-66              B KG                                          B B             AC                                              ...........T  D...............KTVYVVD................LLTLEGI

lcl|Glyma.09G261800_10-66              B KG                                          B B             AC                                              ...........K  D...............KTVYVVD................MLTLEGI

lcl|Glyma.18G230400_10-66              B KG                                          B B             AC                                              ...........K  D...............KTVYVVD................MLTLEGI

lcl|Glyma.04G179800_24-80              B KG                                          B B             AC                                              ...........K  E...............KTVYLVD................QLTADNK

lcl|Glyma.05G034700_11-67              B KG                                          B B             AC                                              ...........T  E...............KKVYWVE................QLTADNK

lcl|Glyma.10G114300_10-49              B KG                                          B B           C AC                                              .......... K  E...............KAVYLVD................QLTADNK

lcl|Glyma.20G085200_10-49              B KG                                          B B           C AC                                              .......... K  E...............KAVYLVD................QLTADNK

lcl|Glyma.04G046200_109-164            B KG                                          B B              C                                              ...........AG Q...............KTVYPTE................KVTVNGT

lcl|Glyma.06G047000_109-164            B KG                                          B B              C                                              ...........AG Q...............KTVYPTE................KVTVNGT

lcl|Glyma.17G234700_109-164            B KG                                          B B              C                                              ...........AG Q...............KTVYPTE................KVTVNGT

lcl|Glyma.10G256600_111-167            B KG                                          B B              C                                              ...........VC N...............KTVYPTE................RVTVNGT

lcl|Glyma.06G185000_110-162            B KG                                          B B           C AC                                              .......... V  K...............KTVYPIE................KVAVDGT

lcl|Glyma.17G092600_110-166            B KG                                          B B              C                                              ...........VG K...............KTVYPIE................KVAVDGK

lcl|Glyma.11G226400_108-164            B KG                                          B B              C                                              ...........AT G...............KTAYPLE................KVTVEGQ

lcl|Glyma.14G062700_108-164            B KG                                          B B              C                                              ...........AT G...............KTAYPLE................KVTVEGQ

lcl|Glyma.14G112700_1508-1555           B KG                                          B B           C VC                                          C R .......... C  RSSSN...........DKINYLL..................E S C

lcl|Glyma.13G253900_326-371            B KG                                          B B           C V                                           C H .........V P SRD..............QGSEENP..............PMLLP L V

lcl|Glyma.13G273500_171-204            C JH                                          C C             L                                           C H ...........E AEP.............VRSME...................... R I



 k ii      iiiii     i i                                    .    ......     ..... .                 T...TT              Human_c-Cbl                  
20                    30                                     X                     X                                    

Human_c-Cbl                             DF                          DF    DF                        CL                          CP    C              .MCTS......  TSW.....Q.ESEGQG..........  ...F ..............

consensus                               KG                          KG    KG                        CI                          CP    C              TFCRS......  RKWL....ESG............NNT  ...I ..............

lcl|Glyma.09G103000_21-70               KG                          KG    KG                        C                           CP    CK             .VCRA...... YEYERKD................GNQS  ...Q  TRY..........

lcl|Glyma.15G275000_20-69               KG                          KG    KG                        C                           CP    CK             .VCRA...... YEYERKD................GNQS  ...Q  TRY..........

lcl|Glyma.04G067900_40-89               KG                          KG    KG                        C                           CP    CK             .VCRP...... YEYERKD................GNQS  ...Q  TRY..........

lcl|Glyma.06G069600_30-98               KG                          KG    KG                        C                           CP    CK             .VCRP...... YEYERKD................GNQS  ...Q  TRYKRHRGSPRV.

lcl|Glyma.13G202500_20-69               KG                          KG    KG                        C                           CP    CK             .VCRP...... YEYERKD................GNQS  ...Q  TRY..........

lcl|Glyma.02G080900_38-87               KG                          KG    KG                        C                           CP    CK             .VCRP...... YEYERRE................GNQV  ...Q  TRY..........

lcl|Glyma.16G165900_30-96               KG                          KG    KG                        C                           CP    CK             .VCRP...... YEYERRE................GNQV  ...Q  TRYKRIKGSPRV.

lcl|Glyma.05G187300_39-88               KG                          KG    KG                        C                           CP    C              .VCRP...... YEYERRE................GIQA  ...Q NTRY..........

lcl|Glyma.08G145600_39-88               KG                          KG    KG                        C                           CP    CK             .VCRP...... YEYERRE................GNQA  ...Q  TRY..........

lcl|Glyma.10G223500_41-90               KG                          KG    KG                        C                           CP    CK             .VCRP...... YEYERRE................GNKI  ...Q  TIY..........

lcl|Glyma.02G205800_37-86               KG                          KG    KG                        C                           CP    CK             .ACRP...... YEYERRE................GRQV  ...Q  TRY..........

lcl|Glyma.17G072200_27-95               KG                          KG    KG                        C                           CP    CK             .ACRP...... YEYERRE................GRQV  ...Q  TRYKRLKGSPRV.

lcl|Glyma.04G153700_37-86               KG                          KG    KG                        C                           CP    CK             .VCRP...... YEYERRE................GSQL  ...Q  TRY..........

lcl|Glyma.06G225500_37-86               KG                          KG    KG                        C                           CP    CK             .VCRP...... YEYERRE................GSHL  ...Q  TRY..........

lcl|Glyma.04G142700_37-86               KG                          KG    KG                        C                           CP    CH             .VCRP...... YEYERRE................GTQV  ...Q  TRY..........

lcl|Glyma.06G225400_46-117              KG                          KG    KG                        C                           CP    CH             .VCRP...... YEYERRE................GTQV  ...Q  TRYKRTKGSPRVL

lcl|Glyma.06G316800_40-89               KG                          KG    KG                        C                           CP    CK             .VCKS...... YEYERRE................GNQV  ...Q  TRF..........

lcl|Glyma.09G051100_38-87               KG                          KG    KG                        C                           CP    C              .VCRP...... YEYERSE................GNQS  ...Q NTRY..........

lcl|Glyma.15G157100_38-87               KG                          KG    KG                        C                           CP    C              .VCRP...... YEYERSE................GNQS  ...Q NTRY..........

lcl|Glyma.08G088400_32-81               KG                          KG    KG                        C                           CP    C              .VCRP...... YEYERSE................GNHC  ...Q NTRY..........

lcl|Glyma.08G302500_39-88               KG                          KG    KG                        C                           CP    CK             .LCHS...... YEYELKH................MSQS  ...Q  TAF..........

lcl|Glyma.18G117100_39-88               KG                          KG    KG                        C                           CP    CK             .LCHS...... YEYELKN................VSQS  ...Q  TTF..........

lcl|Glyma.04G063800_9-58                KG                          KG    KG                        C                           C     C              .ICKA...... FEYEINE................GRKV L...R ATPY..........

lcl|Glyma.06G065000_6-58                KG                          KG    KG                        C                           C     C              .ICKA...... FEYEINE................GRKV L...R ATPY..........

lcl|Glyma.05G160000_385-436             KG                          KG    KG                        C                           C     C              .ICKD...... FEHEINE................DHRV M...R GTP...........

lcl|Glyma.08G117500_6-58                KG                          KG    KG                        C                           C     C              .ICKD...... FEHEINE................DHRV M...R GTPY..........

lcl|Glyma.12G017600_131-178             KG                          KG    KG                        C                           CP    CK             .ICRD...... YKDAAKA................GDGI  ...G  EPY..........

lcl|Glyma.02G090900_13-60               KG                          KG    KG                        CV                          C     C              LKYAHKK....  QRWCNEKG...............DTI E...I Q.............

lcl|Glyma.18G292200_14-61               KG                          KG    KG                        CV                          C     C              LKYAHKK....  QRWCNEKG...............DTI E...I Q.............

lcl|Glyma.18G242400_64-112              KG                          KG    KG                        CI                          C     CR             VKYVHKR....  DQWYNSKGR..............MIL E...I  .............

lcl|Glyma.02G103800_77-125              KG                          KG    KG                        CL                          C     CK             IKFVHQD....  LQWLNHSN...............ARQ E...V  .............

lcl|Glyma.07G215200_80-128              KG                          KG    KG                        CL                          C     CK             IKFVHQD....  LQWLNHSN...............ARQ E...V  .............

lcl|Glyma.13G372600_71-120              KG                          KG    KG                        CL                          C     CR             QKYVHRS....  DNWRSTKEGF............AFSH T...E  .............

lcl|Glyma.15G001100_69-118              KG                          KG    KG                        CL                          C     CR             QKYVHRS....  DNWRSTKEGF............AFSH T...E  .............

lcl|Glyma.11G236400_33-82               KG                          KG    KG                        CL                          C     CK             SKYVHRE....  DHWRAIKEGF............AFAH T...T  .............

lcl|Glyma.18G020800_33-82               KG                          KG    KG                        CL                          C     CK             SKYVHRE....  DHWRAIKEGF............AFAH T...T  .............

lcl|Glyma.05G182200_29-78               KG                          KG    KG                        CL                          C     CK             SKYVHRE....  DHWRAVKEGF............AFAH T...T  .............

lcl|Glyma.05G010700_54-89               KG                          KG    KG                        CL                                               QQFVHRS....  DHW............................................

lcl|Glyma.17G118400_55-107              KG                          KG    KG                        CL                          C     CK             QQFVHRS....  DHWRSVKEGF............AFSH T...T  .............

lcl|Glyma.02G310000_267-316             KG                          KG    KG                        CA                          C     CK             LALAHQE....  VKWFSIKGN...............RT D...V  .............

lcl|Glyma.14G002700_268-317             KG                          KG    KG                        CA                          C     CK             LALAHQE....  VKWFSIKGN...............RT D...V  .............

lcl|Glyma.03G180200_231-280             KG                          KG    KG                        CA                          C     CK             LALAHQE....  VKWFSIKGN...............RT D...V  .............

lcl|Glyma.19G180900_243-292             KG                          KG    KG                        CA                          C     CK             LALAHQE....  VKWFSIKGN...............RT D...V  .............

lcl|Glyma.13G005300_253-302             KG                          KG    KG                        CA                          C     CK             LALAHQD....  VKWFSIKGN...............KT D...V  .............

lcl|Glyma.20G064600_253-302             KG                          KG    KG                        CA                          C     CK             LALAHQD....  VKWFSIKGN...............KT D...V  .............

lcl|Glyma.11G147100_266-315             KG                          KG    KG                        CA                          C     CK             LALAHQE....  IKWFSIKGN...............KT D...V  .............

lcl|Glyma.12G068000_266-315             KG                          KG    KG                        CA                          C     CK             LALAHQE....  IKWFSIKGN...............KT D...V  .............

lcl|Glyma.12G173300_234-283             KG                          KG    KG                        CA                          C     CK             LALAHQE....  IKWFSIKGN...............KT D...V  .............

lcl|Glyma.13G326500_259-308             KG                          KG    KG                        CA                          C     CK             LALAHQE....  IKWFSIKGN...............KT D...V  .............

lcl|Glyma.10G051800_240-289             KG                          KG    KG                        CA                          C     CK             LSLAHRG....  VKWFTIKGN...............RT D...V  .............

lcl|Glyma.13G139200_260-309             KG                          KG    KG                        CV                          C     CK             LSLAHRE....  VKWFTIKGN...............RT D...V  .............

lcl|Glyma.13G213600_217-265             KG                          KG    KG                        CL                          C     CR             LRLVHEE....  VKWFSTKGD...............KK D...V  .............

lcl|Glyma.15G099100_214-262             KG                          KG    KG                        CL                          C     CR             LRLVHEE....  IKWFSTKGD...............KE D...V  .............

lcl|Glyma.01G107700_99-151              KG                          KG    KG                        CA                          C     C              LGAAHKN....  EAWFKIKGN...............RT E...I ..............

lcl|Glyma.U027600_104-157               KG                          KG    KG                        CA                          C     C              LGAAHKN....  EAWFKIKGN...............RT E...I ..............

lcl|Glyma.07G142300_108-159             KG                          KG    KG                        CA                          C     C              LAAAHKH....  EAWFKIKGN...............RT E...I ..............

lcl|Glyma.02G253000_84-135              KG                          KG    KG                        CA                          C     C              LAAAHKQ....  EAWFKIKGN...............KT E...I ..............

lcl|Glyma.14G063500_84-135              KG                          KG    KG                        CA                          C     C              LAAAHKQ....  EVWFKIKGN...............KT E...I ..............

lcl|Glyma.13G227900_172-233             KG                          KG    KG                        CA                          C     C              LGIAHAH....  EAWFKLKGN...............RS E...I ..............

lcl|Glyma.15G084600_183-244             KG                          KG    KG                        CA                          C     C              LGIAHVH....  EAWFKLKGN...............RL E...I ..............

lcl|Glyma.04G063700_161-222             KG                          KG    KG                        CA                          C     C              LGIAHGH....  EAWFKLKGN...............RL E...I ..............

lcl|Glyma.06G064900_158-219             KG                          KG    KG                        CA                          C     C              PGIAHVH....  LAWFKLKGN...............ML E...I ..............

lcl|Glyma.05G159600_181-243             KG                          KG    KG                        CA                          C     C              LGIVHSH....  EAWFKLKGN...............RL E...I ..............

lcl|Glyma.04G084500_138-184             KG                          KG    KG                        CL                          C     CR             ...IHEE....  MKWKRTKGR..............SAS V...I  .............

lcl|Glyma.06G086100_152-198             KG                          KG    KG                        CL                          C     CR             ...IHEE....  IKWKRTKGR..............SAS V...I  .............

lcl|Glyma.02G232900_1829-1880            KG                          KG    KG                        CL                          CP    C              ...FHSA....  YKWFSTSHK..............S.S  ...L QSPF..........

lcl|Glyma.01G095300_99-145              KG                          KG    KG                        CI                          CP    CR             .FHQD......  DLWLR.................SHKT  ...V  RDL..........

lcl|Glyma.08G270800_99-145              KG                          KG    KG                        CI                          CP    CR             .FHQD......  DLWLR.................SHKT  ...V  RHL..........

lcl|Glyma.01G017200_110-156             KG                          KG    KG                        CI                          CP    CR             .FHQE......  DLWLR.................SHKT  ...V  TDL..........

lcl|Glyma.02G210700_138-184             KG                          KG    KG                        CI                          CP    CR             .FHPD......  DAWLV.................NHST  ...V  ANL..........

lcl|Glyma.14G178400_137-183             KG                          KG    KG                        CI                          CP    CR             .FHSD......  DAWLA.................NHST  ...V  ANL..........

lcl|Glyma.04G098100_128-174             KG                          KG    KG                        CI                          CP    CR             .FHSD......  DAWLA.................NHST  ...V  ANL..........

lcl|Glyma.06G099800_131-177             KG                          KG    KG                        CI                          CP    CR             .FHSE......  DAWLA.................NHST  ...V  ANL..........

lcl|Glyma.10G156500_116-162             KG                          KG    KG                        CI                          CP    CR             .FHPE......  DEWLA.................SHTT  ...V  ANL..........

lcl|Glyma.20G231900_117-163             KG                          KG    KG                        CI                          CP    CR             .FHPE......  DEWLA.................SHTT  ...V  ANL..........

lcl|Glyma.19G236800_118-164             KG                          KG    KG                        CI                          CP    CR             .FHPE......  DEWLG.................SHTT  ...V  ANL..........

lcl|Glyma.03G239900_110-156             KG                          KG    KG                        CI                          CP    CR             .FHPE......  DEWLS.................SHTT  ...V  ANL..........

lcl|Glyma.09G140700_126-172             KG                          KG    KG                        CI                          CP    CR             .FHPH......  DSWLA.................CHVT  ...V  ANL..........

lcl|Glyma.16G194600_116-162             KG                          KG    KG                        CI                          CP    CR             .FHPH......  DSWLT.................SHVT  ...V  ANL..........

lcl|Glyma.09G140800_108-154             KG                          KG    KG                        CI                          CP    CR             .FHAH......  DAWLA.................AHVT  ...V  GEV..........

lcl|Glyma.11G242800_110-156             KG                          KG    KG                        CI                          CP    CR             .FHQH......  DTWLP.................SRMT  ...I  QKL..........

lcl|Glyma.14G037000_80-126              KG                          KG    KG                        CI                          CP    CR             .FHQH......  DAWLP.................SHMN  ...I  QKV..........

lcl|Glyma.06G118400_62-106              KG                          KG    KG                        CI                          CP    C              .FQQH......  DVWSS.................SHIN  ...I QR............

lcl|Glyma.01G017300_141-187             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DTWLK.................SHSS  ...L  ASI..........

lcl|Glyma.09G205600_131-177             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DTWLK.................SHSS  ...L  ASI..........

lcl|Glyma.01G095600_140-186             KG                          KG    KG                        CI                          CP    CR             .FHAP......  DTWLK.................SHSS  ...L  AGI..........

lcl|Glyma.08G271100_141-187             KG                          KG    KG                        CI                          CP    CR             .FHAP......  DTWLK.................SHSS  ...L  AGI..........

lcl|Glyma.04G128100_143-189             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DTWLK.................SHAT  ...L  ASV..........

lcl|Glyma.06G310600_135-181             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DTWLK.................SHAT  ...L  SSV..........

lcl|Glyma.02G210400_152-198             KG                          KG    KG                        CI                          CP    CR             .FHVP......  DTWLR.................SHTN  ...L  AGI..........

lcl|Glyma.14G177900_153-199             KG                          KG    KG                        CI                          CP    CR             .FHVP......  DTWLR.................SHTN  ...L  AGI..........

lcl|Glyma.08G070100_155-204             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DTWLR.................SHTN  ...M  API..........

lcl|Glyma.13G042300_156-201             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DTWLR.................SHTN  ...M  API..........

lcl|Glyma.08G177000_180-226             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DTWLR.................SHTN  ...M  API..........

lcl|Glyma.15G056000_166-212             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DTWLR.................SHTN  ...M  API..........

lcl|Glyma.05G175400_149-200             KG                          KG    KG                        CI                          CP    CR             .FHIP......  DTWLR.................SHKN  ...L  APVLR........

lcl|Glyma.18G014500_194-240             KG                          KG    KG                        CI                          CP    CR             .FHIS......  DTWLR.................SHKS  ...L  API..........

lcl|Glyma.18G014600_153-202             KG                          KG    KG                        CI                          CP    CR             .FHIP......  DTWLR.................SHKS  ...L  API..........

lcl|Glyma.11G242500_156-205             KG                          KG    KG                        CV                          CP    CR             .FHVP......  DTWLR.................SHKT  ...L  API..........

lcl|Glyma.11G122400_135-179             KG                          KG    KG                        CI                          CP    CR             .FHVD......  DAWLR.................SHAN  ...L  .............

lcl|Glyma.12G047300_133-176             KG                          KG    KG                        CI                          CP    CR             .FHVD......  DAWLR.................SHAN  ...L  A............
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lcl|Glyma.01G032200_147-191             KG                          KG    KG                        CI                          CP    CR             .FHIE......  DTWLL.................SNST  ...L  .............

lcl|Glyma.02G033200_149-193             KG                          KG    KG                        CI                          CP    CR             .FHIE......  DTWLL.................SNST  ...L  .............

lcl|Glyma.13G071600_172-216             KG                          KG    KG                        CI                          CP    CR             .FHIS......  DTWLL.................SNST  ...L  .............

lcl|Glyma.19G011200_168-212             KG                          KG    KG                        CI                          CP    CR             .FHIS......  DTWLL.................SNST  ...L  .............

lcl|Glyma.08G289200_148-194             KG                          KG    KG                        CI                          CP    CR             .FHID......  DTWLL.................SNST  ...L  GSL..........

lcl|Glyma.18G135300_149-195             KG                          KG    KG                        CI                          CP    CR             .FHID......  DTWLL.................SNST  ...L  GSL..........

lcl|Glyma.05G035800_139-185             KG                          KG    KG                        CL                          CP    CR             .FHMN......  DMWLL.................SNST  ...L  ASL..........

lcl|Glyma.17G091600_134-180             KG                          KG    KG                        CL                          CP    CR             .FHMN......  DTWLL.................SNST  ...L  ASL..........

lcl|Glyma.13G092000_129-175             KG                          KG    KG                        CI                          CP    CR             .FHME......  DTWLL.................SHST  ...L  ATL..........

lcl|Glyma.17G068300_125-171             KG                          KG    KG                        CI                          CP    CR             .FHME......  DTWLL.................SHST  ...L  ASL..........

lcl|Glyma.03G103800_137-183             KG                          KG    KG                        CI                          CP    CR             .FHAE......  DTWLQ.................SNLS  ...L  SAI..........

lcl|Glyma.07G120300_138-184             KG                          KG    KG                        CI                          CP    CR             .FHAE......  DTWLQ.................SNLS  ...L  STI..........

lcl|Glyma.15G183300_121-167             KG                          KG    KG                        CI                          CP    CR             .FHAE......  DTWLR.................SKLT  ...L  STV..........

lcl|Glyma.01G146500_110-156             KG                          KG    KG                        CI                          CP    CR             .FHID......  DHWLE.................KHSS  ...I  .............

lcl|Glyma.09G194100_115-161             KG                          KG    KG                        CI                          CP    CR             .FHID......  DHWLE.................KHST  ...I  .............

lcl|Glyma.04G083400_113-140             KG                          KG    KG                                                    CP    CR             ...................................NHST  ...L  .............

lcl|Glyma.06G084800_126-176             KG                          KG    KG                        CI                          CP    CR             .FHMN......  DKWFE.................SHST  ...L  RRVE.........

lcl|Glyma.14G146700_132-182             KG                          KG    KG                        CI                          CP    CR             .FHMN......  DKWLE.................SHSS  ...L  NSID.........

lcl|Glyma.02G106400_97-139              KG                          KG    KG                        CV                          CP    C              .FHVE......  DSWLD.................VHSM  ...L ..............

lcl|Glyma.04G091400_117-163             KG                          KG    KG                        CV                          CP    CR             .FHVE......  DTWLD.................AHST  ...L  YRV..........

lcl|Glyma.03G215500_93-139              KG                          KG    KG                        CI                          CP    CR             .FHAH......  DTWFG.................SHSK  ...L  TPV..........

lcl|Glyma.19G212000_90-136              KG                          KG    KG                        CI                          CP    CR             .FHAH......  DTWIG.................SHST  ...L  TPV..........

lcl|Glyma.02G016800_86-132              KG                          KG    KG                        CV                          CP    CR             .FHAH......  DIWFH.................SHSN  ...L  TPV..........

lcl|Glyma.07G046400_108-154             KG                          KG    KG                        CI                          CP    CR             .FHVD......  DMWFH.................SHST  ...L  NPV..........

lcl|Glyma.16G014600_107-153             KG                          KG    KG                        CI                          CP    CR             .FHVD......  DMWFH.................SHST  ...L  NPV..........

lcl|Glyma.03G263000_99-148              KG                          KG    KG                        CI                          CP    CR             .FHVA......  DMWFQ.................SHST  ...L  NPV..........

lcl|Glyma.07G245400_93-139              KG                          KG    KG                        CI                          CP    CR             .FHTE......  DVWFQ.................SHAT  ...L  ETV..........

lcl|Glyma.17G028400_95-141              KG                          KG    KG                        CI                          CP    CR             .FHTE......  DMWFQ.................SHAT  ...L  EPV..........

lcl|Glyma.09G042400_118-164             KG                          KG    KG                        CI                          CP    CR             .FHIE......  DMWFH.................SHDT  ...L  APV..........

lcl|Glyma.13G332800_88-134              KG                          KG    KG                        CI                          CP    CR             .FHAS......  DTWFR.................SHSN  ...L  AYV..........

lcl|Glyma.06G284600_119-165             KG                          KG    KG                        CI                          CP    CR             .FHVD......  DTWLD.................SHST  ...L  AEV..........

lcl|Glyma.12G121400_124-171             KG                          KG    KG                        CI                          CP    CR             .FHVD......  DKWLG.................SHST  ...I  AEVK.........

lcl|Glyma.12G208600_102-147             KG                          KG    KG                        CI                          CP    CR             .FHVS......  DTWLS.................SHST  ...I  TK...........

lcl|Glyma.13G292600_94-142              KG                          KG    KG                        CI                          CP    CR             .FHVG......  DTWLA.................SHST  ...I  TK...........

lcl|Glyma.09G214600_99-144              KG                          KG    KG                        CI                          CP    CR             .FHVA......  DMWLS.................SHSS  ...I  SS...........

lcl|Glyma.16G075300_86-130              KG                          KG    KG                        CI                          CP    CR             .FHVA......  DAWLY.................SHSN  ...V  .............

lcl|Glyma.13G108500_112-158             KG                          KG    KG                        CI                          CP    CR             .FHAP......  DMWLY.................SHFD  ...I  TPV..........

lcl|Glyma.17G050900_108-154             KG                          KG    KG                        CI                          CP    CR             .FHAP......  DMWLY.................SHLD  ...I  TPV..........

lcl|Glyma.18G176200_157-203             KG                          KG    KG                        CI                          CP    CR             .FHAS......  DLWLS.................NHSN  ...I  ATI..........

lcl|Glyma.02G228800_114-163             KG                          KG    KG                        CI                          CP    CR             .FHME......  DMWLS.................SHCN  ...I  API..........

lcl|Glyma.01G157400_104-150             KG                          KG    KG                        CI                          CP    CR             .FHVP......  DTWLG.................SHSS  ...S  QIL..........

lcl|Glyma.11G087600_104-150             KG                          KG    KG                        CI                          CP    CR             .FHVP......  DTWLG.................SHSS  ...S  QVL..........

lcl|Glyma.04G015200_96-142              KG                          KG    KG                        CI                          CP    CR             .FHVS......  DAWLR.................SHSS  ...S  QIL..........

lcl|Glyma.06G015200_96-142              KG                          KG    KG                        CI                          CP    CR             .FHVS......  DAWLR.................SHSS  ...S  QIL..........

lcl|Glyma.09G196700_100-146             KG                          KG    KG                        CV                          CP    CR             .FHVA......  DTWLA.................SHSS  ...S  APF..........

lcl|Glyma.16G112200_99-145              KG                          KG    KG                        CV                          CP    CR             .FHVA......  DTWLA.................SHSS  ...S  APF..........

lcl|Glyma.04G215600_139-185             KG                          KG    KG                        CI                          CP    CR             .FHVR......  DKWLS.................SHSS  ...K  QCL..........

lcl|Glyma.06G150400_141-187             KG                          KG    KG                        CI                          CP    CR             .FHIR......  DKWLS.................SHSS  ...K  QCL..........

lcl|Glyma.05G188900_144-190             KG                          KG    KG                        CI                          CP    CR             .FHVC......  DKWLS.................SHSS  ...K  QCL..........

lcl|Glyma.08G146600_143-189             KG                          KG    KG                        CI                          CP    CR             .FHVR......  DKWLS.................SHSS  ...K  QCL..........

lcl|Glyma.09G275300_113-159             KG                          KG    KG                        CI                          CP    CR             .FHVR......  DTWLL.................SHSS  ...N  HSL..........

lcl|Glyma.18G214200_108-154             KG                          KG    KG                        CI                          CP    CR             .FHVR......  DTWLL.................SHSS  ...N  HSL..........

lcl|Glyma.07G173600_79-113              KG                          KG    KG                        CI                          CP    CR             .FHVR......  NMWLL.................SHSS  ...N  HSL..........

lcl|Glyma.06G143100_111-157             KG                          KG    KG                        CI                          CP    CR             .FHVR......  DTWLL.................SHSS  ...N  QSL..........

lcl|Glyma.08G088100_109-152             KG                          KG    KG                        CI                          CP    CR             .FHVV......  DKWLL.................SHSS  ...T  H............

lcl|Glyma.15G157400_108-152             KG                          KG    KG                        CI                          CP    CR             .FHVD......  DKWLL.................SHSS  ...T  .............

lcl|Glyma.04G182100_194-239             KG                          KG    KG                        CI                          CP    CR             .FHVE......  DEWLR.................LNVN  ...R  CSV..........

lcl|Glyma.06G183300_233-278             KG                          KG    KG                        CI                          CP    CR             .FHVE......  DEWLR.................LNVN  ...R  CSV..........

lcl|Glyma.05G037000_234-279             KG                          KG    KG                        CI                          CP    CR             .FHVE......  DEWLR.................LNVK  ...R  CSV..........

lcl|Glyma.17G090200_234-279             KG                          KG    KG                        CI                          CP    CR             .FHVE......  DEWLR.................LNVK  ...R  CSV..........

lcl|Glyma.11G191800_129-174             KG                          KG    KG                        CI                          CP    CR             .FHPH......  DTWLD.................KQVT  ...V  CS...........

lcl|Glyma.01G151700_511-557             KG                          KG    KG                        CV                          CP    CR             .FHTT......  DKWLKE................IHRV  ...L  GDI..........

lcl|Glyma.09G216900_511-557             KG                          KG    KG                        CV                          CP    CR             .FHTT......  DKWLKE................IHRV  ...L  GDI..........

lcl|Glyma.16G076000_519-565             KG                          KG    KG                        CI                          CP    CR             .FHRT......  DKWLKE................IHRV  ...L  RDI..........

lcl|Glyma.16G107700_522-568             KG                          KG    KG                        CI                          CP    CR             .FHRT......  DKWLKE................IHRV  ...L  GDI..........

lcl|Glyma.13G165500_478-524             KG                          KG    KG                        CV                          CP    CR             .YHMS......  DKWLKE................IHGV  ...L  GNV..........

lcl|Glyma.17G105500_479-525             KG                          KG    KG                        CV                          CP    CR             .YHMS......  DKWLKE................IHGV  ...L  GNV..........

lcl|Glyma.01G217300_329-374             KG                          KG    KG                        CV                          CP    CK             .FHCV......  DKWLY.................INAT  ...L  YNI..........

lcl|Glyma.11G026000_332-377             KG                          KG    KG                        CV                          CP    CK             .FHCV......  DKWLY.................INAT  ...L  YNI..........

lcl|Glyma.05G048800_325-370             KG                          KG    KG                        CV                          CP    CK             .FHCA......  DKWLH.................INAT  ...L  YNI..........

lcl|Glyma.17G130700_323-368             KG                          KG    KG                        CV                          CP    CK             .FHCA......  DKWLH.................INAT  ...L  YNI..........

lcl|Glyma.09G265600_314-359             KG                          KG    KG                        CI                          CP    CK             .FHCT......  DKWLL.................INAT  ...L  FNI..........

lcl|Glyma.18G225500_320-365             KG                          KG    KG                        CI                          CP    CK             .FHCT......  DKWLL.................INAT  ...L  FNI..........

lcl|Glyma.02G085200_305-350             KG                          KG    KG                        CI                          CP    CK             .FHSS......  VKWLK.................MNAT  ...L  YNI..........

lcl|Glyma.07G170200_304-349             KG                          KG    KG                        CI                          CP    CK             .FHSS......  VKWLK.................MNAT  ...L  YNI..........

lcl|Glyma.05G238900_292-337             KG                          KG    KG                        CI                          CP    CK             .FHST......  VKWLK.................MNAT  ...L  YNI..........

lcl|Glyma.08G046000_293-338             KG                          KG    KG                        CI                          CP    CK             .FHST......  VKWLK.................MNAT  ...L  YNI..........

lcl|Glyma.03G120200_273-318             KG                          KG    KG                        CI                          CP    CK             .FHCE......  GRWLQ.................TKAT  ...L  FNI..........

lcl|Glyma.19G124800_275-320             KG                          KG    KG                        CI                          CP    CK             .FHCG......  SRWLR.................TKAT  ...L  FNI..........

lcl|Glyma.02G302400_289-335             KG                          KG    KG                        CV                          CP    CK             .FHLK......  DQWLK.................IISC  ...I  Q............

lcl|Glyma.14G011800_289-335             KG                          KG    KG                        CV                          CP    CK             .FHLK......  DQWLK.................ITSC  ...L  Q............

lcl|Glyma.08G332300_279-325             KG                          KG    KG                        CV                          CP    CK             .FHLK......  DQWLR.................IISC  ...L  Q............

lcl|Glyma.18G074600_278-324             KG                          KG    KG                        CV                          CP    CK             .FHLK......  DQWLR.................IISC  ...L  Q............

lcl|Glyma.13G361000_365-409             KG                          KG    KG                        CV                          CP    CK             .FHVE......  DKWLK.................INAT  ...L  NEV..........

lcl|Glyma.15G012900_392-436             KG                          KG    KG                        CV                          CP    CK             .FHVM......  DKWLK.................INAT  ...L  NEV..........

lcl|Glyma.14G129100_343-387             KG                          KG    KG                        CV                          CP    CK             .FHKD......  DKWLK.................INAL  ...L  SDV..........

lcl|Glyma.17G203800_375-419             KG                          KG    KG                        CV                          CP    CK             .FHKD......  DKWLK.................INAL  ...L  SDV..........

lcl|Glyma.01G162900_187-232             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DKWLFR.................HGS  ...L  RDL..........

lcl|Glyma.11G080500_187-232             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DKWLFR.................HGS  ...L  RDL..........

lcl|Glyma.02G044300_186-231             KG                          KG    KG                        CI                          CP    CR             .FHLP......  DKWLIK.................HGS  ...L  RDL..........

lcl|Glyma.04G143800_84-127              KG                          KG    KG                        CI                          CP    CK             .FHLV......  DKWLVQ.................QGS  ...M  .............

lcl|Glyma.08G316400_182-225             KG                          KG    KG                        CI                          CP    CR             .FHSV......  DKWLVQ.................QGS  ...M  .............

lcl|Glyma.18G096600_201-244             KG                          KG    KG                        CI                          CP    CR             .FHLV......  DKWLVQ.................RRS  ...M  .............

lcl|Glyma.02G291200_187-233             KG                          KG    KG                        CI                          CP    CR             .FHLE......  DKWLVQ.................QGS  ...M  TYV..........

lcl|Glyma.05G025200_170-216             KG                          KG    KG                        CV                          CP    CR             .FHLI......  DKWLVK.................NDS  ...V  QNV..........

lcl|Glyma.17G101800_167-213             KG                          KG    KG                        CV                          CP    CR             .FHLI......  DKWLVK.................NDS  ...V  QNV..........

lcl|Glyma.10G124600_688-735             KG                          KG    KG                        CI                          CP    CK             .FHKD......  DPWLQR.................KTS  ...V  SSIT.........

lcl|Glyma.20G076700_718-765             KG                          KG    KG                        CI                          CP    CK             .FHKD......  DPWLQR.................KAS  ...V  SSIT.........

lcl|Glyma.10G217500_232-277             KG                          KG    KG                        CV                          CP    CK             .FHAA......  DSWLTS................WRTF  ...V  RD...........

lcl|Glyma.20G174500_247-292             KG                          KG    KG                        CV                          CP    CK             .FHAA......  DSWLTS................WRTF  ...V  RD...........

lcl|Glyma.11G137400_208-259             KG                          KG    KG                        CI                          CP    CK             .FHAN......  DPWLRQ.................QGT  ...V  LRIGSV.......

lcl|Glyma.12G060800_236-287             KG                          KG    KG                        CI                          CP    CK             .FHAN......  DPWLRQ.................QGT  ...V  LRIGSV.......

lcl|Glyma.11G220200_212-254             KG                          KG    KG                        CI                          CP    CK             .FHAN......  DPWLRQ.................QGT  ...V  .............



lcl|Glyma.18G037200_212-254             KG                          KG    KG                        CI                          CP    CK             .FHAN......  DPWLRQ.................QGT  ...V  .............

lcl|Glyma.02G194400_103-147             KG                          KG    KG                        CI                          CP    CR             .FHLK......  DPWLR.................LHPT  ...L  TS...........

lcl|Glyma.10G083100_103-147             KG                          KG    KG                        CI                          CP    CR             .FHLK......  DPWLR.................LHPT  ...L  TS...........

lcl|Glyma.03G203400_104-149             KG                          KG    KG                        CI                          CP    CR             .FHLK......  DPWLR.................LHPT  ...V  TS...........

lcl|Glyma.10G121100_107-150             KG                          KG    KG                        CI                          CP    CR             .FHRE......  DRWLQ.................VNLS  ...M  .............

lcl|Glyma.10G121500_113-160             KG                          KG    KG                        CI                          CP    CR             .FHRD......  DMWLQ.................LNLT  ...L  TS...........

lcl|Glyma.03G017500_84-127              KG                          KG    KG                        CI                          CP    CR             .FHLS......  DMWLR.................KQST  ...V  .............

lcl|Glyma.07G078800_84-127              KG                          KG    KG                        CI                          CP    CR             .FHLS......  DMWLR.................KQST  ...V  .............

lcl|Glyma.09G264300_89-135              KG                          KG    KG                        CI                          CP    CR             .FHLS......  DIWLR.................KQST  ...V  LPL..........

lcl|Glyma.18G227700_89-135              KG                          KG    KG                        CI                          CP    CR             .FHLS......  DIWLR.................KQST  ...V  LPL..........

lcl|Glyma.10G202500_86-132              KG                          KG    KG                        CI                          CP    CR             .FHVT......  DLWLQ.................QNST  ...V  ISL..........

lcl|Glyma.20G187900_86-132              KG                          KG    KG                        CI                          CP    CR             .FHVT......  DLWLQ.................QNST  ...V  ISL..........

lcl|Glyma.09G001600_110-156             KG                          KG    KG                        CI                          CP    CR             .FHMS......  DLWLA.................THTT  ...L  FSL..........

lcl|Glyma.05G217000_334-378             KG                          KG    KG                        CI                          CP    CR             .FHAD......  DEWLR.................LNAT  ...L  .............

lcl|Glyma.08G022900_332-375             KG                          KG    KG                        CI                          CP    CR             .YHAH......  DHWLK.................LNAT  ...L  .............

lcl|Glyma.07G056200_314-357             KG                          KG    KG                        CI                          CP    CR             .FHAD......  DEWLR.................INTT  ...V  .............

lcl|Glyma.16G025100_320-363             KG                          KG    KG                        CI                          CP    CR             .FHAD......  DEWLR.................INTT  ...V  .............

lcl|Glyma.19G255700_319-362             KG                          KG    KG                        CI                          CP    CR             .FHAE......  DEWLR.................MNST  ...V  .............

lcl|Glyma.06G127300_326-371             KG                          KG    KG                        CI                          CP    CR             .FHAQ......  DEWLP.................LNAS  ...I  TS...........

lcl|Glyma.07G062800_119-162             KG                          KG    KG                        CL                          CP    CR             .FHLC......  DPWLK.................LNGS  ...V  .............

lcl|Glyma.16G030900_115-158             KG                          KG    KG                        CL                          CP    CR             .FHLC......  DPWLK.................LNGS  ...V  .............

lcl|Glyma.09G253500_112-155             KG                          KG    KG                        CL                          CP    CR             .FHLC......  DSWLK.................LNGS  ...V  .............

lcl|Glyma.18G239400_89-132              KG                          KG    KG                        CL                          CP    CR             .FHLC......  DSWLK.................LNGS  ...V  .............

lcl|Glyma.09G253400_107-153             KG                          KG    KG                        CV                          CP    CR             .FHKD......  DAWLK.................VKTS  ...I  NSL..........

lcl|Glyma.02G264800_105-151             KG                          KG    KG                        CV                          CP    CR             .FHCE......  DKWLA.................NHSN  ...L  ASL..........

lcl|Glyma.14G058000_100-146             KG                          KG    KG                        CV                          CP    CR             .FHCE......  DKWLT.................NHSN  ...L  ASL..........

lcl|Glyma.11G231400_107-153             KG                          KG    KG                        CV                          CP    CR             .FHCD......  DKWLT.................HHSS  ...L  ASL..........

lcl|Glyma.18G025700_107-153             KG                          KG    KG                        CV                          CP    CR             .FHCD......  DKWLT.................HHSS  ...L  ASL..........

lcl|Glyma.11G169500_92-138              KG                          KG    KG                        CL                          CP    CR             .FHSK......  GMWLS.................AHPS  ...L  ASL..........

lcl|Glyma.18G060400_108-154             KG                          KG    KG                        CL                          CP    CR             .FHSE......  DMWLS.................GHPS  ...L  ASL..........

lcl|Glyma.01G093800_57-96               KG                          KG    KG                        CL                                 R             .FHKG......  DRWL.....................VSR...MP .............

lcl|Glyma.04G153400_57-104              KG                          KG    KG                        CL                          CP    CR             .FHKG......  DRWVGFE............NA....T  ...L  GSL..........

lcl|Glyma.04G153500_74-120              KG                          KG    KG                        CL                          CP    CR             .FHRD......  NTWVGFN............NA...TT  ...L  .............

lcl|Glyma.13G115900_83-134              KG                          KG    KG                        CI                          CP    CR             .FHRE......  ERWLEHE............HENHIPT  ...L  APL..........

lcl|Glyma.17G043900_85-135              KG                          KG    KG                        CI                          CP    CR             .FHRE......  DRWLEHE............HENHSAT  ...I  AP...........

lcl|Glyma.01G221300_81-127              KG                          KG    KG                        CL                          CP    CR             .FHRG......  DRWMGYD............QR....T  ...L  TPF..........

lcl|Glyma.11G022400_87-133              KG                          KG    KG                        CL                          CP    CR             .FHRG......  DRWMGYD............QR....T  ...L  TPF..........

lcl|Glyma.05G210000_86-133              KG                          KG    KG                        CL                          CP    CR             .FHRG......  DRWMGYD............QR....T  ...L  TAF..........

lcl|Glyma.08G016700_85-132              KG                          KG    KG                        CL                          CP    CR             .FHRG......  DRWMGYD............QR....T  ...L  MPF..........

lcl|Glyma.17G159400_72-117              KG                          KG    KG                        CL                          C     CR             .FHKR......  DHWMGYD............MR....M T...L  .............

lcl|Glyma.02G223600_99-145              KG                          KG    KG                        CL                          CP    CR             .FHKV......  EKWLDYW............NI....T  ...L  TPL..........

lcl|Glyma.14G190300_98-144              KG                          KG    KG                        CL                          CP    CR             .FHKV......  EKWLDYW............NI....T  ...L  TPL..........

lcl|Glyma.13G009100_96-142              KG                          KG    KG                        CM                          CP    CR             .FHKV......  EKWLDYW............NI....T  ...L  TSL..........

lcl|Glyma.05G182000_68-114              KG                          KG    KG                        CL                          CP    CR             .FHKD......  DQWL..Q............QYC..AT  ...L  NKV..........

lcl|Glyma.08G139700_68-114              KG                          KG    KG                        CL                          CP    CR             .FHKD......  DQWL..Q............QYC..AT  ...L  NKV..........

lcl|Glyma.11G236600_73-119              KG                          KG    KG                        CL                          CP    CR             .FHRD......  DKWL..Q............QYW..AT  ...L  KQV..........

lcl|Glyma.18G020400_70-116              KG                          KG    KG                        CL                          CP    CR             .FHRD......  DKWL..Q............QYW..AT  ...L  KQV..........

lcl|Glyma.05G218700_107-152             KG                          KG    KG                        CI                          CP    CR             .FHIS......  SNWL..Q............SN...ST  ...L  CSI..........

lcl|Glyma.08G024800_108-153             KG                          KG    KG                        CI                          CP    CR             .FHIS......  CNWL..Q............SN...ST  ...L  CSI..........

lcl|Glyma.13G002800_104-153             KG                          KG    KG                        CI                          CP    CR             .FHLE......  HHWL..Q............SN...ST  ...L  CSI..........

lcl|Glyma.20G066300_104-153             KG                          KG    KG                        CI                          CP    CR             .FHFE......  HHWL..Q............SN...ST  ...L  CSI..........

lcl|Glyma.10G007200_117-163             KG                          KG    KG                        CI                          CP    CR             .FHID......  DVWL..Q............NN...AH  ...L  RTV..........

lcl|Glyma.20G088900_139-185             KG                          KG    KG                        CI                          CP    CR             .FHID......  DVWL..Q............NN...AY  ...L  RTV..........

lcl|Glyma.10G187100_136-182             KG                          KG    KG                        CI                          CP    CR             .FHID......  DVWL..Q............SN...AN  ...L  TSI..........

lcl|Glyma.20G203400_135-181             KG                          KG    KG                        CI                          CP    CR             .FHID......  DVWL..Q............SN...AN  ...L  TTI..........

lcl|Glyma.19G163600_128-173             KG                          KG    KG                        CI                          CP    CR             .FHLH......  DIWL..Q............TN...AN  ...L  SSI..........

lcl|Glyma.11G243400_93-139              KG                          KG    KG                        CL                          CP    CR             .FHRG......  DKWFEFD............NKH..ST  ...L  S............

lcl|Glyma.18G013800_88-132              KG                          KG    KG                        CL                          CP    CR             .FHRG......  DKW..FD............NKH..TT  ...L  S............

lcl|Glyma.13G232800_104-150             KG                          KG    KG                        CV                          CP    CR             .FHVD......  DKWF...............NSN..TT  ...I  TVV..........

lcl|Glyma.13G232800_105-147             KG                          KG    KG                        CV                          CP    CR             .FHVD......  DKWF...............NSN..TT  ...I  .............

lcl|Glyma.15G079900_101-151             KG                          KG    KG                        CV                          CP    CR             .FHAD......  DKWF...............NSN..TT  ...I  TVVD.........

lcl|Glyma.04G021200_74-120              KG                          KG    KG                        CA                          CP    CR             .FHVH......  DTWLS.................KHPL  ...V  TKL..........

lcl|Glyma.06G021400_73-119              KG                          KG    KG                        CA                          CP    CR             .FHVQ......  DTWLS.................KHPI  ...V  TKL..........

lcl|Glyma.14G221800_70-116              KG                          KG    KG                        CA                          CP    CR             .FHLE......  DTWLS.................KHPL  ...L  AKL..........

lcl|Glyma.17G260700_70-116              KG                          KG    KG                        CA                          CP    CR             .FHLE......  DTWLS.................EHPL  ...L  AKL..........

lcl|Glyma.04G181300_83-127              KG                          KG    KG                        CI                          CP    CR             .FHVQ......  DSWIL.................QTPV  ...I  T............

lcl|Glyma.06G183600_83-127              KG                          KG    KG                        CI                          CP    CR             .FHVQ......  DSWIL.................QTPV  ...I  T............

lcl|Glyma.13G170300_69-114              KG                          KG    KG                        CV                          CP    CR             .FHAQ......  DTWLL.................KTPI  ...I  CN...........

lcl|Glyma.19G010400_71-116              KG                          KG    KG                        CV                          CP    CR             .FHAQ......  DAWLL.................KTPI  ...T  CN...........

lcl|Glyma.13G092100_125-170             KG                          KG    KG                        CV                          CP    CR             .FHRT......  DTWLL.................KVAA  ...T  TPV..........

lcl|Glyma.17G068200_100-145             KG                          KG    KG                        CV                          CP    CR             .FHRR......  DTWLL.................KVAA  ...T  TPV..........

lcl|Glyma.10G244900_121-165             KG                          KG    KG                        CL                          CP    CR             .YHSA......  LRWLA.................SHPH  ...Y  TPV..........

lcl|Glyma.20G149700_120-164             KG                          KG    KG                        CL                          CP    CR             .YHSA......  LPWLA.................AHPH  ...Y  TPV..........

lcl|Glyma.01G048700_113-166             KG                          KG    KG                        CI                          CP    CR             .FHVN......  EKWLGM.................HGS  ...V  YEMPVEEI.....

lcl|Glyma.02G108300_190-234             KG                          KG    KG                        CI                          CP    CR             .FHGN......  EKWLGM.................HGS  ...V  YE...........

lcl|Glyma.02G071200_226-269             KG                          KG    KG                        CI                          CP    CR             .FHGD......  VSWLKL.................HGS  ...V  .............

lcl|Glyma.16G152400_225-267             KG                          KG    KG                        CI                          CP    CR             .FHGD......  VSWLKL.................HGS  ...V  .............

lcl|Glyma.18G000200_236-278             KG                          KG    KG                        CI                          CP    CR             .FHSG......  LPWLEL.................HSS  ...V  .............

lcl|Glyma.02G161600_186-230             KG                          KG    KG                        CI                          CP    CR             .YHSD......  VPWLVQ.................HNS  ...V  QEL..........

lcl|Glyma.10G101400_186-230             KG                          KG    KG                        CI                          CP    CR             .YHSD......  VPWLVQ.................HNS  ...V  QEL..........

lcl|Glyma.02G276700_252-296             KG                          KG    KG                        CI                          CP    CR             .YHSD......  VPWLVQ.................HNS  ...V  VEL..........

lcl|Glyma.14G039000_202-246             KG                          KG    KG                        CI                          CP    CR             .YHSD......  VPWLVQ.................HNS  ...V  VEL..........

lcl|Glyma.13G072800_206-250             KG                          KG    KG                        CI                          CP    CR             .YHSD......  VPWLVL.................HNS  ...V  VEL..........

lcl|Glyma.13G072900_126-169             KG                          KG    KG                        CI                          CP    CR             .YHSD......  VPWLVH.................HNS  ...V  .............

lcl|Glyma.04G251600_220-265             KG                          KG    KG                        CI                          CP    CR             .YHSD......  VPWLRL.................HNS  ...V  HEV..........

lcl|Glyma.08G185400_202-246             KG                          KG    KG                        CI                          CP    CR             .YHSD......  IPWLRM.................HNT  ...V  YEL..........

lcl|Glyma.15G047300_199-243             KG                          KG    KG                        CI                          CP    CR             .YHSD......  IPWLRM.................HNT  ...V  YEL..........

lcl|Glyma.09G165200_203-248             KG                          KG    KG                        CI                          CP    CR             .YHAD......  LPWLEL.................HNS  ...V  YEL..........

lcl|Glyma.16G213500_202-247             KG                          KG    KG                        CI                          CP    CR             .YHAD......  LPWLEL.................HNS  ...V  YEL..........

lcl|Glyma.10G285300_179-224             KG                          KG    KG                        CL                          CP    CR             .YHGD......  IPWLRL.................HNS  ...V  YEL..........

lcl|Glyma.20G103700_178-223             KG                          KG    KG                        CL                          CP    CR             .YHGD......  IPWLRL.................HNS  ...V  YEL..........

lcl|Glyma.02G249100_188-232             KG                          KG    KG                        CI                          CP    CR             .YHAE......  LPWLAI.................KNS  ...V  HEL..........

lcl|Glyma.14G067300_187-231             KG                          KG    KG                        CI                          CP    CR             .YHAE......  LPWLAI.................KNS  ...V  HEL..........

lcl|Glyma.11G220400_185-229             KG                          KG    KG                        CI                          CP    CR             .YHPE......  LPWLAL.................HNS  ...V  HEL..........

lcl|Glyma.18G037000_174-209             KG                          KG    KG                        CI                          CP    CR             .YHPE......  LPWLAL.................HNS  ...V  .............

lcl|Glyma.07G134600_158-202             KG                          KG    KG                        CI                          CP    CR             .YHSE......  VPWLSV.................RNS  ...V  HEV..........

lcl|Glyma.18G184200_159-203             KG                          KG    KG                        CI                          CP    CR             .YHSE......  VPWLSV.................RNS  ...V  HEV..........

lcl|Glyma.11G137300_184-228             KG                          KG    KG                        CI                          CP    CR             .YHSD......  LPWLSM.................RNS  ...V  HEL..........

lcl|Glyma.12G060700_182-226             KG                          KG    KG                        CI                          CP    CR             .YHSE......  LPWLSM.................RNS  ...V  HEL..........

lcl|Glyma.13G338400_153-197             KG                          KG    KG                        CI                          CP    CR             .YHSD......  LPWLSM.................RNS  ...V  HEL..........

lcl|Glyma.15G036100_152-197             KG                          KG    KG                        CI                          CP    CR             .YHSD......  LPWLSM.................RNS  ...V  HEL..........

lcl|Glyma.10G286700_262-306             KG                          KG    KG                        CI                          CP    CR             .YHGD......  VPWLSS.................RNS  ...V  YEL..........

lcl|Glyma.20G102400_259-303             KG                          KG    KG                        CI                          CP    CR             .YHGD......  VPWLSS.................RNS  ...V  FEL..........



lcl|Glyma.05G017500_280-324             KG                          KG    KG                        CI                          CP    CR             .YHED......  VPWLGI.................RNT  ...V  YEF..........

lcl|Glyma.09G271200_369-413             KG                          KG    KG                        CI                          CP    CR             .YHIN......  LPWLSA.................RNS  ...L  YEL..........

lcl|Glyma.18G218200_373-417             KG                          KG    KG                        CI                          CP    CR             .YHNN......  LPWLSA.................RNS  ...L  YEL..........

lcl|Glyma.08G158300_95-136              KG                          KG    KG                        CI                          CP    CR             .YHSD......  TPWLEL.................HAS  ...L  .............

lcl|Glyma.15G268100_109-150             KG                          KG    KG                        CI                          CP    CR             .YHSD......  TPWIEL.................NSS  ...L  .............

lcl|Glyma.08G034000_52-100              KG                          KG    KG                        CI                          CP    CR             .YHSN......  TLWLEH.................CNS  ...L  CHI..........

lcl|Glyma.06G272400_167-215             KG                          KG    KG                        CI                          CP    CR             .FHED......  VPWLTS.................KGQ  ...V  FVI..........

lcl|Glyma.12G131800_171-215             KG                          KG    KG                        CI                          CP    CR             .FHED......  VPWLTS.................KGQ  ...V  FVI..........

lcl|Glyma.06G274300_168-216             KG                          KG    KG                        CI                          CP    CR             .FHED......  VPWLTS.................KGQ  ...V  FVI..........

lcl|Glyma.17G213300_14-59               KG                          KG    KG                        CI                          CP    CR             .FHED......  VPWLTS.................KGQ  ...V  FLI..........

lcl|Glyma.18G103300_98-136              KG                          KG    KG                        CI                                               .FHKD......  VPWLIK.................MGNQS...................

lcl|Glyma.12G223700_140-184             KG                          KG    KG                        CI                          CP    CR             .FHSD......  DHWLQK.................KLT  ...I  .............

lcl|Glyma.13G277600_139-186             KG                          KG    KG                        CI                          CP    CR             .FHSD......  DHWLQK.................KLT  ...I  SCI..........

lcl|Glyma.12G151700_161-205             KG                          KG    KG                        CI                          CP    CR             .FHCD......  KHWLEE.................KPS  ...I  H............

lcl|Glyma.13G211100_115-163             KG                          KG    KG                        CV                          CP    CR             .FHLS......  NSWLLGG............G...KTT  ...V  KDL..........

lcl|Glyma.17G211800_21-68               KG                          KG    KG                        CI                          CP    CR             .FHSS......  NSWLLRG................KTT  ...V  KEL..........

lcl|Glyma.10G047200_194-237             KG                          KG    KG                        CI                          CP    CR             .FHWM......  LPWLGK.................RNT  ...C  .............

lcl|Glyma.13G135100_190-233             KG                          KG    KG                        CI                          CP    CR             .FHWM......  LPWLGK.................RNT  ...C  .............

lcl|Glyma.08G148600_91-141              KG                          KG    KG                        CI                          CP    CR             .FHEH......  TRWLNM.................NNT  ...L  RTI..........

lcl|Glyma.12G223800_101-147             KG                          KG    KG                        CI                          CP    CR             .FHSY......  EHWLKD.................NAT  ...V  NCL..........

lcl|Glyma.09G096300_141-186             KG                          KG    KG                        CL                          CP    CR             .FHDR......  KPWLEN.................NSY  ...C  TTI..........

lcl|Glyma.15G201800_154-199             KG                          KG    KG                        CL                          CP    CR             .FHDR......  KPWLEN.................NSH  ...C  TTI..........

lcl|Glyma.10G259300_189-234             KG                          KG    KG                        CL                          CP    CR             .FHSV......  DPWIRC.................CGD  ...Y  RCI..........

lcl|Glyma.20G131600_187-232             KG                          KG    KG                        CL                          CP    CR             .FHSV......  DPWIRC.................CGD  ...Y  RSI..........

lcl|Glyma.17G172100_265-310             KG                          KG    KG                        CI                          CP    CK             .YHRH......  RQWLLC.................RNF  ...V  RV...........

lcl|Glyma.17G172200_262-307             KG                          KG    KG                        CI                          CP    CK             .YHRH......  RQWLLC.................RNF  ...V  RV...........

lcl|Glyma.03G110700_123-171             KG                          KG    KG                        CI                                               .FHSE......  IRW....................WKWLQ...NSNK............

lcl|Glyma.10G289100_82-127              KG                          KG    KG                        CI                          CP    CR             .FHLN......  EQWILRN................QFS  ...L  .............

lcl|Glyma.20G099800_77-122              KG                          KG    KG                        CI                          CP    CR             .FHLN......  DQWILRN................QFS  ...L  .............

lcl|Glyma.16G006200_74-120              KG                          KG    KG                        CI                          CP    CR             .FHTS......  YKWLAS.................HFG  ...L  TQI..........

lcl|Glyma.10G142800_16-53               KG                          KG    KG                        CI                          CP    CR             .FHLH......  LKWVNSQ............T..SQAH  ...M  REW..........

lcl|Glyma.20G091400_16-53               KG                          KG    KG                        CI                          CP    CR             .FHLH......  LKWVNSQ............T..SQAH  ...M  REW..........

lcl|Glyma.13G265400_16-53               KG                          KG    KG                        CI                          CP    CR             .FHLH......  LKWVHSQ............T..SQAH  ...M  REW..........

lcl|Glyma.06G303600_75-104              KG                          KG    KG                        CI                          CP                   .FHFH......  SRWLKTR.................QV  ...L...............

lcl|Glyma.01G143600_200-252             KG                          KG    KG                        CI                          CP    CR             .FHHQ......  VKWLQT.................SHT  ...L  .............

lcl|Glyma.17G108900_203-255             KG                          KG    KG                        CI                          CP    CR             .FHHQ......  VKWLQT.................SHT  ...L  .............

lcl|Glyma.20G044300_97-142              KG                          KG    KG                        CI                          CP    CR             .FHLK......  VSWLQT.................SHV  ...L  YPL..........

lcl|Glyma.20G044600_112-155             KG                          KG    KG                        CI                          CP    CR             .FHHQ......  VTWLQN.................SHM  ...L  .............

lcl|Glyma.09G257100_165-208             KG                          KG    KG                        CI                          CP    C              .FHLS......  LEWME.................RSDS  ...I DQE...........

lcl|Glyma.18G235300_138-182             KG                          KG    KG                        CI                          CP    C              .FHLS......  LEWME.................RSDS  ...I DQKL..........

lcl|Glyma.08G016300_162-207             KG                          KG    KG                        CI                          CP    C              .FHLA......  LEWME.................RSET  ...V DQDL..........

lcl|Glyma.08G251300_174-216             KG                          KG    KG                        CI                          CP    C              .FHLG......  YEWME.................RSDS  ...V ..............

lcl|Glyma.18G274000_173-215             KG                          KG    KG                        CI                          CP    C              .FHLC......  YEWME.................RSDN  ...V ..............

lcl|Glyma.13G052000_177-221             KG                          KG    KG                        CI                          CP    C              .FHLG......  YEWME.................RSDN  ...V GKVL..........

lcl|Glyma.19G034700_177-219             KG                          KG    KG                        CI                          CP    C              .FHLG......  YEWME.................RSDN  ...V GK............

lcl|Glyma.13G206800_34-78               KG                          KG    KG                        CI                          CP    C              .YHLH......  IEWSQ.................RSKE  ...I WQSL..........

lcl|Glyma.15G005300_166-208             KG                          KG    KG                        CI                          CP    CR             .FHCS......  SKWAD.................SS..  ...V  .............

lcl|Glyma.01G019300_126-171             KG                          KG    KG                        CI                          CP    C              .FHFP......  ......V............KKHPIVT  ...V NTSW..........

lcl|Glyma.09G203400_19-64               KG                          KG    KG                        CI                          CP    C              .FHFP......  ......V............KKHPIVT  ...V NTSW..........

lcl|Glyma.01G097900_111-159             KG                          KG    KG                        CI                          CP    C              .FHFP......  AAH...V............KKQRLVT  ...V NANW..........

lcl|Glyma.08G273400_110-158             KG                          KG    KG                        CL                          CP    C              .FHFP......  AGH...V............KKHRMVT  ...V NANW..........

lcl|Glyma.02G218200_86-131              KG                          KG    KG                        CV                          CP    C              .FHFP......  VSV...S............HARTNV.  ...V ..............

lcl|Glyma.14G185600_109-152             KG                          KG    KG                        CV                          CP    C              .FHFP......  VS.................HAHIHV.  ...V ..............

lcl|Glyma.09G017200_92-144              KG                          KG    KG                        CI                          CP    CR             .FHFA......  SS....N............VRHGSVT  ...I  AHW..........

lcl|Glyma.15G122900_92-144              KG                          KG    KG                        CI                          CP    CR             .FHFA......  SS....N............VRHGSVT  ...I  AHW..........

lcl|Glyma.07G270000_80-128              KG                          KG    KG                        CI                          CP    CR             .FHFA......  SS....N............VRHGNVT  ...I  .............

lcl|Glyma.01G050400_262-297             KG                          KG    KG                        CL                          CP    C              .FHAE......  EQATPKT............RKSDPP.  ...V ..............

lcl|Glyma.02G109200_262-297             KG                          KG    KG                        CL                          CP    C              .FHAE......  EQTTPKT............QKSDPP.  ...V ..............

lcl|Glyma.12G235700_273-332             KG                          KG    KG                        CL                          CP    C              .YHAE......  ESLTSEV............NKYDPS.  ...V ..............

lcl|Glyma.13G201200_274-333             KG                          KG    KG                        CL                          CP    C              .YHAE......  ESLTSEV............NKYDPS.  ...V ..............

lcl|Glyma.07G049700_1718-1767            KG                          KG    KG                        C                           CP    C              .IHLQ...... EVSEIEGS............SKTSSSG  ...V ..............

lcl|Glyma.16G018400_1710-1759            KG                          KG    KG                        C                           CP    C              .IHLQ...... EVSEIEES............SKTSSSG  ...V ..............

lcl|Glyma.01G228500_290-332             KG                          KG    KG                        CL                          CP    CR             .FHVH......  RSWLER.................QHT  ...T  ALV..........

lcl|Glyma.11G011300_290-332             KG                          KG    KG                        CL                          CP    CR             .FHVH......  RSWLER.................QHT  ...T  ALV..........

lcl|Glyma.04G130500_337-383             KG                          KG    KG                        CL                          CP    CR             .FHLA......  RSWLDQG............LT.EMYT  ...T  KPL..........

lcl|Glyma.06G316600_337-383             KG                          KG    KG                        CL                          CP    CR             .FHLA......  RSWLDQG............LA.EMYT  ...T  KPL..........

lcl|Glyma.14G105900_232-269             KG                          KG    KG                        CL                           P    C              .FHPP......  KPWL.....................FY ...L ..............

lcl|Glyma.17G220500_232-277             KG                          KG    KG                        CL                          CP    CR             .FHPP......  KPWLDE.................HNS  ...I  HEL..........

lcl|Glyma.16G032000_12-61               KG                          KG    KG                        CL                          CP    CK             .FHEL......  QQWFEYS............SKGKKHT  ...I  .............

lcl|Glyma.03G104400_860-896             KG                          KG    KG                        CL                          CP    C              .FHLR......  G...DN.................EKE  ...E ..............

lcl|Glyma.07G119500_861-897             KG                          KG    KG                        CL                          CP    C              .FHLR......  G...DN.................EKE  ...Q ..............

lcl|Glyma.12G116100_524-572             KG                          KG    KG                        CL                          CP    CR             .FHSG......  QRWMDI.................KME  ...T  GPL..........

lcl|Glyma.12G205300_519-567             KG                          KG    KG                        CL                          CP    CR             .FHSG......  QRWMDI.................KME  ...T  RPL..........

lcl|Glyma.06G290800_524-572             KG                          KG    KG                        CL                          CP    CR             .FHSG......  QRWMDI.................KME  ...T  RPL..........

lcl|Glyma.13G295600_507-555             KG                          KG    KG                        CL                          CP    CR             .FHSG......  QRWMDI.................KME  ...T  RPL..........

lcl|Glyma.01G195200_69-131              KG                          KG    KG                         I                          CP                   TYERS......N LKWF....NLG............HFT  ...TTMQELWDD.SVTPNT

lcl|Glyma.11G046500_134-196             KG                          KG    KG                         I                          CP                   TYERS......N LKWF....NLG............HFT  ...TTMQELWDD.SVTPNT

lcl|Glyma.03G202600_12-76               KG                          KG    KG                         I                          CP     K             TYDRE......S ETWL....FSKK...........NTT  ...MT QPLIDYTDLTPNH

lcl|Glyma.10G262600_10-74               KG                          KG    KG                         I                          CP     K             TYDRE......S ETWL....FSKK...........NTT  ...IT QPLIDYTDLTPNH

lcl|Glyma.19G200200_10-74               KG                          KG    KG                         I                          CP     K             TYDRE......S ETWL....FSKK...........NTT  ...IT LPLIDYTDLTPNH

lcl|Glyma.04G212300_16-53               KG                          KG    KG                         I                          CP                   TYDRS......S EKWF....STG............NLT  ...V...............

lcl|Glyma.06G154100_14-76               KG                          KG    KG                         I                          CP                   TYDRS......S EKWF....SAG............NLT  ...VTMQKLHDP.SIVPNH

lcl|Glyma.05G192100_12-74               KG                          KG    KG                         I                          CP                   TYDRS......N EKWL....ALG............NLT  ...VTMQKLHDP.SIVPNH

lcl|Glyma.08G000400_12-74               KG                          KG    KG                         I                          CP                   TYDRS......N EKWL....AQG............NLT  ...VTMQKLHDP.SIVPNH

lcl|Glyma.05G189600_16-52               KG                          KG    KG                         I                          CP                   TYDRS......S QRWL....DNG............NNT  ...................

lcl|Glyma.08G147200_16-52               KG                          KG    KG                         I                          CP                   TYDRS......S QRWL....DNG............NNT  ...................

lcl|Glyma.07G106000_30-93               KG                          KG    KG                         V                          CP                   TYDRE......S ERWF....DEG............NIT  ...VTNQVVRNF.DMIPNH

lcl|Glyma.15G064800_12-50               KG                          KG    KG                         I                          CP                   TFDRS......S QRWL....DAG............HRT  ...I...............

lcl|Glyma.16G048700_180-229             KG                          KG    KG                        CI                          CP    C              IFCFP......  LQYL....LMGEEDHKGDS....WKR  ...L ..............

lcl|Glyma.19G103000_221-270             KG                          KG    KG                        CI                          CP    C              IFCFP......  LQYL....LMGEEDHKGDS....WKR  ...L ..............

lcl|Glyma.05G237500_1120-1165            KG                          KG    KG                        C                           CP    C              YMHSA...... FQAY.....TCNHYT............  ...I SKSL..........

lcl|Glyma.08G044700_1118-1163            KG                          KG    KG                        C                           CP    C              YMHSA...... FQAY.....TCSHYT............  ...I SKSL..........

lcl|Glyma.07G093700_1126-1171            KG                          KG    KG                        C                           CP    C              YMHSS...... FQAY.....TCSHYT............  ...I SKSL..........

lcl|Glyma.09G182600_1122-1167            KG                          KG    KG                        C                           CP    C              YMHSS...... FQAY.....TCSHYT............  ...I SKSL..........

lcl|Glyma.09G115100_1126-1168            KG                          KG    KG                        C                           CP    C              FMHSA...... FQAY.....TCSHYI............  ...I ..............

lcl|Glyma.17G096900_1156-1201            KG                          KG    KG                        C                           CP    C              VMHST...... FQEY.....TCFNYT............  ...I SKSL..........

lcl|Glyma.14G130700_200-247             KG                          KG    KG                        CL                          CP    C              TIHKS......  NEMR....EHFQYA............  ...L SKSV..........

lcl|Glyma.17G202700_200-247             KG                          KG    KG                        CL                          CP    C              TIHKS......  NEMR....EHFQYS............  ...L LKSV..........

lcl|Glyma.06G074300_199-246             KG                          KG    KG                        CL                          CP    C              TIHKS......  KEMR....EHFQYA............  ...L LKSV..........

lcl|Glyma.06G116800_4-50                KG                          KG    KG                        CL                          CP    C              SVCEA......  AELP....QRYQDTI..........R  ...A ..............

lcl|Glyma.10G228500_5-52                KG                          KG    KG                        CL                          CP    C              SVCEA......  AELP....QRYQDTI..........R  ...A SQ............

lcl|Glyma.08G241700_44-77               KG                          KG    KG                        CI                                               TLCKN......  LGLQ...........................................

lcl|Glyma.04G134700_4-52                KG                          KG    KG                        CL                          CP    CR             GFCRE......  SRMF....SASSDAT.........LA  ...R  .............



lcl|Glyma.11G157400_5-54                KG                          KG    KG                        CL                          CP    CR             GFCRE......  SRMF....SASSDAT.........LA  ...R  HV...........

lcl|Glyma.04G224200_401-445             KG                          KG    KG                        CV                          CP    CR             MFCEE......  SEWF....ERER.............T  ...L  ALVK.........

lcl|Glyma.06G140600_410-454             KG                          KG    KG                        CV                          CP    CR             MFCEE......  SEWF....ERER.............T  ...L  ALVK.........

lcl|Glyma.18G217900_377-421             KG                          KG    KG                        CV                          CP    CR             IFCED......  SEWF....ERER.............T  ...L  ALVK.........

lcl|Glyma.08G354400_21-65               KG                          KG    KG                        CV                          CP    CR             MCCFW......  YNSM....SCLRES...........Q  ...V  .............

lcl|Glyma.18G171400_21-65               KG                          KG    KG                        CV                          CP    CR             ICCFW......  YNSM....NCLRES...........Q  ...V  .............

lcl|Glyma.15G237300_55-95               KG                          KG    KG                        C                           CP    CR             TICSG...... KPRVH....N................R  ...T  HEL..........

lcl|Glyma.13G198800_100-140             KG                          KG    KG                        C                           CP    CR             TICSG...... KPRVH....N................R  ...T  HEL..........

lcl|Glyma.04G235700_61-101              KG                          KG    KG                        C                           CP    CR             TLCST...... KTRVH....N................R  ...T  QEL..........

lcl|Glyma.06G129000_62-102              KG                          KG    KG                        C                           CP    CR             TLCST...... KTRVH....N................R  ...T  QEL..........

lcl|Glyma.03G257700_48-88               KG                          KG    KG                        C                           CP    CR             TLCST...... KTRVH....N................R  ...T  QEL..........

lcl|Glyma.13G035400_631-678             KG                          KG    KG                        CL                          CP    C              .FCPSKYYHVR  SSK.....QLKSYGNCW......Y..  ...S ..............

lcl|Glyma.14G156600_631-678             KG                          KG    KG                        CL                          CP    C              .FCPSKYYHVS  SSK.....QLKSYGHCW......Y..  ...S ..............

lcl|Glyma.12G192700_673-714             KG                          KG    KG                        CL                          CP    C              .FCKA......  IDF.....S.ASLGRVS.........  ...T SK............

lcl|Glyma.13G309700_670-711             KG                          KG    KG                        CL                          CP    C              .FCKA......  IDF.....S.SSLGRVS.........  ...T SK............

lcl|Glyma.07G148900_159-201             KG                          KG    KG                        C                           CP    CR             .MCMK...... YEDW.....H..ARSQS..........  ...F  .............

lcl|Glyma.18G200100_157-199             KG                          KG    KG                        C                           CP    CR             .MCMK...... YEDW.....H..ARSQS..........  ...F  .............

lcl|Glyma.03G060000_142-184             KG                          KG    KG                        C                           CP    CR             .LCMK...... YRNW.....H..ARSQS..........  ...F  .............

lcl|Glyma.07G195400_147-189             KG                          KG    KG                        C                           CP    CR             .MCLK...... YREW.....R..TISQS..........  ...F  .............

lcl|Glyma.13G180900_147-189             KG                          KG    KG                        C                           CP    CR             .MCLK...... YREW.....R..TISQS..........  ...F  .............

lcl|Glyma.13G240800_150-198             KG                          KG    KG                        C                           CP    CR             .MCLT...... YHEW.....R..TRSQS..........  ...F  NSLKRV.......

lcl|Glyma.15G072700_147-189             KG                          KG    KG                        C                           CP    CR             .MCLK...... YHEW.....R..TRSQS..........  ...F  .............

lcl|Glyma.18G063500_143-185             KG                          KG    KG                        C                           CP    CR             .MCLK...... YRDW.....C..QRSQS..........  ...F  .............

lcl|Glyma.05G144300_156-204             KG                          KG    KG                        C                           CP    CR             .MCIK...... YRKW.....N..TRSES..........  ...F  GSLRRV.......

lcl|Glyma.08G100700_156-204             KG                          KG    KG                        C                           CP    CR             .MCIK...... YRKW.....N..TRSES..........  ...F  GSLRRV.......

lcl|Glyma.11G246100_158-206             KG                          KG    KG                        C                           CP    CR             .MCIK...... YRKW.....N..RKSES..........  ...F  GSLRRV.......

lcl|Glyma.18G011100_158-206             KG                          KG    KG                        C                           CP    CR             .MCIK...... YRKW.....N..RKSES..........  ...F  GSLRRV.......

lcl|Glyma.05G044700_154-201             KG                          KG    KG                        C                           CP    CR             .MCIN...... YSDG.....N..TRSES..........  ...L  GSIKS........

lcl|Glyma.11G246300_78-119              KG                          KG    KG                        C                           CP    CR             .LCIS...... FHDW.....Y..MRSES..........  ...F  .............

lcl|Glyma.18G010900_145-192             KG                          KG    KG                        C                           CP    CR             .LCIS...... FHDW.....Y..MRSES..........  ...F  GSLKRI.......

lcl|Glyma.02G309100_117-162             KG                          KG    KG                        C                           C     CR             .LCLR...... FEKW.....VGQGK.RT.......... A...N  AQI..........

lcl|Glyma.14G003700_117-162             KG                          KG    KG                        C                           C     CR             .FCLR...... FEKW.....IGQGK.RT.......... A...N  AQI..........

lcl|Glyma.12G001300_129-175             KG                          KG    KG                        C                           C     CR             .FCLK...... FEKW.....VRQGK.RN.......... A...K  QII..........

lcl|Glyma.05G198100_138-187             KG                          KG    KG                        C                           CP    CR             .FCNG...... FSEW.....LRRSKERHS......AVL  ...Q  AVV..........

lcl|Glyma.04G165900_213-256             KG                          KG    KG                        CL                          CP    CR             .FCCS......  FQS.....MDR............GNK  ...L  T............

lcl|Glyma.06G196600_193-236             KG                          KG    KG                        CL                          CP    CR             .FCRS......  FQS.....MDR............GNR  ...L  T............

lcl|Glyma.16G063400_170-217             KG                          KG    KG                        CL                          CP    CR             .FCRK......  RSA.....ADKC...........GKK  ...K  QLIS.........

lcl|Glyma.19G082000_171-218             KG                          KG    KG                        CL                          CP    CR             .FCRK......  RSA.....ADKC...........GKK  ...K  QLIS.........

lcl|Glyma.12G180800_764-813             KG                          KG    KG                        CL                          CP    CR             .LCRE......  LSS.....WRNAT..........SGL  ...V  KTISR........

lcl|Glyma.13G320000_790-839             KG                          KG    KG                        CL                          CP    CR             .LCRE......  LSS.....WRNAT..........SGL  ...V  KTISR........

lcl|Glyma.20G087900_859-904             KG                          KG    KG                        CL                          CP    CR             .FCRE......  FSC.....WGTSV..........GGK  ...I  Q............

lcl|Glyma.02G149800_290-333             KG                          KG    KG                        C                           CP    CR             CCCTT...... SSHL.....T................N  ...L  RQIEKV.......

lcl|Glyma.10G024100_292-330             KG                          KG    KG                        C                           CP    CR             CCCTA...... SSHL.....T................N  ...L  RQI..........

lcl|Glyma.03G080300_332-382             KG                          KG    KG                        CA                          CP    CR             VCCQG......  ISV.....EREVA...........PK  ...V  QEIRDS.......

lcl|Glyma.16G008300_327-377             KG                          KG    KG                        CA                          CP    CR             VCCQG......  ISV.....EREVA...........PK  ...V  QEIRDS.......

lcl|Glyma.18G149800_331-381             KG                          KG    KG                        CA                          CP    CR             VCCQG......  ISV.....EREVA...........PK  ...V  QEIRDS.......

lcl|Glyma.04G043900_344-393             KG                          KG    KG                        CA                          CP    CR             ATCYD......  QRI.....LDEES...........IV  ...I  RLIHK........

lcl|Glyma.06G044100_357-407             KG                          KG    KG                        CA                          CP    CR             ATCYD......  ERI.....VDGES...........KV  ...I  RLIHKV.......

lcl|Glyma.07G150500_385-433             KG                          KG    KG                        C                           CP    CR             VACFA...... GTRI.....AEAAG............T  ...V  RNMKKV.......

lcl|Glyma.18G201500_386-434             KG                          KG    KG                        C                           CP    CR             VACFA...... GTRI.....AEAAG............T  ...V  RNMKKV.......

lcl|Glyma.10G181100_405-450             KG                          KG    KG                        CL                          CP    CR             AGCMS......  NEV.....KSKK............WG  ...V  AKIDQV.......

lcl|Glyma.20G209400_406-451             KG                          KG    KG                        CL                          CP    CR             AGCMS......  NEV.....KSKK............WG  ...V  AKIDQV.......

lcl|Glyma.03G180500_289-337             KG                          KG    KG                        CA                          C     CR             CMCSG......  KDS.....RFQTD............R S...I  QPVER........

lcl|Glyma.19G181100_312-356             KG                          KG    KG                        CA                          CP    CR             CMCSG......  KVL.....RFQTD............R  ...I  QPIER........

lcl|Glyma.10G052000_291-337             KG                          KG    KG                        CA                          CP    CR             CMCSG......  KVL.....RFQTN............R  ...I  QPVER........

lcl|Glyma.13G139400_291-337             KG                          KG    KG                        CA                          CP    CR             CMCSG......  KVL.....RFQTN............R  ...I  QPVER........

lcl|Glyma.13G326700_239-283             KG                          KG    KG                        CA                          CP    CR             CMCSG......  NLL.....KVHTA............N  ...I  YPVER........

lcl|Glyma.07G257200_279-325             KG                          KG    KG                        CA                          CP    CR             CMCGD......  KAL.....RLQSN............K  ...I  QPIEE........

lcl|Glyma.17G016900_219-265             KG                          KG    KG                        CA                          C     CR             CMCGD......  KAL.....RPQSN............K L...I  QPIEE........

lcl|Glyma.13G208500_314-360             KG                          KG    KG                        CA                          CP    CR             CMCSE......  NAH.....RLQSN............K  ...I  QSIEE........

lcl|Glyma.15G104300_316-362             KG                          KG    KG                        CA                          CP    CR             CMCSE......  NAL.....RQQSN............K  ...I  QPIEE........

lcl|Glyma.09G048200_866-915             KG                          KG    KG                        CA                          CP    CR             CTCLK......  NEL.....QWNSG............K  ...I  AKIVDV.......

lcl|Glyma.15G155500_861-910             KG                          KG    KG                        CA                          CP    CR             CTCLK......  NEL.....QWNSG............K  ...I  AKIEDV.......

lcl|Glyma.10G198600_793-842             KG                          KG    KG                        CA                          CP    CR             CTCSK......  NEL.....IRGGG............K  ...L  APILEV.......

lcl|Glyma.20G191400_792-841             KG                          KG    KG                        CA                          CP    CR             CTCSK......  NEL.....IRGGG............K  ...L  APIVEV.......

lcl|Glyma.11G191900_808-850             KG                          KG    KG                        CA                          CP    C              CTCSK......  NEL.....LQSRR............K  ...M QAPV..........

lcl|Glyma.12G082400_798-847             KG                          KG    KG                        CA                          CP    C              CTCSK......  NEL.....LQSRR............N  ...M QAPVVEV.......

lcl|Glyma.12G179300_740-789             KG                          KG    KG                        CA                          CP    C              CTCSK......  NDL.....LQSRR............K  ...M QAPVVEV.......

lcl|Glyma.13G321300_793-842             KG                          KG    KG                        CA                          CP    C              CTCSK......  NDL.....LQSRR............K  ...M QAPVVEV.......

lcl|Glyma.13G212200_825-875             KG                          KG    KG                        C                           CP    CR             VVCTT...... NDLH.....EKQGM...........QD  ...S  SPIQRR.......

lcl|Glyma.15G100500_827-877             KG                          KG    KG                        C                           CP    CR             VVCTT...... NELH.....EKQGM...........QD  ...S  SPIQRR.......

lcl|Glyma.17G020500_819-869             KG                          KG    KG                        C                           CP    CR             VVCTP...... NELH.....EKQGM...........QD  ...S  SPIQQR.......

lcl|Glyma.07G253800_821-871             KG                          KG    KG                        C                           CP    CR             VVCKT...... NELH.....EKQGM...........QD  ...S  SPIQQR.......

lcl|Glyma.02G150400_776-826             KG                          KG    KG                        C                           CP    CR             VVCPE...... NELH.....EKQGM...........KE  ...S  APIQRR.......

lcl|Glyma.05G112600_659-709             KG                          KG    KG                        C                           CP    CR             VMCAS...... SDEY.....GRKGK...........AI  ...C  VQIQQR.......

lcl|Glyma.17G154400_621-671             KG                          KG    KG                        C                           CP    CR             VMCAS...... SDEY.....GRKGK...........AT  ...C  VQIQQR.......

lcl|Glyma.11G042600_620-669             KG                          KG    KG                        C                           CP    CR             VMCAR...... GKEY.....GKKGK...........AV  ...C  VPIEER.......

lcl|Glyma.04G009100_1020-1065            KG                          KG    KG                        C                           CP    CR             CLCKS...... SLAC.....................SE  ...I  TNITDR.......

lcl|Glyma.06G009000_1020-1065            KG                          KG    KG                        C                           CP    CR             CLCKS...... SLAC.....................SE  ...I  TSITDR.......

lcl|Glyma.16G098500_18-63               KG                          KG    KG                        C                           CP    CR             CLCKS...... SLAC.....................SE  ...I  TSITDR.......

lcl|Glyma.07G159000_32-77               KG                          KG    KG                        C                            P    CR             CLCKS...... SLAC.....................FEG ...I  TSITDR.......

lcl|Glyma.11G112700_1028-1064            KG                          KG    KG                        C                           CP    CR             CLCKS...... SLAC.....................SE  ...L  T............

lcl|Glyma.12G038600_1038-1083            KG                          KG    KG                        C                           CP    CR             CLCKS...... SLAC.....................SE  ...I  TNISDR.......

lcl|Glyma.05G013200_415-460             KG                          KG    KG                        C                           CP    CR             VLCST...... SQKR.....................KK  ...I  DSIAER.......

lcl|Glyma.17G121200_415-460             KG                          KG    KG                        C                           CP    CR             VLCST...... SEKC.....................KK  ...I  DSIAER.......

lcl|Glyma.10G204900_433-478             KG                          KG    KG                        C                           CP    CR             ILCST...... CEKC.....................KR  ...V  GPIEER.......

lcl|Glyma.20G185600_422-467             KG                          KG    KG                        C                           CP    CR             ILCST...... CEKC.....................KR  ...V  GSIEER.......

lcl|Glyma.01G029500_286-325             KG                          KG    KG                        C                           CP    C              CLCKD...... EGFI.....................NV  ...V Q.............

lcl|Glyma.02G035800_286-325             KG                          KG    KG                        C                           CP    C              CLCKD...... EGFI.....................NV  ...I Q.............

lcl|Glyma.14G083900_301-342             KG                          KG    KG                        C                           CP    C              CLCKD...... ESKL.....................SF  ...L QSS...........

lcl|Glyma.17G241100_292-333             KG                          KG    KG                        C                           CP    C              CLCKD...... ESKL.....................SF  ...L QSS...........

lcl|Glyma.08G170400_204-247             KG                          KG    KG                        C                           CP    CK             CLCTA...... GSSL.....................HI  ...I  SFKTAS.......

lcl|Glyma.15G256500_288-331             KG                          KG    KG                        C                           CP    CK             CLCTV...... GSSL.....................HI  ...I  SYKTAS.......

lcl|Glyma.09G019900_261-297             KG                          KG    KG                        C                           CP    C              CLCTM...... GSTV.....................RN  ...I ..............

lcl|Glyma.15G126400_264-300             KG                          KG    KG                        C                           CP    C              CLCTM...... GTTI.....................RN  ...I ..............

lcl|Glyma.01G203300_274-316             KG                          KG    KG                        C                           CP    C              CICAE...... DTHF.....................RA  ...V LTVKNST.......

lcl|Glyma.11G039700_281-323             KG                          KG    KG                        C                           CP    C              CICAE...... DGHF.....................RA  ...V LTVKNST.......

lcl|Glyma.05G068400_302-344             KG                          KG    KG                        C                           CP    C              CVCTE...... DAHF.....................RA  ...V LTPKNST.......

lcl|Glyma.17G150900_309-344             KG                          KG    KG                        C                           CP    C              CICTE...... DAHF.....................RA  ...V ..............

lcl|Glyma.09G282200_4713-4753            KG                          KG    KG                        C                           CP    CR             .LCRR...... SS..........AV...........SR  ...F  LQVTK........

lcl|Glyma.20G003400_4712-4751            KG                          KG    KG                        C                           CP    CR             .LCRR...... SS..........AV...........SR  ...F  LQVTK........

lcl|Glyma.04G220000_1217-1265            KG                          KG    KG                        CI                          C     C              .SCYG......  TRH.....LL.NC...........QR F...F NATVTDV.......

lcl|Glyma.06G145900_1217-1265            KG                          KG    KG                        CI                          C     C              .SCYG......  TRH.....LL.NC...........QR F...F NATVTDV.......



lcl|Glyma.08G358300_319-375             KG                          KG    KG                        C                           CP    CR             .MCAH...... TLAL.....CCHKK.LDPATTGLSGPV  ...F  GSI..........

lcl|Glyma.18G176600_318-374             KG                          KG    KG                        C                           CP    CR             .MCAH...... TLAL.....CCHKK.PDPATAGLSGPV  ...F  GTI..........

lcl|Glyma.12G063600_316-372             KG                          KG    KG                        C                           CP    CR             .MCAQ...... TLAL.....CCHNK.PNPSTSRVIPPV  ...F  SSI..........

lcl|Glyma.11G140000_316-372             KG                          KG    KG                        C                           CP    CR             .MCAQ...... TLAL.....CCHNK.PNPCTSRVIPPV  ...F  STI..........

lcl|Glyma.13G335300_323-381             KG                          KG    KG                        C                           CP    CR             .MCAQ...... TLAL.....CCHNK.PNPATACLTPPV  ...F  STITR........

lcl|Glyma.15G039100_316-374             KG                          KG    KG                        C                           CP    CR             .MCAQ...... TLAL.....CCHNK.PNPATACLTPPV  ...F  STITR........

lcl|Glyma.08G315500_281-340             KG                          KG    KG                        CI                          CP    CR             .MCAH......  MRL.....CQKKSDIDAPRSSNSKPV  ...F  GDIVR........

lcl|Glyma.03G079200_225-269             KG                          KG    KG                        C                           CP    C              .FCRT...... SREI.....WVSRG............N  ...L NNLILEI.......

lcl|Glyma.16G094800_214-258             KG                          KG    KG                        C                           CP    C              .FCRM...... SREI.....WVSRG............N  ...L NNLILEI.......

lcl|Glyma.08G350900_306-345             KG                          KG    KG                        C                           CP    C              .FCRM...... SREL.....MVSRG............N  ...R N.............

lcl|Glyma.18G165000_306-353             KG                          KG    KG                        C                           CP    C              .FCRM...... SREL.....MVSRG............N  ...L NNFILEI.......

lcl|Glyma.07G264100_155-203             KG                          KG    KG                        C                           CP    C              .FCRV...... SREL.....WLNRG............T  ...L NRSILEI.......

lcl|Glyma.17G009900_146-194             KG                          KG    KG                        C                           CP    C              .FCRV...... SREL.....WLNRG............T  ...L NRSILEI.......

lcl|Glyma.09G008200_144-192             KG                          KG    KG                        C                           CP    C              .FCRV...... SREL.....WLNRG............S  ...L NRSILEI.......

lcl|Glyma.15G112600_157-205             KG                          KG    KG                        C                           CP    C              .FCRV...... SREL.....WLNRG............S  ...L NRSILEI.......

lcl|Glyma.04G189900_380-423             KG                          KG    KG                        C                           CP    CR             .TCCD...... GQDL.....EL................  ...I  STIDTR.......

lcl|Glyma.06G175700_381-424             KG                          KG    KG                        C                           CP    CR             .TCCE...... GQDL.....EL................  ...I  STIDTR.......

lcl|Glyma.05G173500_413-456             KG                          KG    KG                        C                           CP    CR             .TCCD...... GENL.....EC................  ...I  STITTR.......

lcl|Glyma.08G130800_413-456             KG                          KG    KG                        C                           CP    CR             .TCCD...... GENL.....EC................  ...I  STITTR.......

lcl|Glyma.11G244000_416-459             KG                          KG    KG                        C                           CP    CR             .TCCE...... GEDL.....QF................  ...I  STIHTR.......

lcl|Glyma.18G013100_412-455             KG                          KG    KG                        C                           CP    CR             .TCCE...... GEDL.....QF................  ...I  STIHTR.......

lcl|Glyma.05G115700_444-487             KG                          KG    KG                        C                           CP    CR             .TCCE...... GQDL.....QS................  ...I  SPINTR.......

lcl|Glyma.19G051500_449-492             KG                          KG    KG                        C                           CP    CR             .TCCE...... GQDL.....QS................  ...I  SPINTR.......

lcl|Glyma.19G078600_381-424             KG                          KG    KG                        C                           CP    CR             .TCCE...... GQDL.....QS................  ...M  SPINTR.......

lcl|Glyma.19G124300_227-270             KG                          KG    KG                        C                           CP     R             .TCCE...... GQDL.....QS................  ...MY SPINTI.......

lcl|Glyma.16G068400_384-427             KG                          KG    KG                        C                           CP    CR             .TCCE...... GQDL.....QS................  ...M  SPINAR.......

lcl|Glyma.04G211000_388-427             KG                          KG    KG                        C                           CP    CR             .TCKE...... GSTL.....SS................  ...M  HQITTR.......

lcl|Glyma.05G193500_382-421             KG                          KG    KG                        C                           CP    CR             .TCKE...... GVTL.....SS................  ...M  QEITTR.......

lcl|Glyma.08G234200_376-419             KG                          KG    KG                        C                           CP    CR             .TCRD...... GSRL.....TN................  ...I  QRITNR.......

lcl|Glyma.15G219300_368-411             KG                          KG    KG                        C                           CP    CR             .TCRD...... GSRL.....TD................  ...I  QRITNR.......

lcl|Glyma.10G238000_315-375             KG                          KG    KG                        CA                          CP    CR             .LCVR......  LYL.....CSTNNVSSEMLGPPGSIP  ...L  HGVVSF.......

lcl|Glyma.20G156600_315-375             KG                          KG    KG                        CA                          CP    CR             .LCVR......  LYL.....CSTNNVSSEMVGPPGSIP  ...L  HGVVSF.......

lcl|Glyma.09G143600_314-374             KG                          KG    KG                        CA                          CP    CR             .LCVR......  LYL.....CSTSNVSSETGGPPGSIP  ...L  HGIVSF.......

lcl|Glyma.01G178600_28-77               KG                          KG    KG                        CL                          CP    CK             .FCWP......  YRW.....LHHHSHSQE.........  ...V  ALVQE........

lcl|Glyma.11G063500_28-77               KG                          KG    KG                        CL                          CP    CK             .FCWP......  YRW.....LHHHSHSQE.........  ...V  ALVQE........

lcl|Glyma.04G034500_31-78               KG                          KG    KG                        CL                          CP    CK             .FCWP......  YKW.....LHFHSQSRE.........  ...V  ALVEE........

lcl|Glyma.06G034500_29-78               KG                          KG    KG                        CL                          CP    CK             .FCWP......  YKW.....LHFHSQSRE.........  ...V  ALVEE........

lcl|Glyma.03G145700_157-202             KG                          KG    KG                        CL                          CP    CK             .FCWS......  YRW.....LHLHSDAKE.........  ...V  GEVT.........

lcl|Glyma.19G148900_156-201             KG                          KG    KG                        CL                          CP    CK             .FCWP......  YRW.....LHLHSDAKE.........  ...V  GEVT.........

lcl|Glyma.08G157200_105-149             KG                          KG    KG                        C                           CP    CK             .FCWP...... FHKL.....SYAYSDVRE.........  ...V  GDV..........

lcl|Glyma.15G269000_105-151             KG                          KG    KG                        C                           CP    CK             .FCWP...... FHKL.....SYAYSNVRE.........  ...V  GDVTE........

lcl|Glyma.09G001100_123-170             KG                          KG    KG                        C                           CP    CK             .FCWQ...... FYQV.....QIVYSNARE.........  ...V  GEVTET.......

lcl|Glyma.12G240800_129-176             KG                          KG    KG                        C                           CP    CK             .FCWP...... FYQV.....QIVYSNARE.........  ...V  GEVTET.......

lcl|Glyma.06G293400_33-91               KG                          KG    KG                        CI                          CP    CK             .YCWP......  YKW.....LHFQSTSLDDEEQQR.PQ  ...V  SEVSQS.......

lcl|Glyma.12G112000_36-91               KG                          KG    KG                        CI                          CP    CK             .YCWP......  YKW.....LHFQSTSLDNEEQQK.PQ  ...V  SEVSQS.......

lcl|Glyma.12G203900_46-99               KG                          KG    KG                        CI                          CP    CK             .YCWP......  YKW.....LNFLSASCENEEKQ...Q  ...V  SEISQS.......

lcl|Glyma.13G297700_44-94               KG                          KG    KG                        CI                          CP    CK             .YCWP......  YKW.....LNLQTASSENEEEKQ..Q  ...V  .............

lcl|Glyma.12G151200_37-90               KG                          KG    KG                        CI                          CP    CK             .YCWP......  YKW.....LDVQSSSVEPYQQQ...T  ...V  SEISHT.......

lcl|Glyma.07G196000_33-84               KG                          KG    KG                        CI                          CP    CK             .YCWP......  YKW.....LHVQSASLAPDEHP...Q  ...V  DDI..........

lcl|Glyma.13G179900_30-81               KG                          KG    KG                        CI                          CP    CK             .YCWP......  YKW.....LHVQSASLAPDEHP...Q  ...V  DDI..........

lcl|Glyma.13G239500_29-80               KG                          KG    KG                        CI                          CP    CK             .YCWP......  YKW.....LHVQSDSLPPDEHP...Q  ...V  ADI..........

lcl|Glyma.15G073700_29-80               KG                          KG    KG                        CI                          CP    CK             .YCWP......  YKW.....LHVQSDSLAPDEHP...Q  ...V  ADI..........

lcl|Glyma.14G099100_339-384             KG                          KG    KG                        CI                          CP    CR             .FCWN......  TEW.....CNEKPE............  ...L  TPITHS.......

lcl|Glyma.17G225600_339-384             KG                          KG    KG                        CI                          CP    CR             .FCWN......  TEW.....CNEKPE............  ...L  TPITHS.......

lcl|Glyma.01G074000_824-869             KG                          KG    KG                        CI                          CP    C              .FCYS......  Q.............KVAGSRHR...K  ...Q GTS...........

lcl|Glyma.11G175700_818-875             KG                          KG    KG                        CI                          CP    C              .FCYS......  Q.............KVAGSRHR...K  ...Q STSFGANDVK....

lcl|Glyma.02G267300_828-871             KG                          KG    KG                        CI                          CP    C              .FCNP......  Q.............RNLELRHR...K  ...A GTAF..........

lcl|Glyma.14G050200_828-871             KG                          KG    KG                        CI                          CP    C              .FCNP......  Q.............RNLELRHR...K  ...A GTAF..........

lcl|Glyma.10G288200_718-762             KG                          KG    KG                        CV                          CP    CK             .FCYQ......  S.............EYLTGDDN...M  S.VN  ELI..........

lcl|Glyma.20G100800_721-765             KG                          KG    KG                        CV                          CP    CK             .FCYQ......  S.............EYLTGDDN...T  S.VN  ELI..........

lcl|Glyma.04G125600_69-110              KG                          KG    KG                        CI                          CP    C              .FCKA......  S.............RFKD........  ...L GADIVKI.......

lcl|Glyma.06G313000_69-110              KG                          KG    KG                        CI                          CP    C              .FCKA......  L.............RFKD........  ...L GADIVKI.......

lcl|Glyma.10G155500_28-80               KG                          KG    KG                        CI                          CP    CK             .FCFN......  LRW.....TKVVAGKHRSPPSSV..K  ...L  TE...........

lcl|Glyma.20G232800_26-78               KG                          KG    KG                        CI                          CP    CK             .FCFN......  LRW.....TKVVASKHRSPPSSV..K  ...L  TE...........

lcl|Glyma.04G255000_11-57               KG                          KG    KG                        CI                          CP    CR             .FCGN......  M..........LVWQHGSVGCSC..K  ...L  RAI..........

lcl|Glyma.11G103800_150-191             KG                          KG    KG                        CI                          CP    CR             .FCKD......  KA......AISAQG...........K  ...T  KKV..........

lcl|Glyma.12G028700_150-191             KG                          KG    KG                        CI                          CP    CR             .FCKD......  KA......AISAQG...........K  ...T  KKV..........

lcl|Glyma.09G281300_151-194             KG                          KG    KG                        CI                          CP    CR             .FCKN......  RA......AISAQA...........K  ...T  KKVTK........

lcl|Glyma.20G004500_80-121              KG                          KG    KG                        CI                          CP    CR             .FCKN......  RA......ALSAQA...........K  ...T  KVT..........

lcl|Glyma.03G124900_577-621             KG                          KG    KG                        CI                          CP    CR             .FCRI......  LR......ALQNKNP..........C  ...L  R............

lcl|Glyma.03G214100_219-270             KG                          KG    KG                        CA                          CP    CR             .FCYI......  CS......AASVSIVNGLKSADPKMK  ...L  E............

lcl|Glyma.19G210900_219-269             KG                          KG    KG                        CA                          CP    CR             .FCYI......  CS......AASVSIVNGLKSADPKMK  ...L  .............

lcl|Glyma.10G018800_210-261             KG                          KG    KG                        CA                          CP    CR             .FCYT......  CS......TASVTIVDGLKAANPKEK  ...L  E............

lcl|Glyma.19G203000_218-270             KG                          KG    KG                        CA                          CP    CR             .FCKS......  CS......AASVMIFQGLKAASPESK  ...I  EV...........

lcl|Glyma.08G153800_209-269             KG                          KG    KG                        CI                          CP    CR             .FCIS......  RNWRSS.NPTLGMDVN.....STLRA  ...I  K............

lcl|Glyma.15G272400_209-269             KG                          KG    KG                        CI                          CP    CR             .FCIS......  RNWRSS.NPTLGMDVN.....STLRA  ...I  K............

lcl|Glyma.08G154100_188-251             KG                          KG    KG                        CI                          CP    C              .FCLS......  RNWRNSAAPTSGMDIGNAGTANTVRT  ...V ..............

lcl|Glyma.15G273000_188-250             KG                          KG    KG                        CI                          CP    C              .FCLS......  RNWRNS.APTSGMDISNAGTANTVRT  ...V ..............

lcl|Glyma.10G151500_34-80               KG                          KG    KG                        CI                          CP    CR             .FHLD......  G.........SAFNIK......GAMQ  ...N  K............

lcl|Glyma.20G236700_42-88               KG                          KG    KG                        CI                          CP    CR             .FHLD......  G.........SAFNIK......GAMQ  ...N  K............

lcl|Glyma.19G232800_18-67               KG                          KG    KG                        CI                          CP    CR             .FHLD......  G.........SAFNIK......GAMQ  ...N  K............

lcl|Glyma.02G219200_1354-1408            KG                          KG    KG                        CL                          CP    CR             .TCCK......  FAMT..EKRLQNSKLHNW......VM  ...T  QH...........

lcl|Glyma.14G186500_414-466             KG                          KG    KG                        CL                          CP    CR             .TCCK......  FAMT..EKRLQNNKLHNW......VM  ...T  QHT..........

lcl|Glyma.06G290400_82-126              KG                          KG    KG                        CI                          CP    CR             .FCRE......  DKS....MRLGNNE............  ...A  THC..........

lcl|Glyma.12G116500_60-104              KG                          KG    KG                        CI                          CP    CR             .FCRE......  DKS....MRLGNNE............  ...A  THC..........

lcl|Glyma.12G205500_121-165             KG                          KG    KG                        CI                          CP    CR             .FCRE......  DKS....MRLGNNE............  ...A  THC..........

lcl|Glyma.13G295300_124-168             KG                          KG    KG                        CI                          CP    CR             .FCRE......  DKS....MRLGNNE............  ...A  THC..........

lcl|Glyma.08G350700_40-90               KG                          KG    KG                        CI                          CP    CR             .FCRD......  EKS....FRLGNNE............  ...A  T............

lcl|Glyma.13G177200_138-181             KG                          KG    KG                        CI                          CP    CR             .FCGK......  EKS....MRLSNNE............  ...V  VHC..........

lcl|Glyma.02G267800_40-81               KG                          KG    KG                        CI                          CP    C              .FCYM......  ITH......LRNKS...........D  ...C ..............

lcl|Glyma.14G049700_46-87               KG                          KG    KG                        CI                          CP    C              .FCYM......  ITH......LRNKS...........D  ...C ..............

lcl|Glyma.02G141500_20-65               KG                          KG    KG                        CI                          CP    C              TFCRK......  YDKI....TDEEL...........EN  ...V NIDL..........

lcl|Glyma.10G032500_19-64               KG                          KG    KG                        CI                          CP    C              TFCRK......  YDKI....ADEEL...........EN  ...V NIDL..........

lcl|Glyma.03G159500_34-79               KG                          KG    KG                        CI                          CP    C              TFCRK......  YDKI....TDEEI...........EC  ...I NIDL..........

lcl|Glyma.19G161700_18-63               KG                          KG    KG                        CI                          CP    C              TFCRK......  YDKI....TDEEI...........EC  ...I NIDL..........

lcl|Glyma.10G162800_19-64               KG                          KG    KG                        CI                          CP    C              TFCRK......  YEKL....SDEET...........DC  ...V NIDL..........

lcl|Glyma.20G225400_20-65               KG                          KG    KG                        CI                          CP    CH             TFCRK......  YEKL....SDEEM...........DC  ...V  IDL..........

lcl|Glyma.10G180300_32-77               KG                          KG    KG                        CV                          CP    C              SFCRE......  DKKL....IDEKL...........KH  ...I NRDL..........

lcl|Glyma.03G165600_25-74               KG                          KG    KG                        CL                          C     CK             LFCNS......  ADCI....TAG.............SE A...V  TTYAQTDVR....

lcl|Glyma.19G166900_24-66               KG                          KG    KG                        CL                          C     CK             LFCNS......  ADCI....TAG.............PG A...V  A............

lcl|Glyma.13G220400_468-515             KG                          KG    KG                        CI                          CP    CK             LFCNS......  FKSM....KSA.............SA  ...V  IPFTRR.......

lcl|Glyma.15G092000_450-498             KG                          KG    KG                        CV                          CP    CK             LFCNS......  FKSM....KSA.............SA  ...V  IPFTRR.......

lcl|Glyma.09G099300_2-43                KG                          KG    KG                         A                          CP    C              LLCTD......D NKIL......SND...........GA  ...I DQ............



lcl|Glyma.15G209600_2-43                KG                          KG    KG                         A                          CP    C              LLCTD......D NKIL......SND...........GA  ...I DQ............

lcl|Glyma.10G149400_424-470             KG                          KG    KG                        CI                          CP    CK             FFCFA......  MEWA......KVE...........SR  ...L  QRF..........

lcl|Glyma.20G238800_406-452             KG                          KG    KG                        CI                          CP    CK             FFCFA......  MEWA......KVE...........SR  ...L  QRF..........

lcl|Glyma.17G082300_27-72               KG                          KG    KG                        CI                          CP    CR             HFCFV......  MEWA......KHE...........SR  ...I  QRF..........

lcl|Glyma.19G042100_335-385             KG                          KG    KG                        CI                          CP    CK             RFCFP......  QNWADHTTSMRKT...........ST  ...L  AS...........

lcl|Glyma.09G206500_285-320             KG                          KG    KG                        CL                                               FFCLK......  QTFA......QIH..................................

lcl|Glyma.02G103300_678-724             KG                          KG    KG                        CI                          CP    CK             .FHSG......  KQWLM.................QKNL  ...I  T............

lcl|Glyma.07G214600_664-710             KG                          KG    KG                        CI                          CP    CK             .FHSG......  KQWLM.................QKNL  ...I  T............

lcl|Glyma.04G039700_603-649             KG                          KG    KG                        CI                          CP    CK             .FHSS......  KQWLM.................QKNL  ...I  T............

lcl|Glyma.04G039800_683-729             KG                          KG    KG                        CI                          CP    CK             .FHSS......  KQWLM.................HKNL  ...I  T............

lcl|Glyma.06G041000_657-703             KG                          KG    KG                        CI                          CP    CK             .FHSS......  KQWLM.................HKNL  ...I  T............

lcl|Glyma.05G241900_382-427             KG                          KG    KG                        CI                          CP    CK             .YHFQ......  KQWVA.................QKNF  ...V  QQV..........

lcl|Glyma.08G049400_328-373             KG                          KG    KG                        CI                          CP    CK             .YHFQ......  KQWAA.................QKNF  ...V  QQV..........

lcl|Glyma.07G097700_305-350             KG                          KG    KG                        CI                          CP    CK             .YHFQ......  KQWLV.................HKNF  ...V  QEV..........

lcl|Glyma.09G180300_320-365             KG                          KG    KG                        CI                          CP    CK             .YHFQ......  KHWLE.................HKNF  ...V  QEV..........

lcl|Glyma.14G134600_501-543             KG                          KG    KG                        CI                          CP    CK             .FHVV......  QEWLR.................HKNW  ...I  .............

lcl|Glyma.17G198300_478-520             KG                          KG    KG                        CI                          CP    CK             .FHVV......  QEWMR.................LKNW  ...V  .............

lcl|Glyma.06G076600_488-533             KG                          KG    KG                        CI                          CP    CK             .YHVA......  QQWLQ.................LKNW  ...I  ASV..........

lcl|Glyma.03G179300_494-542             KG                          KG    KG                        CI                          CP    CK             .YHVS......  KKWLS.................LRKL  ...I  VS...........

lcl|Glyma.19G180000_492-540             KG                          KG    KG                        CI                          CP    CK             .YHVS......  KKWLS.................MKKL  ...I  VS...........

lcl|Glyma.10G051200_482-530             KG                          KG    KG                        CI                          CP    CK             .YHVG......  RKWLS.................MKKV  ...I  AS...........

lcl|Glyma.13G138700_493-541             KG                          KG    KG                        CI                          CP    CK             .YHVG......  RKWLS.................MKKV  ...I  VS...........

lcl|Glyma.06G229700_316-362             KG                          KG    KG                        CL                          CP    CK             .YHAD......  RRWLL.................EKNV  ...L  S............

lcl|Glyma.06G234500_258-302             KG                          KG    KG                        CL                          CP    CK             .YHAD......  RRWLL.................EKNV  ...M  S............

lcl|Glyma.11G156300_288-334             KG                          KG    KG                        CL                          CP    CK             .YHTD......  KKWLL.................EKNV  ...M  S............

lcl|Glyma.06G234300_402-449             KG                          KG    KG                        CL                          CP    CK             .YHAD......  KKWLL.................VKNV  ...V  SE...........

lcl|Glyma.12G158500_402-449             KG                          KG    KG                        CL                          CP    CK             .YHAD......  KKWLL.................VKNV  ...I  SE...........

lcl|Glyma.13G272700_474-517             KG                          KG    KG                        CL                          CP    CK             .YHAD......  RTWLV.................VKNV  ...I  SE...........

lcl|Glyma.04G249100_149-193             KG                          KG    KG                        CI                          CP    C              .YHSD......  RKWLQ.................IKKV  ...I GNEV..........

lcl|Glyma.06G113900_130-174             KG                          KG    KG                        CI                          CP    C              .YHSD......  SKWLQ.................IKKV  ...I SNEV..........

lcl|Glyma.13G031100_152-196             KG                          KG    KG                        CI                          CP    C              .YHTD......  SKWLQ.................IKKV  ...I NTEI..........

lcl|Glyma.14G152800_154-198             KG                          KG    KG                        CI                          CP    C              .YHTD......  SKWLQ.................IKKV  ...I NIEI..........

lcl|Glyma.10G284900_291-328             KG                          KG    KG                        CI                                               .YHPE......  NNWLK.................INK......................

lcl|Glyma.20G104300_280-331             KG                          KG    KG                        CI                          CP    C              .YHPE......  NNWLK.................INKV  ...V STEVSAS.......

lcl|Glyma.11G132700_192-240             KG                          KG    KG                        C                           CP    C              .YHAS...... GNKWLS.................INKA  ...I YTEV..........

lcl|Glyma.12G057100_192-240             KG                          KG    KG                        C                           CP    C              .YHAS...... GNKWLS.................INKA  ...I YTEV..........

lcl|Glyma.12G237700_196-240             KG                          KG    KG                        CI                          CP    C              .YHGE......  TKWLS.................INKK  ...V NTEV..........

lcl|Glyma.13G203300_196-240             KG                          KG    KG                        CI                          CP    C              .YHGE......  TKWLS.................INKK  ...V NTEV..........

lcl|Glyma.03G184600_122-174             KG                          KG    KG                        CI                          CP    CK             .YGMS......  KKWLQH..............RRNSNK  ...Q  VK...........

lcl|Glyma.14G147100_225-268             KG                          KG    KG                        CI                          CP    CR             .YCSE......  LRWLD.................NNKT  ...V  .............

lcl|Glyma.01G219800_243-291             KG                          KG    KG                        CL                          C     C              .WHTY......  SPPLEH....IP..PG.......NWY FN... LNS...........

lcl|Glyma.11G023700_243-291             KG                          KG    KG                        CL                          C     C              .WHTY......  SPPLEK....IP..PG.......NWY FN... LNS...........

lcl|Glyma.13G170000_1273-1321            KG                          KG    KG                        CL                          CP    C              .YHTY......  NPPLAR....IP..EG.......NWY  S... VVG...........

lcl|Glyma.19G010200_1251-1297            KG                          KG    KG                        CL                          CP    C              .YHTY......  NPPLAR....IP..EG.......NWY  S... V.............

lcl|Glyma.02G013500_1244-1297            KG                          KG    KG                        C                           CP    C              .THID...... CDPPLTA....VP..EE.......DWF  K... SS............

lcl|Glyma.10G014100_1243-1296            KG                          KG    KG                        C                           CP    C              .THID...... CDPPLTH....VP..EE.......DWF  K... SS............

lcl|Glyma.02G295400_391-439             KG                          KG    KG                        CL                          C     C              .FHLK......  QPSVLRG...IHN.RV.......DWH MR... ..............

lcl|Glyma.14G018000_392-439             KG                          KG    KG                        CL                          C     C              .FHLK......  QPSVLRG...IHN.RV.......DWH MR... ..............

lcl|Glyma.09G059700_234-289             KG                          KG    KG                        CL                          C     C              .FHQR......  NPPLDTEN..IPPGDQ.......GWF KF... ECK...........

lcl|Glyma.15G166200_251-303             KG                          KG    KG                        CL                          C     C              .FHQR......  NPPLDTEN..IPPGDQ.......GWF KF... ..............

lcl|Glyma.17G059400_224-279             KG                          KG    KG                        CL                          C     C              .FHQK......  DPPLDTEN..IPPGEQ.......GWF KF... ECK...........

lcl|Glyma.10G260400_343-398             KG                          KG    KG                        CL                          CP    C              .FHQL......  DPPMLTED..IPPGDE.......GWL  G... DCK...........

lcl|Glyma.20G130800_344-399             KG                          KG    KG                        CL                          CP    C              .FHQL......  DPPLLTED..IPPGDE.......GWL  G... DCK...........

lcl|Glyma.01G234300_253-300             KG                          KG    KG                        CM                          C     CK             AEHTY......  REMLEK....VPEGD.........WL EE...  .............

lcl|Glyma.11G008600_251-297             KG                          KG    KG                        CM                          C     C              AEHTY......  REMLEK....VPEGD.........WL EE... ..............

lcl|Glyma.12G014900_273-322             KG                          KG    KG                        CM                          C     CK             AEHTY......  REMLEK....VPEGD.........WL EE...  CA...........

lcl|Glyma.11G109800_273-322             KG                          KG    KG                        CM                          C     CK             AEHTY......  REMLEK....VPEGD.........WL EE...  CA...........

lcl|Glyma.17G155700_20-68               KG                          KG    KG                        C                           C     CR             AEHIY...... NDEKLEK....VPDGDW........WT ED...  .............

lcl|Glyma.04G163100_13-61               KG                          KG    KG                        CM                          C     CK             CEHSY......  RFN.......TLIVP.......IDWI EP...  SK...........

lcl|Glyma.11G043500_25-80               KG                          KG    KG                        CM                          C     C              AEHTY......  DPDEQS....KLEAKPEL...RKDWT QE... MPR...........

lcl|Glyma.06G230000_305-354             KG                          KG    KG                        CL                          C     C              ARHRY......  DGP.......VIFTD......DVTWF ED... EAK...........

lcl|Glyma.09G125400_373-422             KG                          KG    KG                        CL                          C     C              ALHRY......  DGP.......VIFTD......DVTWF ED... EAK...........

lcl|Glyma.10G227100_4-50                KG                          KG    KG                        CL                          C     C              ALHRY......  KGP.......VVFTD......AVTWF ED... ..............

lcl|Glyma.20G165200_4-53                KG                          KG    KG                        CL                          C     C              ALHRY......  KGP.......VIFTD......AVTWF ED... ATK...........

lcl|Glyma.04G214800_25-74               KG                          KG    KG                        CL                          C     C              AEHSY......  DKF.......HTEDDG.....TLIWR ED... AP............

lcl|Glyma.04G062400_53-97               KG                          KG    KG                        CL                          CP    C              .YHPR......  LPPLK.....GPLPD........NWR  E... VS............

lcl|Glyma.06G063400_53-97               KG                          KG    KG                        CL                          CP    C              .YHPK......  LPPLK.....GPLPD........NWR  E... VS............

lcl|Glyma.12G170900_115-166             KG                          KG    KG                        CV                          C     CR             .QHIN......  IIPEKPMDGIPPVPD........KFY EI...  .............

lcl|Glyma.13G328100_115-166             KG                          KG    KG                        CV                          C     CR             .QHIS......  IIPEKPMDGIPPIPD........KFY EI...  .............

lcl|Glyma.12G071300_116-167             KG                          KG    KG                        CV                          C     CR             .QHIS......  IIPEKPTEGIPLVPD........KFY EL...  .............

lcl|Glyma.04G253800_296-345             KG                          KG    KG                        C                           C     CK             .VHRK...... YG.VHDD....IDE..........AWL SW...  QK...........

lcl|Glyma.06G108500_295-345             KG                          KG    KG                        C                           C     CK             .VHRK...... YG.VYDDD...VDG..........TWM SW...  QK...........

lcl|Glyma.15G219200_660-708             KG                          KG    KG                        CL                          C     CK             .VHST......  MPPIGDI...VPE..........EWS HL...  EK...........

lcl|Glyma.01G238300_516-558             KG                          KG    KG                        CL                          CP    C              .FHQS......  D....I..QMLP.........PGEWH  N... TCK...........

lcl|Glyma.11G005500_722-764             KG                          KG    KG                        CL                          C     C              .FHQS......  D....I..QMLP.........PGEWR MN... TCK...........

lcl|Glyma.01G238200_728-770             KG                          KG    KG                        CL                          CP    C              .FHQS......  D....I..QMLP.........LGEWH  N... TCK...........

lcl|Glyma.11G005300_720-760             KG                          KG    KG                        CL                          CP    C              .FHQS......  D....I..QMLP.........PGEWH  N... ..............

lcl|Glyma.02G146500_568-610             KG                          KG    KG                        CL                          C     C              .FHQG......  D....I..KKFP.........SGDWH IY... CCK...........

lcl|Glyma.03G155500_313-355             KG                          KG    KG                        CL                          C     C              .FHQS......  D....I..QTLP.........SGDWN IY... CCK...........

lcl|Glyma.10G044200_547-587             KG                          KG    KG                        CL                          C     CR             .FHAA......  G....L..QCVP.........DSGWQ LN...  .............

lcl|Glyma.13G131800_545-585             KG                          KG    KG                        CL                          C     C              .FHAA......  G....L..QCVP.........DSGWQ LN... I.............

lcl|Glyma.06G046500_300-343             KG                          KG    KG                        CL                          CP    C              .FHLS......  G....L..EHVP.........DGDWF  A... CCK...........

lcl|Glyma.11G170900_521-564             KG                          KG    KG                        CL                          CP    C              .FHKT......  G....L..EDIP.........NGDWF  S... CCG...........

lcl|Glyma.03G181800_43-91               KG                          KG    KG                        CV                          C     C              .YHPS......  DP..PL..NYIP.........LGFWH IW... TKK...........

lcl|Glyma.11G074400_81-126              KG                          KG    KG                        CI                          CG                   .YHPS......  KR..DE..AFFRS........KAKWN  W...H..............

lcl|Glyma.13G320100_386-430             KG                          KG    KG                        CI                          CP    CK             .YHSR......  GV..MK..MHIP.........EGAWY  E...  ID...........

lcl|Glyma.02G296200_232-286             KG                          KG    KG                        CV                          C     C              .RENS......  SL..GFTQKEVDE........IQSFY KN... ..............

lcl|Glyma.18G086000_229-283             KG                          KG    KG                        CA                          C     C              .EEST......  SL..GFSRKEVDE........IQNFY KN... ..............

lcl|Glyma.13G197800_36-86               KG                          KG    KG                        CL                          CP    C              .VHAT......  AT..GP...KFDG........SGNFC  Y... ..............

lcl|Glyma.15G236400_75-123              KG                          KG    KG                        CL                          CP    C              .VHAT......  GF..EP...EFDD........SGNFC  Y... ..............

lcl|Glyma.13G057300_662-708             KG                          KG    KG                        CL                          C     C              .FHAD......  GI..KEH..EVSS.........RNWS QT... ICH...........

lcl|Glyma.19G029100_661-707             KG                          KG    KG                        CL                          C     C              .FHAD......  GI..KEH..EVSS.........RKWS QT... ICH...........

lcl|Glyma.02G227900_820-872             KG                          KG    KG                        CL                          CG    C              .YHVG......  KD.REKYESRIY.........MKNWL  KE.. ..............

lcl|Glyma.14G194800_734-787             KG                          KG    KG                        CL                          CG    C              .YHVE......  KD.REKSESRRY.........MKNWL  KE.. ..............

lcl|Glyma.11G171200_781-832             KG                          KG    KG                        CL                          CG                   .YHVR......  EN.GAADISTRY.........LGNWF  K..................

lcl|Glyma.10G062700_503-554             KG                          KG    KG                        CL                          C                    .YHVG......  RDHKMAYLKELP.........EGDWF ....................

lcl|Glyma.13G147100_501-557             KG                          KG    KG                        CL                          C     C              .YHVG......  RDHKKAYLKELP.........EGDWF CND.. T.............

lcl|Glyma.02G058300_166-214             KG                          KG    KG                        CI                          C     C              .YHGK......  MMTPTK....GETLKH........YK AS... S.............

lcl|Glyma.06G319800_166-214             KG                          KG    KG                        CI                          C     C              .YHGK......  MMTPTK....AETLKH........YK AS... S.............

lcl|Glyma.07G271400_198-247             KG                          KG    KG                        CV                          CP    C              .FHGK......  KITPAK....AEHIKQ........YK  S... SNK...........

lcl|Glyma.17G002600_199-248             KG                          KG    KG                        CV                          CP    C              .FHGK......  KITPAK....AEHIKQ........YK  S... SNK...........

lcl|Glyma.11G190000_1281-1329            KG                          KG    KG                         V                          C     CR             .YHAE......A ELEESK....ISSVLG........FK SK...  .............

lcl|Glyma.12G084300_1287-1335            KG                          KG    KG                         V                          C     CR             .YHAE......A ELEESK....ISSVLG........FK CK...  .............



lcl|Glyma.12G180700_1293-1341            KG                          KG    KG                         V                          C     CR             .YHAE......A ELEESK....LFDVLG........FK CK...  .............

lcl|Glyma.07G056000_373-427             KG                          KG    KG                        C                           CP    CK             .VHAE...... DKISSKV....FKDLENT......DYY  D...  GK...........

lcl|Glyma.16G024900_371-425             KG                          KG    KG                        C                           CP    CK             .VHAE...... DKISSKL....FKDLENT......DYY  D...  GK...........

lcl|Glyma.03G215600_371-425             KG                          KG    KG                        C                           CP    CK             .VHAE...... DKISSKH....FKDLENT......DYY  D...  GK...........

lcl|Glyma.19G212100_374-428             KG                          KG    KG                        C                           CP    CK             .VHAE...... DKISSKL....FKDLENA......DYY  D...  GK...........

lcl|Glyma.04G236500_434-488             KG                          KG    KG                        C                           CP    CK             .VHAE...... DKICSNL....FKNLEGT......DYY  T...  AK...........

lcl|Glyma.06G127800_441-495             KG                          KG    KG                        C                           CP    CK             .VHAE...... DKISSNL....FKNLEGT......DYY  T...  AK...........

lcl|Glyma.19G066800_376-430             KG                          KG    KG                        C                           CP    CK             .VHAE...... DKISSNL....FKNLGGS......DYF  T...  IK...........

lcl|Glyma.01G179800_176-228             KG                          KG    KG                        C                                  K             VWHPE...... FCCHACH..........LPITDYEFSMSSNRPYH AC...........

lcl|Glyma.11G062400_192-244             KG                          KG    KG                        C                                  K             VWHPE...... FCCHACH..........LPITDYEFSMSSNRPYH SC...........

lcl|Glyma.02G059900_158-214             KG                          KG    KG                        C                            G     K             YWHPE...... FCCHACK..........LPITDYEFSMS NRRYH SCYKELH......

lcl|Glyma.16G142700_157-213             KG                          KG    KG                        C                            G     K             YWHPE...... FCCHACK..........LPITDYEFSMS NRRYH SCYKELH......

lcl|Glyma.12G160000_164-201             KG                          KG    KG                        C                                                YWHPE...... FCCHACK..........LPITD..........................

lcl|Glyma.14G077800_125-177             KG                          KG    KG                        C                            G     K             FWHPE...... FRCRACN..........LPISDYEFSTS NYPYH SC...........

lcl|Glyma.17G247700_120-172             KG                          KG    KG                        C                            G     K             FWHPE...... FRCRACN..........LPISDYEFSTS NYPYH SC...........

lcl|Glyma.02G251800_176-228             KG                          KG    KG                        C                            G     K             YFHPN...... FRCHSCG..........YPITEREFSLS KHPYH SC...........

lcl|Glyma.14G065000_141-193             KG                          KG    KG                        C                            G     K             YFHPN...... FRCHSCG..........YPITEREFSLS KHPYH SC...........

lcl|Glyma.02G253700_47-99               KG                          KG    KG                        C                                 CK             AYHKA...... FKCSHCE..........GTLKLSNYSSMESVLY  PHNEQLF......

lcl|Glyma.18G030900_10-66               KG                          KG    KG                        C                                 CK             AYHKA...... FRCSHCK..........GTLKLSNYSSMEGVLY  PHYEQLF......

lcl|Glyma.05G205800_10-66               KG                          KG    KG                        C                                 CK             AYHKN...... FRCSHCN..........GLLAISNYSSTEGVLY  VHFEQLF......

lcl|Glyma.08G012700_10-66               KG                          KG    KG                        C                                 CK             AYHKN...... FRCSHCN..........GLLAISNYSSTEGVLY  VHFEQLF......

lcl|Glyma.03G013900_10-66               KG                          KG    KG                        C                                 CK             TYHKN...... FKCSHCK..........GCLTMSTYSSMDGILY  THFEQLF......

lcl|Glyma.07G073600_10-66               KG                          KG    KG                        C                                 CK             PYHKN...... FKCSHCK..........GCLTMCTYSSMDGILY  THFEQLF......

lcl|Glyma.09G261800_10-66               KG                          KG    KG                        C                                 CK             PYHKN...... FRCSHCK..........GCLTMSTYSSMDGVLY  PHFEQLF......

lcl|Glyma.18G230400_10-66               KG                          KG    KG                        C                                 CK             PYHKN...... FRCSHCK..........GYLTMNTYSSMDGVLY  PHFEQLF......

lcl|Glyma.04G179800_24-80               KG                          KG    KG                        C                                 CK             IYHKS...... FRCYHCK..........GTLKLSNYCSFEGVLY  PHFDQLF......

lcl|Glyma.05G034700_11-67               KG                          KG    KG                        C                                 CK             VYHKS...... FRCHHCK..........GTLKLSNYCSFEGVLY  PHFHQLF......

lcl|Glyma.10G114300_10-49               KG                          KG    KG                        C                                                IYHKS...... FRCYHCK..........GTLKNT............P............

lcl|Glyma.20G085200_10-49               KG                          KG    KG                        C                                                IYHKS...... FRCYHCK..........GTLKNN............P............

lcl|Glyma.04G046200_109-164             KG                          KG    KG                        C                                 CK             PYHKS...... FKCTHGG..........CVISPSNYIAHEGKLY  HHHIQL.......

lcl|Glyma.06G047000_109-164             KG                          KG    KG                        C                                 CK             PYHKS...... FKCTHGG..........CVISPSNYIAHEGKLY  HHHVQL.......

lcl|Glyma.17G234700_109-164             KG                          KG    KG                        C                                 CK             PYHKS...... FKCCHGG..........CVISPSNYIAHEGKLY  HHHVQL.......

lcl|Glyma.10G256600_111-167             KG                          KG    KG                        C                                 CK             PYHKG...... FKCTYGG..........CTVSSSNFITHEGKLY  HHHIQLF......

lcl|Glyma.06G185000_110-162             KG                          KG    KG                        C                                 CR             SYHKA...... FRCTHGG..........CVISPSNYVAHEHRLY  HH...........

lcl|Glyma.17G092600_110-166             KG                          KG    KG                        C                                 CR             SYHKS...... FRCTHGG..........CVISPSNYVAHEHRLY  HHHTQLF......

lcl|Glyma.11G226400_108-164             KG                          KG    KG                        C                                 CK             AYHKS...... FKCSHGG..........CPITPSNYAALEGILY  HHFSQLF......

lcl|Glyma.14G062700_108-164             KG                          KG    KG                        C                                 CK             AYHKS...... FKCSHGS..........CPITPSNYAALEGVLY  HHFSQLF......

lcl|Glyma.14G112700_1508-1555            KG                          KG    KG                        C                           C     CR             LIRVH....QA YGVSSLPK..............KSSWC R...P  .............

lcl|Glyma.13G253900_326-371             KG                          KG    KG                         I                          CP    C              .LCKQ......S MKLSKNS..............TRTFK  ...Y ..............

lcl|Glyma.13G273500_171-204             JH                          JH    JH                         I                          CP                   .YEKK......V MQYLKS................KQHQ  ...I...............



                                                                                                                        Human_c-Cbl                  
                                                                                                                        

Human_c-Cbl                  .........                                                   

consensus                    .........                                                   

lcl|Glyma.09G103000_21-70    .........                                                   

lcl|Glyma.15G275000_20-69    .........                                                   

lcl|Glyma.04G067900_40-89    .........                                                   

lcl|Glyma.06G069600_30-98    .........                                                   

lcl|Glyma.13G202500_20-69    .........                                                   

lcl|Glyma.02G080900_38-87    .........                                                   

lcl|Glyma.16G165900_30-96    .........                                                   

lcl|Glyma.05G187300_39-88    .........                                                   

lcl|Glyma.08G145600_39-88    .........                                                   

lcl|Glyma.10G223500_41-90    .........                                                   

lcl|Glyma.02G205800_37-86    .........                                                   

lcl|Glyma.17G072200_27-95    .........                                                   

lcl|Glyma.04G153700_37-86    .........                                                   

lcl|Glyma.06G225500_37-86    .........                                                   

lcl|Glyma.04G142700_37-86    .........                                                   

lcl|Glyma.06G225400_46-117   G........                                                   

lcl|Glyma.06G316800_40-89    .........                                                   

lcl|Glyma.09G051100_38-87    .........                                                   

lcl|Glyma.15G157100_38-87    .........                                                   

lcl|Glyma.08G088400_32-81    .........                                                   

lcl|Glyma.08G302500_39-88    .........                                                   

lcl|Glyma.18G117100_39-88    .........                                                   

lcl|Glyma.04G063800_9-58     .........                                                   

lcl|Glyma.06G065000_6-58     .........                                                   

lcl|Glyma.05G160000_385-436  .........                                                   

lcl|Glyma.08G117500_6-58     .........                                                   

lcl|Glyma.12G017600_131-178  .........                                                   

lcl|Glyma.02G090900_13-60    .........                                                   

lcl|Glyma.18G292200_14-61    .........                                                   

lcl|Glyma.18G242400_64-112   .........                                                   

lcl|Glyma.02G103800_77-125   .........                                                   

lcl|Glyma.07G215200_80-128   .........                                                   

lcl|Glyma.13G372600_71-120   .........                                                   

lcl|Glyma.15G001100_69-118   .........                                                   

lcl|Glyma.11G236400_33-82    .........                                                   

lcl|Glyma.18G020800_33-82    .........                                                   

lcl|Glyma.05G182200_29-78    .........                                                   

lcl|Glyma.05G010700_54-89    .........                                                   

lcl|Glyma.17G118400_55-107   .........                                                   

lcl|Glyma.02G310000_267-316  .........                                                   

lcl|Glyma.14G002700_268-317  .........                                                   

lcl|Glyma.03G180200_231-280  .........                                                   

lcl|Glyma.19G180900_243-292  .........                                                   

lcl|Glyma.13G005300_253-302  .........                                                   

lcl|Glyma.20G064600_253-302  .........                                                   

lcl|Glyma.11G147100_266-315  .........                                                   

lcl|Glyma.12G068000_266-315  .........                                                   

lcl|Glyma.12G173300_234-283  .........                                                   

lcl|Glyma.13G326500_259-308  .........                                                   

lcl|Glyma.10G051800_240-289  .........                                                   

lcl|Glyma.13G139200_260-309  .........                                                   

lcl|Glyma.13G213600_217-265  .........                                                   

lcl|Glyma.15G099100_214-262  .........                                                   

lcl|Glyma.01G107700_99-151   .........                                                   

lcl|Glyma.U027600_104-157    .........                                                   

lcl|Glyma.07G142300_108-159  .........                                                   

lcl|Glyma.02G253000_84-135   .........                                                   

lcl|Glyma.14G063500_84-135   .........                                                   

lcl|Glyma.13G227900_172-233  .........                                                   

lcl|Glyma.15G084600_183-244  .........                                                   

lcl|Glyma.04G063700_161-222  .........                                                   

lcl|Glyma.06G064900_158-219  .........                                                   

lcl|Glyma.05G159600_181-243  .........                                                   

lcl|Glyma.04G084500_138-184  .........                                                   

lcl|Glyma.06G086100_152-198  .........                                                   

lcl|Glyma.02G232900_1829-1880 .........                                                   

lcl|Glyma.01G095300_99-145   .........                                                   

lcl|Glyma.08G270800_99-145   .........                                                   

lcl|Glyma.01G017200_110-156  .........                                                   

lcl|Glyma.02G210700_138-184  .........                                                   

lcl|Glyma.14G178400_137-183  .........                                                   

lcl|Glyma.04G098100_128-174  .........                                                   

lcl|Glyma.06G099800_131-177  .........                                                   

lcl|Glyma.10G156500_116-162  .........                                                   

lcl|Glyma.20G231900_117-163  .........                                                   

lcl|Glyma.19G236800_118-164  .........                                                   

lcl|Glyma.03G239900_110-156  .........                                                   

lcl|Glyma.09G140700_126-172  .........                                                   

lcl|Glyma.16G194600_116-162  .........                                                   

lcl|Glyma.09G140800_108-154  .........                                                   

lcl|Glyma.11G242800_110-156  .........                                                   

lcl|Glyma.14G037000_80-126   .........                                                   

lcl|Glyma.06G118400_62-106   .........                                                   

lcl|Glyma.01G017300_141-187  .........                                                   

lcl|Glyma.09G205600_131-177  .........                                                   

lcl|Glyma.01G095600_140-186  .........                                                   

lcl|Glyma.08G271100_141-187  .........                                                   

lcl|Glyma.04G128100_143-189  .........                                                   

lcl|Glyma.06G310600_135-181  .........                                                   

lcl|Glyma.02G210400_152-198  .........                                                   

lcl|Glyma.14G177900_153-199  .........                                                   

lcl|Glyma.08G070100_155-204  .........                                                   

lcl|Glyma.13G042300_156-201  .........                                                   

lcl|Glyma.08G177000_180-226  .........                                                   

lcl|Glyma.15G056000_166-212  .........                                                   

lcl|Glyma.05G175400_149-200  .........                                                   

lcl|Glyma.18G014500_194-240  .........                                                   

lcl|Glyma.18G014600_153-202  .........                                                   

lcl|Glyma.11G242500_156-205  .........                                                   

lcl|Glyma.11G122400_135-179  .........                                                   

lcl|Glyma.12G047300_133-176  .........                                                   



lcl|Glyma.01G032200_147-191  .........                                                   

lcl|Glyma.02G033200_149-193  .........                                                   

lcl|Glyma.13G071600_172-216  .........                                                   

lcl|Glyma.19G011200_168-212  .........                                                   

lcl|Glyma.08G289200_148-194  .........                                                   

lcl|Glyma.18G135300_149-195  .........                                                   

lcl|Glyma.05G035800_139-185  .........                                                   

lcl|Glyma.17G091600_134-180  .........                                                   

lcl|Glyma.13G092000_129-175  .........                                                   

lcl|Glyma.17G068300_125-171  .........                                                   

lcl|Glyma.03G103800_137-183  .........                                                   

lcl|Glyma.07G120300_138-184  .........                                                   

lcl|Glyma.15G183300_121-167  .........                                                   

lcl|Glyma.01G146500_110-156  .........                                                   

lcl|Glyma.09G194100_115-161  .........                                                   

lcl|Glyma.04G083400_113-140  .........                                                   

lcl|Glyma.06G084800_126-176  .........                                                   

lcl|Glyma.14G146700_132-182  .........                                                   

lcl|Glyma.02G106400_97-139   .........                                                   

lcl|Glyma.04G091400_117-163  .........                                                   

lcl|Glyma.03G215500_93-139   .........                                                   

lcl|Glyma.19G212000_90-136   .........                                                   

lcl|Glyma.02G016800_86-132   .........                                                   

lcl|Glyma.07G046400_108-154  .........                                                   

lcl|Glyma.16G014600_107-153  .........                                                   

lcl|Glyma.03G263000_99-148   .........                                                   

lcl|Glyma.07G245400_93-139   .........                                                   

lcl|Glyma.17G028400_95-141   .........                                                   

lcl|Glyma.09G042400_118-164  .........                                                   

lcl|Glyma.13G332800_88-134   .........                                                   

lcl|Glyma.06G284600_119-165  .........                                                   

lcl|Glyma.12G121400_124-171  .........                                                   

lcl|Glyma.12G208600_102-147  .........                                                   

lcl|Glyma.13G292600_94-142   .........                                                   

lcl|Glyma.09G214600_99-144   .........                                                   

lcl|Glyma.16G075300_86-130   .........                                                   

lcl|Glyma.13G108500_112-158  .........                                                   

lcl|Glyma.17G050900_108-154  .........                                                   

lcl|Glyma.18G176200_157-203  .........                                                   

lcl|Glyma.02G228800_114-163  .........                                                   

lcl|Glyma.01G157400_104-150  .........                                                   

lcl|Glyma.11G087600_104-150  .........                                                   

lcl|Glyma.04G015200_96-142   .........                                                   

lcl|Glyma.06G015200_96-142   .........                                                   

lcl|Glyma.09G196700_100-146  .........                                                   

lcl|Glyma.16G112200_99-145   .........                                                   

lcl|Glyma.04G215600_139-185  .........                                                   

lcl|Glyma.06G150400_141-187  .........                                                   

lcl|Glyma.05G188900_144-190  .........                                                   

lcl|Glyma.08G146600_143-189  .........                                                   

lcl|Glyma.09G275300_113-159  .........                                                   

lcl|Glyma.18G214200_108-154  .........                                                   

lcl|Glyma.07G173600_79-113   .........                                                   

lcl|Glyma.06G143100_111-157  .........                                                   

lcl|Glyma.08G088100_109-152  .........                                                   

lcl|Glyma.15G157400_108-152  .........                                                   

lcl|Glyma.04G182100_194-239  .........                                                   

lcl|Glyma.06G183300_233-278  .........                                                   

lcl|Glyma.05G037000_234-279  .........                                                   

lcl|Glyma.17G090200_234-279  .........                                                   

lcl|Glyma.11G191800_129-174  .........                                                   

lcl|Glyma.01G151700_511-557  .........                                                   

lcl|Glyma.09G216900_511-557  .........                                                   

lcl|Glyma.16G076000_519-565  .........                                                   

lcl|Glyma.16G107700_522-568  .........                                                   

lcl|Glyma.13G165500_478-524  .........                                                   

lcl|Glyma.17G105500_479-525  .........                                                   

lcl|Glyma.01G217300_329-374  .........                                                   

lcl|Glyma.11G026000_332-377  .........                                                   

lcl|Glyma.05G048800_325-370  .........                                                   

lcl|Glyma.17G130700_323-368  .........                                                   

lcl|Glyma.09G265600_314-359  .........                                                   

lcl|Glyma.18G225500_320-365  .........                                                   

lcl|Glyma.02G085200_305-350  .........                                                   

lcl|Glyma.07G170200_304-349  .........                                                   

lcl|Glyma.05G238900_292-337  .........                                                   

lcl|Glyma.08G046000_293-338  .........                                                   

lcl|Glyma.03G120200_273-318  .........                                                   

lcl|Glyma.19G124800_275-320  .........                                                   

lcl|Glyma.02G302400_289-335  .........                                                   

lcl|Glyma.14G011800_289-335  .........                                                   

lcl|Glyma.08G332300_279-325  .........                                                   

lcl|Glyma.18G074600_278-324  .........                                                   

lcl|Glyma.13G361000_365-409  .........                                                   

lcl|Glyma.15G012900_392-436  .........                                                   

lcl|Glyma.14G129100_343-387  .........                                                   

lcl|Glyma.17G203800_375-419  .........                                                   

lcl|Glyma.01G162900_187-232  .........                                                   

lcl|Glyma.11G080500_187-232  .........                                                   

lcl|Glyma.02G044300_186-231  .........                                                   

lcl|Glyma.04G143800_84-127   .........                                                   

lcl|Glyma.08G316400_182-225  .........                                                   

lcl|Glyma.18G096600_201-244  .........                                                   

lcl|Glyma.02G291200_187-233  .........                                                   

lcl|Glyma.05G025200_170-216  .........                                                   

lcl|Glyma.17G101800_167-213  .........                                                   

lcl|Glyma.10G124600_688-735  .........                                                   

lcl|Glyma.20G076700_718-765  .........                                                   

lcl|Glyma.10G217500_232-277  .........                                                   

lcl|Glyma.20G174500_247-292  .........                                                   

lcl|Glyma.11G137400_208-259  .........                                                   

lcl|Glyma.12G060800_236-287  .........                                                   

lcl|Glyma.11G220200_212-254  .........                                                   



lcl|Glyma.18G037200_212-254  .........                                                   

lcl|Glyma.02G194400_103-147  .........                                                   

lcl|Glyma.10G083100_103-147  .........                                                   

lcl|Glyma.03G203400_104-149  .........                                                   

lcl|Glyma.10G121100_107-150  .........                                                   

lcl|Glyma.10G121500_113-160  .........                                                   

lcl|Glyma.03G017500_84-127   .........                                                   

lcl|Glyma.07G078800_84-127   .........                                                   

lcl|Glyma.09G264300_89-135   .........                                                   

lcl|Glyma.18G227700_89-135   .........                                                   

lcl|Glyma.10G202500_86-132   .........                                                   

lcl|Glyma.20G187900_86-132   .........                                                   

lcl|Glyma.09G001600_110-156  .........                                                   

lcl|Glyma.05G217000_334-378  .........                                                   

lcl|Glyma.08G022900_332-375  .........                                                   

lcl|Glyma.07G056200_314-357  .........                                                   

lcl|Glyma.16G025100_320-363  .........                                                   

lcl|Glyma.19G255700_319-362  .........                                                   

lcl|Glyma.06G127300_326-371  .........                                                   

lcl|Glyma.07G062800_119-162  .........                                                   

lcl|Glyma.16G030900_115-158  .........                                                   

lcl|Glyma.09G253500_112-155  .........                                                   

lcl|Glyma.18G239400_89-132   .........                                                   

lcl|Glyma.09G253400_107-153  .........                                                   

lcl|Glyma.02G264800_105-151  .........                                                   

lcl|Glyma.14G058000_100-146  .........                                                   

lcl|Glyma.11G231400_107-153  .........                                                   

lcl|Glyma.18G025700_107-153  .........                                                   

lcl|Glyma.11G169500_92-138   .........                                                   

lcl|Glyma.18G060400_108-154  .........                                                   

lcl|Glyma.01G093800_57-96    .........                                                   

lcl|Glyma.04G153400_57-104   .........                                                   

lcl|Glyma.04G153500_74-120   .........                                                   

lcl|Glyma.13G115900_83-134   .........                                                   

lcl|Glyma.17G043900_85-135   .........                                                   

lcl|Glyma.01G221300_81-127   .........                                                   

lcl|Glyma.11G022400_87-133   .........                                                   

lcl|Glyma.05G210000_86-133   .........                                                   

lcl|Glyma.08G016700_85-132   .........                                                   

lcl|Glyma.17G159400_72-117   .........                                                   

lcl|Glyma.02G223600_99-145   .........                                                   

lcl|Glyma.14G190300_98-144   .........                                                   

lcl|Glyma.13G009100_96-142   .........                                                   

lcl|Glyma.05G182000_68-114   .........                                                   

lcl|Glyma.08G139700_68-114   .........                                                   

lcl|Glyma.11G236600_73-119   .........                                                   

lcl|Glyma.18G020400_70-116   .........                                                   

lcl|Glyma.05G218700_107-152  .........                                                   

lcl|Glyma.08G024800_108-153  .........                                                   

lcl|Glyma.13G002800_104-153  .........                                                   

lcl|Glyma.20G066300_104-153  .........                                                   

lcl|Glyma.10G007200_117-163  .........                                                   

lcl|Glyma.20G088900_139-185  .........                                                   

lcl|Glyma.10G187100_136-182  .........                                                   

lcl|Glyma.20G203400_135-181  .........                                                   

lcl|Glyma.19G163600_128-173  .........                                                   

lcl|Glyma.11G243400_93-139   .........                                                   

lcl|Glyma.18G013800_88-132   .........                                                   

lcl|Glyma.13G232800_104-150  .........                                                   

lcl|Glyma.13G232800_105-147  .........                                                   

lcl|Glyma.15G079900_101-151  .........                                                   

lcl|Glyma.04G021200_74-120   .........                                                   

lcl|Glyma.06G021400_73-119   .........                                                   

lcl|Glyma.14G221800_70-116   .........                                                   

lcl|Glyma.17G260700_70-116   .........                                                   

lcl|Glyma.04G181300_83-127   .........                                                   

lcl|Glyma.06G183600_83-127   .........                                                   

lcl|Glyma.13G170300_69-114   .........                                                   

lcl|Glyma.19G010400_71-116   .........                                                   

lcl|Glyma.13G092100_125-170  .........                                                   

lcl|Glyma.17G068200_100-145  .........                                                   

lcl|Glyma.10G244900_121-165  .........                                                   

lcl|Glyma.20G149700_120-164  .........                                                   

lcl|Glyma.01G048700_113-166  .........                                                   

lcl|Glyma.02G108300_190-234  .........                                                   

lcl|Glyma.02G071200_226-269  .........                                                   

lcl|Glyma.16G152400_225-267  .........                                                   

lcl|Glyma.18G000200_236-278  .........                                                   

lcl|Glyma.02G161600_186-230  .........                                                   

lcl|Glyma.10G101400_186-230  .........                                                   

lcl|Glyma.02G276700_252-296  .........                                                   

lcl|Glyma.14G039000_202-246  .........                                                   

lcl|Glyma.13G072800_206-250  .........                                                   

lcl|Glyma.13G072900_126-169  .........                                                   

lcl|Glyma.04G251600_220-265  .........                                                   

lcl|Glyma.08G185400_202-246  .........                                                   

lcl|Glyma.15G047300_199-243  .........                                                   

lcl|Glyma.09G165200_203-248  .........                                                   

lcl|Glyma.16G213500_202-247  .........                                                   

lcl|Glyma.10G285300_179-224  .........                                                   

lcl|Glyma.20G103700_178-223  .........                                                   

lcl|Glyma.02G249100_188-232  .........                                                   

lcl|Glyma.14G067300_187-231  .........                                                   

lcl|Glyma.11G220400_185-229  .........                                                   

lcl|Glyma.18G037000_174-209  .........                                                   

lcl|Glyma.07G134600_158-202  .........                                                   

lcl|Glyma.18G184200_159-203  .........                                                   

lcl|Glyma.11G137300_184-228  .........                                                   

lcl|Glyma.12G060700_182-226  .........                                                   

lcl|Glyma.13G338400_153-197  .........                                                   

lcl|Glyma.15G036100_152-197  .........                                                   

lcl|Glyma.10G286700_262-306  .........                                                   

lcl|Glyma.20G102400_259-303  .........                                                   



lcl|Glyma.05G017500_280-324  .........                                                   

lcl|Glyma.09G271200_369-413  .........                                                   

lcl|Glyma.18G218200_373-417  .........                                                   

lcl|Glyma.08G158300_95-136   .........                                                   

lcl|Glyma.15G268100_109-150  .........                                                   

lcl|Glyma.08G034000_52-100   .........                                                   

lcl|Glyma.06G272400_167-215  .........                                                   

lcl|Glyma.12G131800_171-215  .........                                                   

lcl|Glyma.06G274300_168-216  .........                                                   

lcl|Glyma.17G213300_14-59    .........                                                   

lcl|Glyma.18G103300_98-136   .........                                                   

lcl|Glyma.12G223700_140-184  .........                                                   

lcl|Glyma.13G277600_139-186  .........                                                   

lcl|Glyma.12G151700_161-205  .........                                                   

lcl|Glyma.13G211100_115-163  .........                                                   

lcl|Glyma.17G211800_21-68    .........                                                   

lcl|Glyma.10G047200_194-237  .........                                                   

lcl|Glyma.13G135100_190-233  .........                                                   

lcl|Glyma.08G148600_91-141   .........                                                   

lcl|Glyma.12G223800_101-147  .........                                                   

lcl|Glyma.09G096300_141-186  .........                                                   

lcl|Glyma.15G201800_154-199  .........                                                   

lcl|Glyma.10G259300_189-234  .........                                                   

lcl|Glyma.20G131600_187-232  .........                                                   

lcl|Glyma.17G172100_265-310  .........                                                   

lcl|Glyma.17G172200_262-307  .........                                                   

lcl|Glyma.03G110700_123-171  .........                                                   

lcl|Glyma.10G289100_82-127   .........                                                   

lcl|Glyma.20G099800_77-122   .........                                                   

lcl|Glyma.16G006200_74-120   .........                                                   

lcl|Glyma.10G142800_16-53    .........                                                   

lcl|Glyma.20G091400_16-53    .........                                                   

lcl|Glyma.13G265400_16-53    .........                                                   

lcl|Glyma.06G303600_75-104   .........                                                   

lcl|Glyma.01G143600_200-252  .........                                                   

lcl|Glyma.17G108900_203-255  .........                                                   

lcl|Glyma.20G044300_97-142   .........                                                   

lcl|Glyma.20G044600_112-155  .........                                                   

lcl|Glyma.09G257100_165-208  .........                                                   

lcl|Glyma.18G235300_138-182  .........                                                   

lcl|Glyma.08G016300_162-207  .........                                                   

lcl|Glyma.08G251300_174-216  .........                                                   

lcl|Glyma.18G274000_173-215  .........                                                   

lcl|Glyma.13G052000_177-221  .........                                                   

lcl|Glyma.19G034700_177-219  .........                                                   

lcl|Glyma.13G206800_34-78    .........                                                   

lcl|Glyma.15G005300_166-208  .........                                                   

lcl|Glyma.01G019300_126-171  .........                                                   

lcl|Glyma.09G203400_19-64    .........                                                   

lcl|Glyma.01G097900_111-159  .........                                                   

lcl|Glyma.08G273400_110-158  .........                                                   

lcl|Glyma.02G218200_86-131   .........                                                   

lcl|Glyma.14G185600_109-152  .........                                                   

lcl|Glyma.09G017200_92-144   .........                                                   

lcl|Glyma.15G122900_92-144   .........                                                   

lcl|Glyma.07G270000_80-128   .........                                                   

lcl|Glyma.01G050400_262-297  .........                                                   

lcl|Glyma.02G109200_262-297  .........                                                   

lcl|Glyma.12G235700_273-332  .........                                                   

lcl|Glyma.13G201200_274-333  .........                                                   

lcl|Glyma.07G049700_1718-1767 .........                                                   

lcl|Glyma.16G018400_1710-1759 .........                                                   

lcl|Glyma.01G228500_290-332  .........                                                   

lcl|Glyma.11G011300_290-332  .........                                                   

lcl|Glyma.04G130500_337-383  .........                                                   

lcl|Glyma.06G316600_337-383  .........                                                   

lcl|Glyma.14G105900_232-269  .........                                                   

lcl|Glyma.17G220500_232-277  .........                                                   

lcl|Glyma.16G032000_12-61    .........                                                   

lcl|Glyma.03G104400_860-896  .........                                                   

lcl|Glyma.07G119500_861-897  .........                                                   

lcl|Glyma.12G116100_524-572  .........                                                   

lcl|Glyma.12G205300_519-567  .........                                                   

lcl|Glyma.06G290800_524-572  .........                                                   

lcl|Glyma.13G295600_507-555  .........                                                   

lcl|Glyma.01G195200_69-131   TLYRLIHTW                                                   

lcl|Glyma.11G046500_134-196  TLYRLIHMW                                                   

lcl|Glyma.03G202600_12-76    TLRRLIQAW                                                   

lcl|Glyma.10G262600_10-74    TLRRLIQSW                                                   

lcl|Glyma.19G200200_10-74    TLRRLIQAW                                                   

lcl|Glyma.04G212300_16-53    .........                                                   

lcl|Glyma.06G154100_14-76    TLRHLINQW                                                   

lcl|Glyma.05G192100_12-74    TLRHLIDQW                                                   

lcl|Glyma.08G000400_12-74    TLRHLIDQW                                                   

lcl|Glyma.05G189600_16-52    .........                                                   

lcl|Glyma.08G147200_16-52    .........                                                   

lcl|Glyma.07G106000_30-93    SLRIMIQDW                                                   

lcl|Glyma.15G064800_12-50    .........                                                   

lcl|Glyma.16G048700_180-229  .........                                                   

lcl|Glyma.19G103000_221-270  .........                                                   

lcl|Glyma.05G237500_1120-1165 .........                                                   

lcl|Glyma.08G044700_1118-1163 .........                                                   

lcl|Glyma.07G093700_1126-1171 .........                                                   

lcl|Glyma.09G182600_1122-1167 .........                                                   

lcl|Glyma.09G115100_1126-1168 .........                                                   

lcl|Glyma.17G096900_1156-1201 .........                                                   

lcl|Glyma.14G130700_200-247  .........                                                   

lcl|Glyma.17G202700_200-247  .........                                                   

lcl|Glyma.06G074300_199-246  .........                                                   

lcl|Glyma.06G116800_4-50     .........                                                   

lcl|Glyma.10G228500_5-52     .........                                                   

lcl|Glyma.08G241700_44-77    .........                                                   

lcl|Glyma.04G134700_4-52     .........                                                   



lcl|Glyma.11G157400_5-54     .........                                                   

lcl|Glyma.04G224200_401-445  .........                                                   

lcl|Glyma.06G140600_410-454  .........                                                   

lcl|Glyma.18G217900_377-421  .........                                                   

lcl|Glyma.08G354400_21-65    .........                                                   

lcl|Glyma.18G171400_21-65    .........                                                   

lcl|Glyma.15G237300_55-95    .........                                                   

lcl|Glyma.13G198800_100-140  .........                                                   

lcl|Glyma.04G235700_61-101   .........                                                   

lcl|Glyma.06G129000_62-102   .........                                                   

lcl|Glyma.03G257700_48-88    .........                                                   

lcl|Glyma.13G035400_631-678  .........                                                   

lcl|Glyma.14G156600_631-678  .........                                                   

lcl|Glyma.12G192700_673-714  .........                                                   

lcl|Glyma.13G309700_670-711  .........                                                   

lcl|Glyma.07G148900_159-201  .........                                                   

lcl|Glyma.18G200100_157-199  .........                                                   

lcl|Glyma.03G060000_142-184  .........                                                   

lcl|Glyma.07G195400_147-189  .........                                                   

lcl|Glyma.13G180900_147-189  .........                                                   

lcl|Glyma.13G240800_150-198  .........                                                   

lcl|Glyma.15G072700_147-189  .........                                                   

lcl|Glyma.18G063500_143-185  .........                                                   

lcl|Glyma.05G144300_156-204  .........                                                   

lcl|Glyma.08G100700_156-204  .........                                                   

lcl|Glyma.11G246100_158-206  .........                                                   

lcl|Glyma.18G011100_158-206  .........                                                   

lcl|Glyma.05G044700_154-201  .........                                                   

lcl|Glyma.11G246300_78-119   .........                                                   

lcl|Glyma.18G010900_145-192  .........                                                   

lcl|Glyma.02G309100_117-162  .........                                                   

lcl|Glyma.14G003700_117-162  .........                                                   

lcl|Glyma.12G001300_129-175  .........                                                   

lcl|Glyma.05G198100_138-187  .........                                                   

lcl|Glyma.04G165900_213-256  .........                                                   

lcl|Glyma.06G196600_193-236  .........                                                   

lcl|Glyma.16G063400_170-217  .........                                                   

lcl|Glyma.19G082000_171-218  .........                                                   

lcl|Glyma.12G180800_764-813  .........                                                   

lcl|Glyma.13G320000_790-839  .........                                                   

lcl|Glyma.20G087900_859-904  .........                                                   

lcl|Glyma.02G149800_290-333  .........                                                   

lcl|Glyma.10G024100_292-330  .........                                                   

lcl|Glyma.03G080300_332-382  .........                                                   

lcl|Glyma.16G008300_327-377  .........                                                   

lcl|Glyma.18G149800_331-381  .........                                                   

lcl|Glyma.04G043900_344-393  .........                                                   

lcl|Glyma.06G044100_357-407  .........                                                   

lcl|Glyma.07G150500_385-433  .........                                                   

lcl|Glyma.18G201500_386-434  .........                                                   

lcl|Glyma.10G181100_405-450  .........                                                   

lcl|Glyma.20G209400_406-451  .........                                                   

lcl|Glyma.03G180500_289-337  .........                                                   

lcl|Glyma.19G181100_312-356  .........                                                   

lcl|Glyma.10G052000_291-337  .........                                                   

lcl|Glyma.13G139400_291-337  .........                                                   

lcl|Glyma.13G326700_239-283  .........                                                   

lcl|Glyma.07G257200_279-325  .........                                                   

lcl|Glyma.17G016900_219-265  .........                                                   

lcl|Glyma.13G208500_314-360  .........                                                   

lcl|Glyma.15G104300_316-362  .........                                                   

lcl|Glyma.09G048200_866-915  .........                                                   

lcl|Glyma.15G155500_861-910  .........                                                   

lcl|Glyma.10G198600_793-842  .........                                                   

lcl|Glyma.20G191400_792-841  .........                                                   

lcl|Glyma.11G191900_808-850  .........                                                   

lcl|Glyma.12G082400_798-847  .........                                                   

lcl|Glyma.12G179300_740-789  .........                                                   

lcl|Glyma.13G321300_793-842  .........                                                   

lcl|Glyma.13G212200_825-875  .........                                                   

lcl|Glyma.15G100500_827-877  .........                                                   

lcl|Glyma.17G020500_819-869  .........                                                   

lcl|Glyma.07G253800_821-871  .........                                                   

lcl|Glyma.02G150400_776-826  .........                                                   

lcl|Glyma.05G112600_659-709  .........                                                   

lcl|Glyma.17G154400_621-671  .........                                                   

lcl|Glyma.11G042600_620-669  .........                                                   

lcl|Glyma.04G009100_1020-1065 .........                                                   

lcl|Glyma.06G009000_1020-1065 .........                                                   

lcl|Glyma.16G098500_18-63    .........                                                   

lcl|Glyma.07G159000_32-77    .........                                                   

lcl|Glyma.11G112700_1028-1064 .........                                                   

lcl|Glyma.12G038600_1038-1083 .........                                                   

lcl|Glyma.05G013200_415-460  .........                                                   

lcl|Glyma.17G121200_415-460  .........                                                   

lcl|Glyma.10G204900_433-478  .........                                                   

lcl|Glyma.20G185600_422-467  .........                                                   

lcl|Glyma.01G029500_286-325  .........                                                   

lcl|Glyma.02G035800_286-325  .........                                                   

lcl|Glyma.14G083900_301-342  .........                                                   

lcl|Glyma.17G241100_292-333  .........                                                   

lcl|Glyma.08G170400_204-247  .........                                                   

lcl|Glyma.15G256500_288-331  .........                                                   

lcl|Glyma.09G019900_261-297  .........                                                   

lcl|Glyma.15G126400_264-300  .........                                                   

lcl|Glyma.01G203300_274-316  .........                                                   

lcl|Glyma.11G039700_281-323  .........                                                   

lcl|Glyma.05G068400_302-344  .........                                                   

lcl|Glyma.17G150900_309-344  .........                                                   

lcl|Glyma.09G282200_4713-4753 .........                                                   

lcl|Glyma.20G003400_4712-4751 .........                                                   

lcl|Glyma.04G220000_1217-1265 .........                                                   

lcl|Glyma.06G145900_1217-1265 .........                                                   



lcl|Glyma.08G358300_319-375  .........                                                   

lcl|Glyma.18G176600_318-374  .........                                                   

lcl|Glyma.12G063600_316-372  .........                                                   

lcl|Glyma.11G140000_316-372  .........                                                   

lcl|Glyma.13G335300_323-381  .........                                                   

lcl|Glyma.15G039100_316-374  .........                                                   

lcl|Glyma.08G315500_281-340  .........                                                   

lcl|Glyma.03G079200_225-269  .........                                                   

lcl|Glyma.16G094800_214-258  .........                                                   

lcl|Glyma.08G350900_306-345  .........                                                   

lcl|Glyma.18G165000_306-353  .........                                                   

lcl|Glyma.07G264100_155-203  .........                                                   

lcl|Glyma.17G009900_146-194  .........                                                   

lcl|Glyma.09G008200_144-192  .........                                                   

lcl|Glyma.15G112600_157-205  .........                                                   

lcl|Glyma.04G189900_380-423  .........                                                   

lcl|Glyma.06G175700_381-424  .........                                                   

lcl|Glyma.05G173500_413-456  .........                                                   

lcl|Glyma.08G130800_413-456  .........                                                   

lcl|Glyma.11G244000_416-459  .........                                                   

lcl|Glyma.18G013100_412-455  .........                                                   

lcl|Glyma.05G115700_444-487  .........                                                   

lcl|Glyma.19G051500_449-492  .........                                                   

lcl|Glyma.19G078600_381-424  .........                                                   

lcl|Glyma.19G124300_227-270  .........                                                   

lcl|Glyma.16G068400_384-427  .........                                                   

lcl|Glyma.04G211000_388-427  .........                                                   

lcl|Glyma.05G193500_382-421  .........                                                   

lcl|Glyma.08G234200_376-419  .........                                                   

lcl|Glyma.15G219300_368-411  .........                                                   

lcl|Glyma.10G238000_315-375  .........                                                   

lcl|Glyma.20G156600_315-375  .........                                                   

lcl|Glyma.09G143600_314-374  .........                                                   

lcl|Glyma.01G178600_28-77    .........                                                   

lcl|Glyma.11G063500_28-77    .........                                                   

lcl|Glyma.04G034500_31-78    .........                                                   

lcl|Glyma.06G034500_29-78    .........                                                   

lcl|Glyma.03G145700_157-202  .........                                                   

lcl|Glyma.19G148900_156-201  .........                                                   

lcl|Glyma.08G157200_105-149  .........                                                   

lcl|Glyma.15G269000_105-151  .........                                                   

lcl|Glyma.09G001100_123-170  .........                                                   

lcl|Glyma.12G240800_129-176  .........                                                   

lcl|Glyma.06G293400_33-91    .........                                                   

lcl|Glyma.12G112000_36-91    .........                                                   

lcl|Glyma.12G203900_46-99    .........                                                   

lcl|Glyma.13G297700_44-94    .........                                                   

lcl|Glyma.12G151200_37-90    .........                                                   

lcl|Glyma.07G196000_33-84    .........                                                   

lcl|Glyma.13G179900_30-81    .........                                                   

lcl|Glyma.13G239500_29-80    .........                                                   

lcl|Glyma.15G073700_29-80    .........                                                   

lcl|Glyma.14G099100_339-384  .........                                                   

lcl|Glyma.17G225600_339-384  .........                                                   

lcl|Glyma.01G074000_824-869  .........                                                   

lcl|Glyma.11G175700_818-875  .........                                                   

lcl|Glyma.02G267300_828-871  .........                                                   

lcl|Glyma.14G050200_828-871  .........                                                   

lcl|Glyma.10G288200_718-762  .........                                                   

lcl|Glyma.20G100800_721-765  .........                                                   

lcl|Glyma.04G125600_69-110   .........                                                   

lcl|Glyma.06G313000_69-110   .........                                                   

lcl|Glyma.10G155500_28-80    .........                                                   

lcl|Glyma.20G232800_26-78    .........                                                   

lcl|Glyma.04G255000_11-57    .........                                                   

lcl|Glyma.11G103800_150-191  .........                                                   

lcl|Glyma.12G028700_150-191  .........                                                   

lcl|Glyma.09G281300_151-194  .........                                                   

lcl|Glyma.20G004500_80-121   .........                                                   

lcl|Glyma.03G124900_577-621  .........                                                   

lcl|Glyma.03G214100_219-270  .........                                                   

lcl|Glyma.19G210900_219-269  .........                                                   

lcl|Glyma.10G018800_210-261  .........                                                   

lcl|Glyma.19G203000_218-270  .........                                                   

lcl|Glyma.08G153800_209-269  .........                                                   

lcl|Glyma.15G272400_209-269  .........                                                   

lcl|Glyma.08G154100_188-251  .........                                                   

lcl|Glyma.15G273000_188-250  .........                                                   

lcl|Glyma.10G151500_34-80    .........                                                   

lcl|Glyma.20G236700_42-88    .........                                                   

lcl|Glyma.19G232800_18-67    .........                                                   

lcl|Glyma.02G219200_1354-1408 .........                                                   

lcl|Glyma.14G186500_414-466  .........                                                   

lcl|Glyma.06G290400_82-126   .........                                                   

lcl|Glyma.12G116500_60-104   .........                                                   

lcl|Glyma.12G205500_121-165  .........                                                   

lcl|Glyma.13G295300_124-168  .........                                                   

lcl|Glyma.08G350700_40-90    .........                                                   

lcl|Glyma.13G177200_138-181  .........                                                   

lcl|Glyma.02G267800_40-81    .........                                                   

lcl|Glyma.14G049700_46-87    .........                                                   

lcl|Glyma.02G141500_20-65    .........                                                   

lcl|Glyma.10G032500_19-64    .........                                                   

lcl|Glyma.03G159500_34-79    .........                                                   

lcl|Glyma.19G161700_18-63    .........                                                   

lcl|Glyma.10G162800_19-64    .........                                                   

lcl|Glyma.20G225400_20-65    .........                                                   

lcl|Glyma.10G180300_32-77    .........                                                   

lcl|Glyma.03G165600_25-74    .........                                                   

lcl|Glyma.19G166900_24-66    .........                                                   

lcl|Glyma.13G220400_468-515  .........                                                   

lcl|Glyma.15G092000_450-498  .........                                                   

lcl|Glyma.09G099300_2-43     .........                                                   



lcl|Glyma.15G209600_2-43     .........                                                   

lcl|Glyma.10G149400_424-470  .........                                                   

lcl|Glyma.20G238800_406-452  .........                                                   

lcl|Glyma.17G082300_27-72    .........                                                   

lcl|Glyma.19G042100_335-385  .........                                                   

lcl|Glyma.09G206500_285-320  .........                                                   

lcl|Glyma.02G103300_678-724  .........                                                   

lcl|Glyma.07G214600_664-710  .........                                                   

lcl|Glyma.04G039700_603-649  .........                                                   

lcl|Glyma.04G039800_683-729  .........                                                   

lcl|Glyma.06G041000_657-703  .........                                                   

lcl|Glyma.05G241900_382-427  .........                                                   

lcl|Glyma.08G049400_328-373  .........                                                   

lcl|Glyma.07G097700_305-350  .........                                                   

lcl|Glyma.09G180300_320-365  .........                                                   

lcl|Glyma.14G134600_501-543  .........                                                   

lcl|Glyma.17G198300_478-520  .........                                                   

lcl|Glyma.06G076600_488-533  .........                                                   

lcl|Glyma.03G179300_494-542  .........                                                   

lcl|Glyma.19G180000_492-540  .........                                                   

lcl|Glyma.10G051200_482-530  .........                                                   

lcl|Glyma.13G138700_493-541  .........                                                   

lcl|Glyma.06G229700_316-362  .........                                                   

lcl|Glyma.06G234500_258-302  .........                                                   

lcl|Glyma.11G156300_288-334  .........                                                   

lcl|Glyma.06G234300_402-449  .........                                                   

lcl|Glyma.12G158500_402-449  .........                                                   

lcl|Glyma.13G272700_474-517  .........                                                   

lcl|Glyma.04G249100_149-193  .........                                                   

lcl|Glyma.06G113900_130-174  .........                                                   

lcl|Glyma.13G031100_152-196  .........                                                   

lcl|Glyma.14G152800_154-198  .........                                                   

lcl|Glyma.10G284900_291-328  .........                                                   

lcl|Glyma.20G104300_280-331  .........                                                   

lcl|Glyma.11G132700_192-240  .........                                                   

lcl|Glyma.12G057100_192-240  .........                                                   

lcl|Glyma.12G237700_196-240  .........                                                   

lcl|Glyma.13G203300_196-240  .........                                                   

lcl|Glyma.03G184600_122-174  .........                                                   

lcl|Glyma.14G147100_225-268  .........                                                   

lcl|Glyma.01G219800_243-291  .........                                                   

lcl|Glyma.11G023700_243-291  .........                                                   

lcl|Glyma.13G170000_1273-1321 .........                                                   

lcl|Glyma.19G010200_1251-1297 .........                                                   

lcl|Glyma.02G013500_1244-1297 .........                                                   

lcl|Glyma.10G014100_1243-1296 .........                                                   

lcl|Glyma.02G295400_391-439  .........                                                   

lcl|Glyma.14G018000_392-439  .........                                                   

lcl|Glyma.09G059700_234-289  .........                                                   

lcl|Glyma.15G166200_251-303  .........                                                   

lcl|Glyma.17G059400_224-279  .........                                                   

lcl|Glyma.10G260400_343-398  .........                                                   

lcl|Glyma.20G130800_344-399  .........                                                   

lcl|Glyma.01G234300_253-300  .........                                                   

lcl|Glyma.11G008600_251-297  .........                                                   

lcl|Glyma.12G014900_273-322  .........                                                   

lcl|Glyma.11G109800_273-322  .........                                                   

lcl|Glyma.17G155700_20-68    .........                                                   

lcl|Glyma.04G163100_13-61    .........                                                   

lcl|Glyma.11G043500_25-80    .........                                                   

lcl|Glyma.06G230000_305-354  .........                                                   

lcl|Glyma.09G125400_373-422  .........                                                   

lcl|Glyma.10G227100_4-50     .........                                                   

lcl|Glyma.20G165200_4-53     .........                                                   

lcl|Glyma.04G214800_25-74    .........                                                   

lcl|Glyma.04G062400_53-97    .........                                                   

lcl|Glyma.06G063400_53-97    .........                                                   

lcl|Glyma.12G170900_115-166  .........                                                   

lcl|Glyma.13G328100_115-166  .........                                                   

lcl|Glyma.12G071300_116-167  .........                                                   

lcl|Glyma.04G253800_296-345  .........                                                   

lcl|Glyma.06G108500_295-345  .........                                                   

lcl|Glyma.15G219200_660-708  .........                                                   

lcl|Glyma.01G238300_516-558  .........                                                   

lcl|Glyma.11G005500_722-764  .........                                                   

lcl|Glyma.01G238200_728-770  .........                                                   

lcl|Glyma.11G005300_720-760  .........                                                   

lcl|Glyma.02G146500_568-610  .........                                                   

lcl|Glyma.03G155500_313-355  .........                                                   

lcl|Glyma.10G044200_547-587  .........                                                   

lcl|Glyma.13G131800_545-585  .........                                                   

lcl|Glyma.06G046500_300-343  .........                                                   

lcl|Glyma.11G170900_521-564  .........                                                   

lcl|Glyma.03G181800_43-91    .........                                                   

lcl|Glyma.11G074400_81-126   .........                                                   

lcl|Glyma.13G320100_386-430  .........                                                   

lcl|Glyma.02G296200_232-286  .........                                                   

lcl|Glyma.18G086000_229-283  .........                                                   

lcl|Glyma.13G197800_36-86    .........                                                   

lcl|Glyma.15G236400_75-123   .........                                                   

lcl|Glyma.13G057300_662-708  .........                                                   

lcl|Glyma.19G029100_661-707  .........                                                   

lcl|Glyma.02G227900_820-872  .........                                                   

lcl|Glyma.14G194800_734-787  .........                                                   

lcl|Glyma.11G171200_781-832  .........                                                   

lcl|Glyma.10G062700_503-554  .........                                                   

lcl|Glyma.13G147100_501-557  .........                                                   

lcl|Glyma.02G058300_166-214  .........                                                   

lcl|Glyma.06G319800_166-214  .........                                                   

lcl|Glyma.07G271400_198-247  .........                                                   

lcl|Glyma.17G002600_199-248  .........                                                   

lcl|Glyma.11G190000_1281-1329 .........                                                   

lcl|Glyma.12G084300_1287-1335 .........                                                   



lcl|Glyma.12G180700_1293-1341 .........                                                   

lcl|Glyma.07G056000_373-427  .........                                                   

lcl|Glyma.16G024900_371-425  .........                                                   

lcl|Glyma.03G215600_371-425  .........                                                   

lcl|Glyma.19G212100_374-428  .........                                                   

lcl|Glyma.04G236500_434-488  .........                                                   

lcl|Glyma.06G127800_441-495  .........                                                   

lcl|Glyma.19G066800_376-430  .........                                                   

lcl|Glyma.01G179800_176-228  .........                                                   

lcl|Glyma.11G062400_192-244  .........                                                   

lcl|Glyma.02G059900_158-214  .........                                                   

lcl|Glyma.16G142700_157-213  .........                                                   

lcl|Glyma.12G160000_164-201  .........                                                   

lcl|Glyma.14G077800_125-177  .........                                                   

lcl|Glyma.17G247700_120-172  .........                                                   

lcl|Glyma.02G251800_176-228  .........                                                   

lcl|Glyma.14G065000_141-193  .........                                                   

lcl|Glyma.02G253700_47-99    .........                                                   

lcl|Glyma.18G030900_10-66    .........                                                   

lcl|Glyma.05G205800_10-66    .........                                                   

lcl|Glyma.08G012700_10-66    .........                                                   

lcl|Glyma.03G013900_10-66    .........                                                   

lcl|Glyma.07G073600_10-66    .........                                                   

lcl|Glyma.09G261800_10-66    .........                                                   

lcl|Glyma.18G230400_10-66    .........                                                   

lcl|Glyma.04G179800_24-80    .........                                                   

lcl|Glyma.05G034700_11-67    .........                                                   

lcl|Glyma.10G114300_10-49    .........                                                   

lcl|Glyma.20G085200_10-49    .........                                                   

lcl|Glyma.04G046200_109-164  .........                                                   

lcl|Glyma.06G047000_109-164  .........                                                   

lcl|Glyma.17G234700_109-164  .........                                                   

lcl|Glyma.10G256600_111-167  .........                                                   

lcl|Glyma.06G185000_110-162  .........                                                   

lcl|Glyma.17G092600_110-166  .........                                                   

lcl|Glyma.11G226400_108-164  .........                                                   

lcl|Glyma.14G062700_108-164  .........                                                   

lcl|Glyma.14G112700_1508-1555 .........                                                   

lcl|Glyma.13G253900_326-371  .........                                                   

lcl|Glyma.13G273500_171-204  .........                                                   

 


