
                j jjk   jjjkiiiiiiii                               TTT       .                                TTT       AtPUB14                     

1       10         20        30               40        50  X        X          X         X                X         X  
AtPUB14                         A DEEF  DF DF A A DF DEEF  A  A             DEF A   A       F CPIS  LM DP V V TG TYER  I  W             TCP S   L   IPEY R    LE  K  . I S  Q    SS QK LD....AGH...K   K QET L..

consensus                       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  VM DP I      TYER  I  W             T P T   L   ...E L    LE  K  V LPSG.Q    SA EK LL....SHG.... D V GQP THE

lcl|Glyma.13G059200_942-1013     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F  PIQ  LM DP I   S  T DR  I                T P N   L   .PDE LD   YT  K  V LPS RI V  PV QRHLL....SDS.... D F RSH TAD

lcl|Glyma.19G027200_940-1011     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F  PIQ  LM DP I   S  T DR  I                T P N   L   .PDE LD   YT  K  V LPS RI V  PV QRHLL....SDS.... D F RSH TAD

lcl|Glyma.10G208200_248-320     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYER  I  W             TCP T   L   .PDD R    LE  K  . I S  Q    SC QK LD....AGH...K   K QQT V..

lcl|Glyma.20G182600_247-319     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYER  I  W             TCP T   L   .PDD R    LE  K  . I S  Q    SC QK LD....AGH...K   K QQT V..

lcl|Glyma.11G140100_256-328     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYER  I  W             TCP T   L   .PDD R    LE  K  . I S  Q    TC EK LQ....AGH...G   K QQT T..

lcl|Glyma.12G063700_257-329     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYER  I  W             TCP T   L   .PDD R    LE  K  . I S  Q    TC EK LQ....AGH...G   K QQT T..

lcl|Glyma.18G176400_260-330     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V I TG TYDR  I  W             TCP T   L   .PDE R    LE  K  . I C  Q    SC KK LE....AGH...R   M QQI S..

lcl|Glyma.03G253100_49-114      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V L TG TYDR  I  W             TCP T   L   ..PQ R    TQ  S  . I S  Q    PF QR LN....EGH...R   Q QQV S..

lcl|Glyma.19G250700_62-127      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V L TG TYDR  I  W             TCP T   L   ..PQ R    TQ  S  . I S  Q    PF QR LN....EGH...R   Q QQV S..

lcl|Glyma.20G220600_60-130      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLS  LM DP V L SG NFDR  I  W              CP T   L   .PPH R    GN  T  . I A  Q    AF QR LN....EVR...RI  K QQV S..

lcl|Glyma.08G345800_78-143      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLS  LM DP V V SG TYDR  I  W             TCP T   L   ..DE K    KE  R  . I A  Q    PF QK LN....AGN...R   R HQV S..

lcl|Glyma.18G155200_78-143      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLS  LM DP V L SG TYDR  I  W             TCP T   L   ..DE K    KE  R  . I A  Q    PF QK LN....AGN...R   R HQV S..

lcl|Glyma.07G188400_8-72        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V L SG TFDR  I  W             TCP T   L   .... K    LE  S  . I S  H    SS QR LD....AGH...R   I KLP PD.

lcl|Glyma.08G061100_8-72        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V L SG TFDR  I  W             TCP T   L   .... K    LE  S  . I S  H    SS QR LD....AGH...R   I KLP PD.

lcl|Glyma.13G249400_8-71        B KddG  KG KG B B KG KddG  B  B             KdG B   B         CPIS  IM DP V L SG TFDR  I  W             TCP T   L   ..EYLK    LE  S  . I S  H    SS QR LD....AGH...R   I KLP PE.

lcl|Glyma.15G064800_8-71        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V L SG TFDR  I  W             TCP T   L   ..DH K    LQ  S  . I S  H    SS QR LD....AGH...R   I KLP PA.

lcl|Glyma.07G216200_275-347     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYER  I  W             TCP T   L   .PED L    LE  R  . I A  Q    SY QR ID....CGN...T   K QQK QHL

lcl|Glyma.20G013200_272-344     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYER  I  W             TCP T   L   .PED L    LE  R  . I A  Q    SY QR ID....CGN...T   K QQK QHL

lcl|Glyma.01G131800_273-345     B KddG  KG KG B B KG KddG  B  B             KdG B   B       Y CPIS  LM DP V V TG TYDR  I  W             TCP T   L   .PAD R    LE  R  . V A  Q    AS KL MD....SGH...N   K GQT SHT

lcl|Glyma.03G036700_271-343     B KddG  KG KG B B KG KddG  B  B             KdG B   B       Y CPIS  LM DP V V TG TYDR  I  W             TCP T   L   .PAD R    LE  R  . V A  Q    VS KL MD....SGH...N   K GQT SHS

lcl|Glyma.05G162100_287-357     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V I TG TYDR  I  W             TCP T   L   .PKD C    LD  C  . I S  Q    RS WR ME....EGH...C   K GQL SHN

lcl|Glyma.08G119700_287-357     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V I TG TYDR  I  W             TCP T   V   .PKE C    LD  C  . I S  Q    RS WR ME....EGH...C   K GLL SHN

lcl|Glyma.13G225900_291-361     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V I TG TYDR  I  W             TCP T   L   .PKD C    LD  R  . I S  Q    SS SR ME....EGH...T   K GQM AHT

lcl|Glyma.15G086200_291-361     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V I TG TYDR  I  W             TCP T   L   .PKD C    LD  R  . I S  Q    SS SR ME....EGH...T   K GQI AHT

lcl|Glyma.01G195200_65-135      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS   M DP I L TG TYER  I  W             TCP T   L   .PSV I    LEP Q  . T C  Q    SN LK FN....LGH...F   T MQE WDD

lcl|Glyma.11G046500_130-200     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS   M DP V L TG TYER  I  W             TCP T   L   .PSV I    LEP Q  . T C  Q    SN LK FN....LGH...F   T MQE WDD

lcl|Glyma.05G107300_60-130      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS   M DP V L TG TYER  I  W             TCP T   L   .PSV I    LEP Q  . T C  Q    CN LK FS....LGH...F   T MQE WDG

lcl|Glyma.06G270100_64-125      B KddG  KG KG B B KG KddG  B  B             KdG B   B         CPIS   M D  A L  G TYER  I  W             TC  T   L   .....I    LEP H L. T CI Q    CN LK FS....LDH...F  LT MQE WDD

lcl|Glyma.04G047100_37-103      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS   M DP V L TG TYDR  I  W             TCP T   L   .PSV I    LEP L  . T C  Q    SN LR FS....LGH...N   T MQE WDD

lcl|Glyma.06G047800_39-109      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS   M DP V L TG TYDR  I  W             TCP T   L   .PSV I    LEP Q  . T C  Q    SN LK FS....LGH...N   T MQE WDD

lcl|Glyma.17G233600_35-105      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS   M DP V L TG TYDR  I  W             TCP T   L   .PSV I    HEP Q  . T C  Q    SN LK FS....LGH...K   T MQE WDD

lcl|Glyma.U029700_45-114        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS   M DP V L TG TYDR  I  W             TCP T   L   .PSV I    LEP Q  . T C  Q    SN LK FS....LGH...K   T MQE WDD

lcl|Glyma.04G212300_10-78       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  L  DP V L TG TYDR  I  W             TCP T   L   .PHL R    LD FE  . T C  Q    SS EK FS....TGN...L   V MQK HDP

lcl|Glyma.06G154100_10-78       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  L  DP V L TG TYDR  I  W             TCP T   L   .PHL R    LD FE  . T C  Q    SS EK FS....AGN...L   V MQK HDP

lcl|Glyma.05G192100_8-76        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LL DP V L TG TYDR  I  W             TCP T   L   .PHL R    LD  E  . T C  Q    SN EK LA....LGN...L   V MQK HDP

lcl|Glyma.08G000400_8-76        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  L  DP V L TG TYDR  I  W             TCP T   L   .PHL R    LD FE  . T C  Q    SN EK LA....QGN...L   V MQK HDP

lcl|Glyma.02G083900_13-82       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  VM  P V L TG TYDR  I  W             TCP T   L   .PSL R    MD  RS . S C  V    AS QR LD....SGH...D   A LQV PSK

lcl|Glyma.16G170300_13-80       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  VM  P V L TG TYDR  I  W             TCP T   L   .PSL R    MD  RS . S C  V    AS QH LD....SGH...D   A MQV PSK

lcl|Glyma.05G189600_10-76       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  VM  P V L TG TYDR  I  W             TCP T   L   .PSF R    LD  KS . S C  V    SS QR LD....NGN...N   A MQV QTR

lcl|Glyma.08G147200_10-76       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  VM  P V L TG TYDR  I  W             TCP T   L   .PSF R    LD  KS . S C  V    SS QR LD....NGN...N   A MQV QTT

lcl|Glyma.06G151200_12-78       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  VM  P V L TG TYDR  I  W             TCP T   L   .PSF K    LD  KS . S C  V    SS QR LD....AGN...N   A MQL HTK

lcl|Glyma.09G030600_12-76       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM  P V L T  TY R  I  W             TCP T   L   .PSF K    LD  KS . N C EL  N FN QR LD....DGN...N   A MQL PTK

lcl|Glyma.02G102900_14-85       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYDR  I  W             TCP T   L   .PYH R    LE  R  . T C  Q    AS EA VS....TGN...S   V RAT TDF

lcl|Glyma.07G214300_14-85       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYDR  I  W             TCP T   L   .PYH R    LE  R  . T C  Q    AS ES VS....TGN...T   V RAT SDF

lcl|Glyma.02G242900_33-104      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPVT  MM DP V V TG TYDR  I  W             TCP T   L   .PTH R    LD  K  . T S  I    DS EK IE....SGN...R   V KTE TTF

lcl|Glyma.14G212200_33-105      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPVT  MM DP V V TG TYDR  I  W             TCP T   L   .PTH R    LD  K  . T S  I    DS EK IE....SGN...R   V KTE TSL

lcl|Glyma.11G214500_30-101      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPVS  LM DP V L TG TYDR  I  W             TCP T   L   .PNH R    LE  T  . T S  I    VS EK IE....GEN...R   V NQV TTF

lcl|Glyma.18G042100_29-100      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPVS  LM DP V L TG TYDR  I  W             TCP T   L   .PNH H    LE  T  . T S  I    VS EK IE....GGN...R   V NQV TTF

lcl|Glyma.07G106000_27-99       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V L TG TYDR  V  W             TCP T   V   .PNH R    LD  K  . T S  I    ES ER FD....EGN...I   V NQV RNF

lcl|Glyma.09G172100_28-99       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V L TG TYDR  V  W             TCP T   V   ..NH R    LD  K  . T S  I    ES EM FD....EGN...I   V NQV RNF

lcl|Glyma.02G195900_6-73        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYDR  I  W             TCP T   L   .PPF V    LE  K  . T S  I    DS EK LF....AEV.KND   V KQP LP.

lcl|Glyma.10G081900_6-74        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYDR  I  W             TCP T   L   .PPF V    LE  K  . T S  I    HS EK LF....AAVPKNN   V KQP LP.

lcl|Glyma.03G202600_8-76        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V V TG TYDR  I  W             TCP T   L   .PSF L    LE  K  . T S  I    ES ET LF....SKK..NT   M KQP IDY

lcl|Glyma.10G262600_6-74        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V V TG TYDR  I  W             TCP T   L   .PSF L    LE  K  . T S  I    ES ET LF....SKK..NT   I KQP IDY

lcl|Glyma.19G199300_6-74        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V V TG TYDR  I  W             TCP T   L   .PSF L    LD  K  . T S  I    ES ET LF....SKK..NT   I KLP IDY

lcl|Glyma.19G200200_6-74        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V V TG TYDR  I  W             TCP T   L   .PSF L    LD  K  . T S  I    ES ET LF....SKK..NT   I KLP IDY

lcl|Glyma.02G196300_6-78        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V A TG TYDR  I  W             TCP S   L   .PQY I    LQ  K  . T I  I    ES EQ LF....TNK..NT   V NQP PRD

lcl|Glyma.03G202500_6-78        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V   TG TYDR  I  W             TCP T   L   .PKY I    LQ  K  . TTI  I    DS EH LF....TNK..ST   I RQP PKH

lcl|Glyma.12G095000_6-79        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V   TG TYDR  I  W              CP S   L   .PQY V    FQ  E  . TTV  I    ES EQ LL....KAK..DCV  V KQP PRS

lcl|Glyma.U009600_6-79          B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V   TG TYDR  I  W              CP S   L   .PQY V    FQ  E  . TTV  I    ES EK LL....KAK..DCV  V KQP PRS

lcl|Glyma.12G188900_14-88       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V   TG TYDR  I  W             TCP T   L   .PQF L    LQ  K  . TTV  I    ES EK LL....KAK..DC   I KQP PRS

lcl|Glyma.13G312800_14-87       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V   TG TYDR  I  W             TCP T   L   ..QF L    LQ  K  . TTV  I    ES EQ LL....KAK..DC   I KQR PRS

lcl|Glyma.12G189000_6-73        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYDR  I  W             TCP T   L   .PAH L    LQ  R  . T C  I    EN ER LF....S.CKNN.   V KQC LD.

lcl|Glyma.13G312700_6-73        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYDR  I  W             TCP T   L   .PAH L    LQ  R  . T C  I    EN ER LF....S.CKNN.   V KQC LN.

lcl|Glyma.12G095100_6-75        B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V   Q  TYDR  I  W             TCP T   L   .PTL L    LQ  S  . TCA EI    EN ER LF....SSCKKNK   V RQS PH.

lcl|Glyma.06G183800_276-346     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V I SG TY R  I  W              CP T   L   .PED R    LE  T  . T S  Q  N AS QK FN....SGN...LI  K REK AST

lcl|Glyma.17G090900_270-341     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V TG TYDR  I  W              CP T   L   ..DD R    LE  T  . T S  Q    AS QK LK....AGN...TK  K GEK TNT

lcl|Glyma.02G034200_308-370     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V I TG TYDR  I  W              CP T   L   ...D R    LE  S  . T E  H    SS LK FS....SGN...LM  K GKR SST

lcl|Glyma.01G173800_272-340     B KddG  KG KG B B KG KddG  B  B             KdG B   B       Y CPIS  LM DP V I SG TYER  I  W              CP T   L   ...Y K    SR  Y  . I E  V    IW KK FD....EGN...DI  K RKK VNM

lcl|Glyma.11G069300_271-339     B KddG  KG KG B B KG KddG  B  B             KdG B   B       Y CPIS  LM DP V I SG TYER  I  W              CP T   L   ...E K    SR  Y  . I D  V    MW KK FD....EGN...DI  K RKK VHM

lcl|Glyma.02G055500_272-341     B KddG  KG KG B B KG KddG  B  B             KdG B   B       Y CPIS  LM DP V I SG TYER  I  W              CP T   L   ..KE T    LR  Y  . V A  K    MW QK FD....EGN...TI  K KKK VHM

lcl|Glyma.16G138300_272-341     B KddG  KG KG B B KG KddG  B  B             KdG B   B       Y CPIS  LM DP V I SG TYER  I  W              CP T   L   ..EE T    LR  Y  . V A  K    MW QK FD....EGN...TI  K KKE AHM

lcl|Glyma.05G146300_281-350     B KddG  KG KG B B KG KddG  B  B             KdG B   B         CPIS  LM DP V I SG TYER  I  W             NCP T   L   ..EELR    LQ  Y  . I A  Q    VC EK FS....DGH...N   K QQK SHL

lcl|Glyma.08G103100_282-351     B KddG  KG KG B B KG KddG  B  B             KdG B   B         CPIS  LM DP V I SG TYER  I  W             NCP T   L   ..EELR    LQ  Y  . T A  Q    VW EK FS....DGH...N   K QQK SHL

lcl|Glyma.11G249000_280-349     B KddG  KG KG B B KG KddG  B  B             KdG B   B         CPIS  LM DP V I SG TYER  I  W             TCP T   L   ..EELR    LQ  S  . I A  Q    IC EK FR....DGH...N   K QQK SHL

lcl|Glyma.18G008300_283-352     B KddG  KG KG B B KG KddG  B  B             KdG B   B         CPIS  LM DP V I SG TYER  I  W             TCP T   L   ..EELR    LQ  S  . I A  Q    VC EK FR....DGH...N   K QQK SHL

lcl|Glyma.02G234300_262-332     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLS  LM DP V V SG TYER  I  W              CP T   L   .PAD C    LE  M  . I A  Q    AF KN ID....LGL...TV  K RQT VHT

lcl|Glyma.11G161500_236-306     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLS  LM DP V V SG TYER  I  W              C  T   L   .PAD C    LE  T  . I A  Q    AF KN ID....LGL...TV AK RQT VHT

lcl|Glyma.18G055200_239-309     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLS  LM DP V V SG TYER  I  W              CP T   L   .PAD C    LE  T  . I A  Q    AF KN ID....LGL...TV  K RQT VHT

lcl|Glyma.03G163900_240-310     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLS  LM D  V V SG TYER  I  W              CP T   L   .PPY R    LE  S A. I A  Q    QS QK LD....HGL...TV  N RQI VHT

lcl|Glyma.19G165200_258-328     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLS  LM DP V V SG TYER  I  W              CP T   L   .PPY R    LE  S  . I A  Q    QS QK LD....HGL...TV  N HHR VHT

lcl|Glyma.10G037500_241-311     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLS  LM DP V V SG TYER  I  W              CP T   L   .PLY R    LE  L  . I A  Q    QS QK LD....HGL...TV  K RQR TPT

lcl|Glyma.09G256200_262-332     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIT  IM DP V V SG TYER  I  W             TCP T   L   .PHE L    LE  T  . I T  Q    ES EK FQ....SNH...N   K RQP EHL

lcl|Glyma.18G236600_262-332     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIT  IM DP V V SG TYER  I  W             TCP T   L   .PHE L    LE  T  . I T  Q    ES KK FQ....SNH...N   K RQP EHL

lcl|Glyma.02G001400_306-372     B KddG  KG KG B B KG KddG  B  B             KdG B   B         CPIT  VM DP V L TG T ER  I  W               P T   L   .....L    GA  V  . S C  T C  SA EA FD....DGNR...ID E KEV EDT

lcl|Glyma.10G179500_308-374     B KddG  KG KG B B KG KddG  B  B             KdG B   B         C IT  VM DP V L TG T ER  I  W             T P T   L   .....H S  RN  V  . S C  T C  SA EA FC....DGNR... D E KEV EDT

lcl|Glyma.04G016500_31-105      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLT  VM DP V L NG TFER  I  W              CP T   L   ...A V    KQ  R  . T E  Q    EA EK FKECRESGRRL..L  L LQE RST

lcl|Glyma.18G061900_252-321     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLT  VM DP V L S   YER  I  W             TCP T   L   .... L    KE  R  V V E SQA   TA EY FERCIQDGRDP..   V GRV KSL

lcl|Glyma.07G052900_261-324     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIT  VM DP V I SG TFER  I  W              CP T   L   .... Y    QD  V  . E S  Q    SA EK FA....EGNK...L  L LIP DTS

lcl|Glyma.16G022000_261-324     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIT  VM DP V I SG TFER  I  W              CP T   L   .... Y    QD  V  . E S  Q    SA EK FA....EGNK...L  L LIP DTS

lcl|Glyma.06G132100_264-327     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  IM DP V   SG TFER  I  W              CP T   L   .... Y    LA  A  . ETS  K    RE EK FA....EGNT...L  L RLP DTK

lcl|Glyma.05G229600_445-515     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIT  I  DP V L TG TYER  I  W             TCP T   L   ..KD V    SY FD  . T E  Q    KA EE FN....RGNL...   I RQK QNT

lcl|Glyma.08G037000_392-462     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIT  I  DP V L TG TYER  I  W             TCP T   L   ..KD V    SH FD  . T E  Q    KA EE FN....RGNI...   I RQK QNT

lcl|Glyma.10G194500_509-579     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIT  I  DP V L TG TYER  I  W             TCP T   L   ..KD V    GQ FC  . T E  Q    KA QE LR....TGNT...   I RQP SAN

lcl|Glyma.08G361400_607-678     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLT  L  EP V L TG TFER  I  W             TCP T   L   .PHE I    GD FE  . T E  Q    EA KA FE....KGNR...   V GNN ECV

lcl|Glyma.18G300300_613-683     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPLT  L  EP V L TG TFER  I  W             TCP T   L   .PHE I    GN FE  . T E  Q    EA KA FE....KGNR...   V GNT ECV

lcl|Glyma.01G022600_729-795     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   VM  P   A  G SYE   I  W             T P T   L   .PSV L   LQE  KN .HV AD F   LEA EH LQ....SGR...D S V NLR KHT

lcl|Glyma.09G199700_729-794     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   AM  P   A  G SYE   I  W             T P T   L   ..SV L   LQE  TN .HV AD F   LEA EH LQ....SGR...D S M NLR KHT

lcl|Glyma.18G147800_727-788     B KddG  KG KG B B KG KddG  B  B             KdG B   B         CPI   IM  P   A  G SYE   I  W               P     L   .....I   LQR  KN .HI AD F   LEA EE LQ....SGH...DIS K.NLK KHK

lcl|Glyma.03G008800_809-878     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   VM DP   A  G TYE   I  W             T P T   L   ..PY I   FLE  Q  .HV SD F   AEA RE LE....SGR...D S R NSK AHR

lcl|Glyma.07G070300_813-882     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   VM DP   A  G TYE   I  W             T P T   L   ..PY I   FLE  Q  .HV AD F   AEA RE LE....SGH...D S R NSK AHR

β1 β2 α1 



lcl|Glyma.09G259100_814-883     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   VM DP   A  G TYE   I  W             N P T   L   ..SY I   FQE  R  .HV AD F   AEA RG LD....GGH...D S M NSK AHH

lcl|Glyma.18G233500_814-883     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   VM DP   A  G TYE   I  W             N P T   L   ..SY I   FQE  R  .HV AD F   AEA RG LD....GGH...D S M NSK AHH

lcl|Glyma.13G335700_751-820     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   IM DP   A  G TYE   I  W             T P T   L   .PSF S   LQE  H  .QV AD F   GDA RE LE....NGH...D S M NLK SHL

lcl|Glyma.15G038600_747-816     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F C I   IM DP   A  G TYE   I  W             T P T   L   .PSF S Q LLE  H  .QV AD F   GDA RE LE....NGH...D S M NLK SHL

lcl|Glyma.11G139700_716-785     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   IM DP   A  G TYE   I  W             T P T   L   .PSF L   FQE  H  .QV AD F   GKA SE LE....NGH...E S M NLK THL

lcl|Glyma.10G233500_636-705     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   VM DP   A  G TYE   I  W             T P T   L   .PSH V   VQE  E  .YI AD F   EEA RG LN....SGH...D S M NLK DHT

lcl|Glyma.20G160900_669-738     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   VM DP   A  G TYE   I  W             T P T   L   .PSH V   VQE  E  .YI AD F   EEA RG LN....SGH...D S M NLK DHT

lcl|Glyma.13G106500_407-472     B KddG  KG KG B B KG KddG  B  B             KdG B   B       Y CPI   IM DP   A  G TYE   I  W               P T   L   .PSQ Y   LQE  D  .YI AD F   YIA KA LS....K.H...NVS M KLK QYS

lcl|Glyma.17G052800_689-754     B KddG  KG KG B B KG KddG  B  B             KdG B   B       Y CPI   IM DP   A  G TYE   I  W               P T   L   .PSQ Y   LQE  D  .YI AD F   YVA KA LS....K.H...NVS M KLK QHS

lcl|Glyma.04G121100_741-805     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   VM DP   A  G TYDR  I  W               P T   L   ..NH I   LQD  D  .CV AD Y    KA EK LE....E.N...DKS M NMA PHK

lcl|Glyma.06G317700_730-794     B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPI   VM DP   A  G TYDR  I  W               P T   L   ..NH I   LQD  D  .CV AD Y    KA EK LE....E.N...HKS M NMA PHK

lcl|Glyma.04G179300_28-94       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V SG TFER  V                  P         .PKE T    GS  S  . V A  Q    LA QLCKD.....LN....FS KLDDGTRPD

lcl|Glyma.06G185400_21-86       B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V SG TFER  V                  P         ..KE T    GS  S  . V A  Q    LA QLCKD.....LN....FS KLDDGTRPD

lcl|Glyma.13G069300_57-122      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V SG SYER  V                  P         ..EE L    RS  F  . I S  H    SS EACKN.....VN....FT QLPDGTTPD

lcl|Glyma.19G013500_57-122      B KddG  KG KG B B KG KddG  B  B             KdG B   B       F CPIS  LM DP V V SG SFER  V                  P         ..EE L    HS  F  . I S  H    SS EACIN.....VN....FT QLPDGTTPD

lcl|Glyma.04G222600_253-316     B KddG  KG KG B B KG KddG  B  B             KdG B   B          PVT  LM D  M L  G SF    I                 C          .......   GA  D A. I PC H  GGGG EHAIR.....MK....A CTCSQPTTEE

lcl|Glyma.06G142700_255-318     B KddG  KG KG B B KG KddG  B  B             KdG B   B          PVT  LM D  V L  G SF    I                 C          .......   GA  D A. I PC H  GGGG QHVIR.....MK....A CTCSQPTTEE

lcl|Glyma.01G194100_40-101      B KddG  KG KG B B KG KddG  B  B             KdG B   B         C LT     EP V    G  FD   I  Y               P N   L   .....C S  FTPFE  . CTPD SV  NMN TP IV....KYG...KH. V GAP KHQ

lcl|Glyma.11G047800_40-101      B KddG  KG KG B B KG KddG  B  B             KdG B   B         C LT     EP V    G  FD   I  Y               P T   L   .....C S  FTPFE  . CTPD SV  NMN TP IV....KYG...KH. V GAP KHQ

lcl|Glyma.03G088400_201-273     B KddG  KG KG B B KG KddG  B  B             KdG B   B         C IT  I  DP V   SG TYER  I                  P T   L   .PDYLC R  LD FH  . ITP  L    AV LEHLQ....KVG...KFD I REP DPS

lcl|Glyma.16G085300_110-182     B KddG  KG KG B B KG KddG  B  B             KdG B   B         C IT  I  DP V   SG TYER  I                  P T   L   .PDYLC R  LD FH  . ITP  L    AV LEHLQ....KVG...KFD I REP DPS

lcl|Glyma.U008400_249-321       C JIIH  JH JH C C JH JIIH  C  C             JIH C   C         C IT  I  DP V   SG TYER  I                  P T   L   .PDYLC R  LD FH  . ITP  L    AV LEHLQ....KVG...KFD I REP DPS



     jk    iiiiiiiiii                                                                                                   AtPUB14                     

         60        70                                                 X         X                                       
AtPUB14                         A DF  DF DF  A                                              L PN  LK LI  W                                          HA.G T  YV  S  AL CESN..                                    

consensus                       B KG  KG KG  B                                              L PN  LK AI  W                                          D... I  LA  S  QE ......                                    

lcl|Glyma.13G059200_942-1013     B KG  KG KG  B                                              L P   LK  I  F                                          M... I DDE  AR EE VRSQE.                                    

lcl|Glyma.19G027200_940-1011     B KG  KG KG  B                                              L P   LK  I  F                                          M... I DDA  AR EE VRSQE.                                    

lcl|Glyma.10G208200_248-320     B KG  KG KG  B                                              L PN  LK LI  W                                          HT.A T  YV  S  AL CESNGI                                    

lcl|Glyma.20G182600_247-319     B KG  KG KG  B                                              L PN  LK LI  W                                          HT.A T  YV  S  AL CESNGI                                    

lcl|Glyma.11G140100_256-328     B KG  KG KG  B                                              L PN  LR LI  W                                          ST.V T  YV  S  AQ CEANGI                                    

lcl|Glyma.12G063700_257-329     B KG  KG KG  B                                              L PN  LR LI  W                                          ST.V T  YV  S  AQ CEANGI                                    

lcl|Glyma.18G176400_260-330     B KG  KG KG  B                                              L PN  L  LI  W                                          TS.I I  HA YG  SS CEAN..                                    

lcl|Glyma.03G253100_49-114      B KG  KG KG  B                                              L PN  VR MI  W                                          HT.I T  YL  D  LQ ......                                    

lcl|Glyma.19G250700_62-127      B KG  KG KG  B                                              L PN  VR MI  W                                          HT.I T  YL  D  LL ......                                    

lcl|Glyma.20G220600_60-130      B KG  KG KG  B                                              L PN  L  MI  W                                          HS.I T  CF QN  SL CKEH..                                    

lcl|Glyma.08G345800_78-143      B KG  KG KG  B                                              L PN  IR MI  W                                          HT.V T  HL  E  EQ ......                                    

lcl|Glyma.18G155200_78-143      B KG  KG KG  B                                              L PN  IR MI  W                                          HT.V T  HL  E  EQ ......                                    

lcl|Glyma.07G188400_8-72        B KG  KG KG  B                                              L PN  LR LI  Y                                          HP.A I  HA  S  SN ......                                    

lcl|Glyma.08G061100_8-72        B KG  KG KG  B                                              L PN  LR LI  Y                                          HP.S I  HA  S  SN ......                                    

lcl|Glyma.13G249400_8-71        B KG  KG KG  B                                              L PN  LR LI                                             HS.S I  HA  S  .........                                    

lcl|Glyma.15G064800_8-71        B KG  KG KG  B                                              L PN  LR LI                                             HS.S I  HA  S  .........                                    

lcl|Glyma.07G216200_275-347     B KG  KG KG  B                                              L PN  LR LI  W                                          T... T  YV  S  SQ CIEHNI                                    

lcl|Glyma.20G013200_272-344     B KG  KG KG  B                                              L PN  LR LI  W                                          T... T  YV  S  SQ CIEHNI                                    

lcl|Glyma.01G131800_273-345     B KG  KG KG  B                                              L PN  LR MI  W                                          E... I  RV  N  AA CREQRI                                    

lcl|Glyma.03G036700_271-343     B KG  KG KG  B                                              L PN  LR MI  W                                          D... I  RV  N  TA CREQRI                                    

lcl|Glyma.05G162100_287-357     B KG  KG KG  B                                              L PN  LR MI  W                                          R... V  RA  N  MQ CSAH..                                    

lcl|Glyma.08G119700_287-357     B KG  KG KG  B                                              L PN  LR LI  W                                          R... V  RA  N  MQ CSAH..                                    

lcl|Glyma.13G225900_291-361     B KG  KG KG  B                                              L PN  LR LI  W                                          R... V  RA  N  VK CTAH..                                    

lcl|Glyma.15G086200_291-361     B KG  KG KG  B                                              L  N  LR LI  W                                          R... VL RA  N  VQ CTAH..                                    

lcl|Glyma.01G195200_65-135      B KG  KG KG  B                                              V PN  L  LI  W                                          S... T  TT YR  HT FSQK..                                    

lcl|Glyma.11G046500_130-200     B KG  KG KG  B                                              V PN  L  LI  W                                          S... T  TT YR  HM FSQK..                                    

lcl|Glyma.05G107300_60-130      B KG  KG KG  B                                              L PN  LH LI  W                                          S... T  TT  R  ST FSQK..                                    

lcl|Glyma.06G270100_64-125      B KG  KG KG  B                                              L PN  LH LI                                             S... T  TT  C  ST.......                                    

lcl|Glyma.04G047100_37-103      B KG  KG KG  B                                              V PN  LH  I  W                                          S... T  TT  HF LS ......                                    

lcl|Glyma.06G047800_39-109      B KG  KG KG  B                                              V PN  L   I  W                                          S... T  TT YHF LS FSQK..                                    

lcl|Glyma.17G233600_35-105      B KG  KG KG  B                                              V PN  L  LI  W                                          V... T  ST SH  LT FSQK..                                    

lcl|Glyma.U029700_45-114        B KG  KG KG  B                                              V PN  L  LM  W                                          V... T  ST SH  LT FSQ...                                    

lcl|Glyma.04G212300_10-78       B KG  KG KG  B                                              I PN  LR LI  W                                          S... V  HT  H  DQ LQ....                                    

lcl|Glyma.06G154100_10-78       B KG  KG KG  B                                              I PN  LR LI  W                                          S... V  HT  H  NQ LQ....                                    

lcl|Glyma.05G192100_8-76        B KG  KG KG  B                                              I PN  LR LI  W                                          S... V  HT  H  DQ LQ....                                    

lcl|Glyma.08G000400_8-76        B KG  KG KG  B                                              I PN  LR LI  W                                          S... V  HT  H  DQ LQ....                                    

lcl|Glyma.02G083900_13-82       B KG  KG KG  B                                                PN  LH LI  W                                          D...FI  LT  R  RL LLS...                                    

lcl|Glyma.16G170300_13-80       B KG  KG KG  B                                                PN  LH LI  W                                          D...FI  LT  R  RL L.....                                    

lcl|Glyma.05G189600_10-76       B KG  KG KG  B                                                PN  L  LI  W                                          D...FV  RT QR  QI ......                                    

lcl|Glyma.08G147200_10-76       B KG  KG KG  B                                                PN  L  LI  W                                          D...FV  RT QR  QI ......                                    

lcl|Glyma.06G151200_12-78       B KG  KG KG  B                                                PN  L  LI  W                                          D...FI  RT QS  QI ......                                    

lcl|Glyma.09G030600_12-76       B KG  KG KG  B                                                PN  L  LI                                             H...FI  CT QN  Q........                                    

lcl|Glyma.02G102900_14-85       B KG  KG KG  B                                              L PN  LR LI  W                                          T... I  HT  R  QE CVANR.                                    

lcl|Glyma.07G214300_14-85       B KG  KG KG  B                                              L PN  LR LI  W                                          T... I  HT  R  QE CVANR.                                    

lcl|Glyma.02G242900_33-104      B KG  KG KG  B                                              M PN  IR MI  W                                          D... I  HA  R  QD CVEHR.                                    

lcl|Glyma.14G212200_33-105      B KG  KG KG  B                                              M PN  IR MI  W                                          DD.. I  HA  R  QD CVEHR.                                    

lcl|Glyma.11G214500_30-101      B KG  KG KG  B                                              L PN  IR MI  W                                          D... I  HA  M  QD CVQNS.                                    

lcl|Glyma.18G042100_29-100      B KG  KG KG  B                                              I PN  IR MI  W                                          D... I  HA  R  QD CVENS.                                    

lcl|Glyma.07G106000_27-99       B KG  KG KG  B                                              M PN  LR MI  W                                          D... I  HS  I  QD CVENRQ                                    

lcl|Glyma.09G172100_28-99       B KG  KG KG  B                                              M PN  LR MI  W                                          D... I  HS  V  QD CVENRQ                                    

lcl|Glyma.02G195900_6-73        B KG  KG KG  B                                              L PN  LR LI  W                                          .D.. T  HT  R  QA ......                                    

lcl|Glyma.10G081900_6-74        B KG  KG KG  B                                              L PN  LR LI  W                                          .D.. T  HT  R  QA ......                                    

lcl|Glyma.03G202600_8-76        B KG  KG KG  B                                              L PN  LR LI  W                                          TD.. T  HT  R  QA ......                                    

lcl|Glyma.10G262600_6-74        B KG  KG KG  B                                              L PN  LR LI  W                                          TD.. T  HT  R  QS ......                                    

lcl|Glyma.19G199300_6-74        B KG  KG KG  B                                              L PN  LR LI  W                                          TD.. T  HT  R  QA ......                                    

lcl|Glyma.19G200200_6-74        B KG  KG KG  B                                              L PN  LR LI  W                                          TD.. T  HT  R  QA ......                                    

lcl|Glyma.02G196300_6-78        B KG  KG KG  B                                              L PN  LR LI  W                                          SD.. T  HT  R  QA CTQN..                                    

lcl|Glyma.03G202500_6-78        B KG  KG KG  B                                              L PN  L  LI  W                                          SD.. T  HT LR  QF CTQN..                                    

lcl|Glyma.12G095000_6-79        B KG  KG KG  B                                              L PN  LR LI  W                                          SQ.Y T  HT  R  QA CSAN..                                    

lcl|Glyma.U009600_6-79          B KG  KG KG  B                                              L PN  LR LI  W                                          SQ.Y T  HT  R  QA CSAN..                                    

lcl|Glyma.12G188900_14-88       B KG  KG KG  B                                              L PN  LR LI  W                                          PE.F T  HT  R  QA CSANE.                                    

lcl|Glyma.13G312800_14-87       B KG  KG KG  B                                              L PN  LR LI  W                                          TE.F T  HT  R  QA CSANE.                                    

lcl|Glyma.12G189000_6-73        B KG  KG KG  B                                              L PN  LR LI  W                                          HG.. T  HT  R  QS ......                                    

lcl|Glyma.13G312700_6-73        B KG  KG KG  B                                              L PN  LR LI  W                                          HD.. T  HT  R  QS ......                                    

lcl|Glyma.12G095100_6-75        B KG  KG KG  B                                              L PN  L  LI  W                                          TD.. T  HT QR  QA ......                                    

lcl|Glyma.06G183800_276-346     B KG  KG KG  B                                              L PN  LK LI  F                                          E... V  TA  K  QK CSEN..                                    

lcl|Glyma.17G090900_270-341     B KG  KG KG  B                                              L PN  LK LI  F                                          D... V  TT  R  QQ CADNGI                                    

lcl|Glyma.02G034200_308-370     B KG  KG KG  B                                              M PN  LR LI                                             E... V  LV  R  Q........                                    

lcl|Glyma.01G173800_272-340     B KG  KG KG  B                                              L PN  MK LI  W                                          G... T  MA  D  SE CKNN..                                    

lcl|Glyma.11G069300_271-339     B KG  KG KG  B                                              L PN  MK LI  W                                          G... T  MA  D  SK CRNN..                                    

lcl|Glyma.02G055500_272-341     B KG  KG KG  B                                              L PN  LK LI  W                                          A... T  IA  D  LK CETN..                                    

lcl|Glyma.16G138300_272-341     B KG  KG KG  B                                              L PN  LK LI  W                                          A... T  VA  D  LN CKTN..                                    

lcl|Glyma.05G146300_281-350     B KG  KG KG  B                                              L PN  VK LV  W                                          C... T  YC  G  SS CEQN..                                    

lcl|Glyma.08G103100_282-351     B KG  KG KG  B                                              L PN  VK LV  W                                          C... T  YC  G  AS CEQN..                                    

lcl|Glyma.11G249000_280-349     B KG  KG KG  B                                              L PN  VK LV  W                                          C... T  YC  G  AS CEQN..                                    

lcl|Glyma.18G008300_283-352     B KG  KG KG  B                                              L PN  VK LV  W                                          C... T  YC  G  AS CEQN..                                    

lcl|Glyma.02G234300_262-332     B KG  KG KG  B                                              L PN  VK LI  W                                          N... I  YT  A  AN CESN..                                    

lcl|Glyma.11G161500_236-306     B KG  KG KG  B                                              L PN  VK LI  W                                          N... I  YT  A  AN CESN..                                    

lcl|Glyma.18G055200_239-309     B KG  KG KG  B                                              L PN  VK LI  W                                          H... I  YT  A  AN CESN..                                    

lcl|Glyma.03G163900_240-310     B KG  KG KG  B                                              L PN  VK MI  W                                          N... I  YT  A  AN CEEN..                                    

lcl|Glyma.19G165200_258-328     B KG  KG KG  B                                              L PN  VK MI  W                                          N... I  YT  A  AN CEEN..                                    

lcl|Glyma.10G037500_241-311     B KG  KG KG  B                                              L PN  VK MI  W                                          N... I  YT  A  AT CEEN..                                    

lcl|Glyma.09G256200_262-332     B KG  KG KG  B                                              L PN  LK LI  W                                          S... A  CA  S  EE CENN..                                    

lcl|Glyma.18G236600_262-332     B KG  KG KG  B                                              L PN  LK LI  W                                          S... A  RA  S  EE CENN..                                    

lcl|Glyma.02G001400_306-372     B KG  KG KG  B                                                 N  LR  I  W                                          TL...RS VR  ES EE REVN..                                    

lcl|Glyma.10G179500_308-374     B KG  KG KG  B                                                 N  LR  I  W                                          TL...RS IP  QS EE RELN..                                    

lcl|Glyma.04G016500_31-105      B KG  KG KG  B                                                PS  LR  I  W                                          EL...N  MA  NT EE TARNE.                                    

lcl|Glyma.18G061900_252-321     B KG  KG KG  B                                                PN  L  AI  W                                          EL...K  IG AG  EE ......                                    

lcl|Glyma.07G052900_261-324     B KG  KG KG  B                                                PN  LK  I  W                                          IL...R  KK  QS QE ......                                    

lcl|Glyma.16G022000_261-324     B KG  KG KG  B                                                PN  LK  I  W                                          IL...R  KK  QS QE ......                                    

lcl|Glyma.06G132100_264-327     B KG  KG KG  B                                                PN  LK  I  W                                          IL...R  KT  QS QE ......                                    

lcl|Glyma.05G229600_445-515     B KG  KG KG  B                                                 N  LK LI  W                                          QLP..KT YV  R  AS KDRN..                                    

lcl|Glyma.08G037000_392-462     B KG  KG KG  B                                                 N  LK LI  W                                          QLP..KT YV  R  AS KDRN..                                    

lcl|Glyma.10G194500_509-579     B KG  KG KG  B                                                 N  LK LI  W                                          TLP..KT YV  R  TS KEQN..                                    

lcl|Glyma.08G361400_607-678     B KG  KG KG  B                                                 N  LK LI  W                                          TMP..FT LI  R  DN KSER..                                    

lcl|Glyma.18G300300_613-683     B KG  KG KG  B                                                 N  LK LI  W                                          TMP..FT LI  R  DT KSE...                                    

lcl|Glyma.01G022600_729-795     B KG  KG KG  B                                              L PN  LR LI  W                                          F... T  HT  S  ED ......                                    

lcl|Glyma.09G199700_729-794     B KG  KG KG  B                                              L PN  LR LI  W                                          F... T  HT  S  QD ......                                    

lcl|Glyma.18G147800_727-788     B KG  KG KG  B                                              L PN  LR LI  W                                          L... T  HT  S  ED ......                                    

lcl|Glyma.03G008800_809-878     B KG  KG KG  B                                              L PN  LR AI  W                                          N... V  HA  H  QN LQSH..                                    

lcl|Glyma.07G070300_813-882     B KG  KG KG  B                                              L PN  LR AI  W                                          H... V  HT  H  QN LQSH..                                    

β3 α2 



lcl|Glyma.09G259100_814-883     B KG  KG KG  B                                              L PN  LR AI  W                                          N... V  RA  S  QD LQNH..                                    

lcl|Glyma.18G233500_814-883     B KG  KG KG  B                                              L PN  LR AI  W                                          N... V  RA  S  QD LQNH..                                    

lcl|Glyma.13G335700_751-820     B KG  KG KG  B                                              L PN  LR AI  W                                          F... T  YA  L  QD LCK...                                    

lcl|Glyma.15G038600_747-816     B KG  KG KG  B                                              L PN  LR AI  W                                          F... T  HA  L  QD LCK...                                    

lcl|Glyma.11G139700_716-785     B KG  KG KG  B                                              L PN  LR AI  W                                          N... T  HA  L  QG LCK...                                    

lcl|Glyma.10G233500_636-705     B KG  KG KG  B                                              L PN  LH AI  W                                          D... V  YA  N  LE QQQ...                                    

lcl|Glyma.20G160900_669-738     B KG  KG KG  B                                              L PN  LH AI  W                                          D... V  YA  N  LE QQQ...                                    

lcl|Glyma.13G106500_407-472     B KG  KG KG  B                                              L PN  LR AI  W                                          V... T  HT  S  QE ......                                    

lcl|Glyma.17G052800_689-754     B KG  KG KG  B                                              L PN  LR AI  W                                          V... T  HT  S  QE ......                                    

lcl|Glyma.04G121100_741-805     B KG  KG KG  B                                              L PN  L  AI  W                                          H... I  YT LS  LE ......                                    

lcl|Glyma.06G317700_730-794     B KG  KG KG  B                                              L PN  L  AI  W                                          H... I  YT LS  LE ......                                    

lcl|Glyma.04G179300_28-94       B KG  KG KG  B                                              I PN  IK  I  W                                          FS.T I  LA  TT LH ......                                    

lcl|Glyma.06G185400_21-86       B KG  KG KG  B                                              L PN  IK  I  W                                          FS.T I  LA  TT LH ......                                    

lcl|Glyma.13G069300_57-122      B KG  KG KG  B                                              L PN  LK AI  W                                          FS.T I  LA  S  LK ......                                    

lcl|Glyma.19G013500_57-122      B KG  KG KG  B                                              L PN  LK AI  W                                          FS.T I  LA  S  LK ......                                    

lcl|Glyma.04G222600_253-316     B KG  KG KG  B                                              I PN  LR AV  Y                                          S... S  LS  I  QA RREEE.                                    

lcl|Glyma.06G142700_255-318     B KG  KG KG  B                                              I PN  LR AV  Y                                          S... S  LS  I  QA RREEE.                                    

lcl|Glyma.01G194100_40-101      B KG  KG KG  B                                              L P    H                                                D... I .LTF KNSEGEY.....                                    

lcl|Glyma.11G047800_40-101      B KG  KG KG  B                                              L      H                                                D... IS.LTF KNSEGEY.....                                    

lcl|Glyma.03G088400_201-273     B KG  KG KG  B                                              L PN  IK AV  F                                          Q... V  LA  E  EA LDKHGW                                    

lcl|Glyma.16G085300_110-182     B KG  KG KG  B                                              L PN  IK AV  F                                          Q... V  LA  E  EA LDKHGW                                    

lcl|Glyma.U008400_249-321       C JH  JH JH  C                                              L PN  IK AV  F                                          Q... V  LA  E  EA LDKHGW                                    

 


