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	CurrentPageNumber: 
	Double-blind peer review submissions: write DBPR and your manuscript number here instead of author names.: Sarah E. O'Connor
	initial: 
	revised: 
	final: 
	Describe the statistical methods that were used to predetermine sample size OR if no sample-size calculation was performed, describe how sample sizes were chosen and provide a rationale for why these sample sizes are sufficient.: No statistical method was used to predetermine the sample size. The sample size reported for the VIGS and microscopy experiments (the only experiments that have a sample size implicit in their design) were based on values accepted in the literature (ca. 100 cells for microscopy and ca. 6-10 plants total for VIGS analysis) that provide sufficient robustness. All sample sizes are described in the individual figure legends.
	If no data were excluded from the analyses, state so OR if data were excluded, describe the exclusions and the rationale behind them, indicating whether exclusion criteria were pre-established. : No data were excluded from the analyses.
	Describe what you have done to ensure that your experimental findings can be reliably reproduced. If all attempts at replication were successful, please confirm this. If there are any findings that were not replicated or cannot be reproduced, note this and describe why.: All experiments were repeated, and all attempts at replication were successful.
	Describe how samples were allocated to groups. If allocation was not random, describe how covariates were controlled. If this is not relevant to your study, explain why.: It is not standard practice to perform randomization for enzyme kinetic assays, plant silencing experiments, or microscopy analyses. Plants were selected for negative controls vs. gene silencing in a random fashion, and samples were analyzed by chromatography in random order.
	Describe the extent of blinding used during data acquisition and analysis. If blinding was not possible, describe why OR explain why blinding was not relevant to your study.: It is not standard practice to perform blinding for enzyme kinetic assays, plant silencing experiments, or microscopy analyses. The analysis of the results of these experiments are clear cut by the described methods and do not require blinding for objective analysis.
	y: 
	na: 
	Provide a description of all commercial and custom code used to analyze the data in this study, specifying the version used OR state that no software was used.: Excel for LCMS data, MassLynx 4.1 and TargetLynx 4.1 (Waters) for processing and analysis of mass spectrometry data, excel for VIGS data, GraphPad Prism for enzyme kinetics, CellD software (Olympus) for microscope/localization analysis, Tree Builder in Geneious 8.1.8, Biomatters, TopSpin (version 3.2) for analysis of NMR data. Custom R script for self organizing maps (see Payne et al, Nature Plants 2017).
	Describe any restrictions on availability of unique materials used in the study OR confirm that all unique materials used are readily available from the authors or from standard commercial sources (and specify these sources) OR state that no unique materials were used.: Rauwolfia serpentina seeds were a gift from Dr. Subhash Hiremath, Karnataka University, India.Yeast strain YPL 154C:Pep4 KO was obtained from the authors of Nguyen et al, JBC 2010.Dr. Dae-Kyun Ro provided plasmid pESC-Leu2d.Polyneuridine aldehyde was a gift from Drs. E. Poupon and L. Evanno (Univ. Paris-Sud, CNRS, Universite Paris-Saclay, France).All other compounds and plant material were obtained from commercial suppliers: vinorine (Northernchem), serpentine (ChemFaces), Gou Teng dried plant material (tcm4u.co.uk), Gelsimium sempervirens seeds (Plant World seeds UK).All materials are freely available, though for the gifted items we would request permission from the original gifter.
	For all antibodies, as applicable, provide supplier name, catalog number, clone name, and lot number. Also describe the validation of each primary antibody for the species and application, noting any validation statements on the manufacturer’s website, relevant citations, antibody profiles in online databases, or data provided in the manuscript OR state that no antibodies were used.: THETM DYKDDDK Tag Antibody [HRP], mAb, Mouse (A01428-100)THETM c-Myc Antibody [HRP], mAb, Mouse (A00863-100)Both antibodies were used at a dilution factor of 1 to 2000.Both antibodies are from GenScript.Both antibodies have been thoroughly validated as evidenced by data shown on the manufacturer's website. Note that these antibodies were used only for qualitative conclusions in the experiments reported in our study.
	Provide information on cell line source(s) OR state that no eukaryotic cell lines were used.: no eukaryotic cell lines were used
	Describe the authentication procedures for each cell line used OR declare that none of the cell lines used have been authenticated OR state that no eukaryotic cell lines were used.: no eukaryotic cell lines were used
	Confirm that all cell lines tested negative for mycoplasma contamination OR describe the results of the testing for mycoplasma contamination OR declare that the cell lines were not tested for mycoplasma contamination OR state that no eukaryotic cell lines were used.: no eukaryotic cell lines were used
	Provide a rationale for the use of commonly misidentified cell lines OR state that no commonly misidentified cell lines were used.: no eukaryotic cell lines were used
	For laboratory animals, report species, strain, sex and age OR for animals observed in or captured from the field, report species, sex and age where possible OR state that no animals were used.: no animals were used
	Provide all relevant information on human research participants, such as age, gender, genotypic information, past and current diagnosis and treatment categories, etc. OR state that the study did not involve human research participants.: no human research participants were used



