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ALREQCOONHTLFEDPVFRAEDQSLFLOGNRLGKVTWKRPKDLCED 60
YSTLEROCLOSGALFEDPLFPAVDDSLFYQGNRIGRVHWKRPEELCDD 60
VEPYEDONYSALRRDCRRREVLFEDPLFPATDDSLYYKGTPGPAVRWKRPKGICED 60
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zCAPN5a 1 MFSSV
zCAPN5b 1 MF
hCAPN5S 1 MF
zCAPN5a 61 |PHLFVNGI ILNQGQLGNCWFVAACSSLASREALWQKVIPDWKDQEWDKNKPESYAGI 120
zCAPN5b 61 |PHLFVDGI LEQGQLGNCWFVAACSSLASRESLWQKVIPDWKEQEWDPERKADSYAGI 120
hCAPN5 61 |PRLFVDGISSHOLHQGQVGNCWFVAACSSLASRESLWQKVIPDWKEQEWDPEKPNAYAGI 120

Loop 1
zCAPN5a 121 FHFRFWRFGDWVGVVIDDRLPTANGKLIYCHSNDSNEFWSALVEKAYARMCGCYEALDGG 180
zCAPN5b 121 FHFRFWRFGEWVDVVIDDRLPTVDNQLVYCHSNDSNEFWSALVEKAYAKVYGCYEALDGG 180
hCAPN5 121 FHFHFWRFGEWVDVVIDDRLPTVNNQLIYCHSNSRNEFWCALVEKAYAKLAGCYQALDGG 180

zCAPN5a 181 NTADALVDFTGGVSEPMDLLEGKFAQDEEARHQLFDRVLKVHNRGGLISCSIRATTQADM | 240
zCAPN5b 181 NTADALVDFTGGVSEPMDLLEGQFAQDETARNQLFERVLKVHNRDGLISCSIRATTVEDM | 240
hCAPN5 181 NTADALVDFTGGVSEPIDLTEGDFANDETKRNQLFERMLKVHSRGGLISASIKAVTAADM | 240

zCAPN5a 241 | EARLDCGLVKGHAYAVTDVRKVRLGSGLLAFFKSEKLSMIRMRNPWGQRGWNGAWSDSSE 300

ZCAPN5b 241 | EARLDCGLVKGHAYAVTDVRKVRLGHGLLAYFKSEKLEMIRMRNPWGEKEWSGPWSDSSE 300
hCAPN5 241 EARLACG_I,VKGBAYAV’I‘DVRKVRLGHGILAFFKSBKLDHI RNPWGEREWNGPWSDTSE 300
Loop 2 Loop 3

zCAPN5a 301 EWKRVSKGERERLGVTVEDDGEFWMDFDDFCKHFTDLILCRLINTSYLSIHKTWEEEVMR 360
zCAPN5b 301 EWKKVSKSEREKLGVTVQDDGEFWMNFEDFCHYFTDLILCRLINTSYLSIHKTWEEEVMR 360
hCAPN5 301 EWQKVSKSERERMGVTVQDDGEFWMTFEDVCRYFTDIIKCRVINTSHLSIHKTWEEARLH 360

ZCAPN5a 361 GCWSRHDDPLRNRSGGCINHKTTFLONPQYVFDVTKAEDEVLICLQQQDKRA---RAKGE 417
ZCAPN5b 361 GLWLHRDEPLRNRAGGCINHKTTFLONPQYVFDVRKVEDEVLICLQQOKERRATPREGKGE 420
hCAPN5 361 GAWTLHEDPRONRGGGCINHKDTFFQNPQYIFEVKKPEDEVLICIQQRPKRSTRREGKGE 420

zCAPN5a 418 NMAIGFDIQRVELNRIYRMHSIQKSVGSSIYINSRSVFLRKDLKEGRYVIVPSTFDPGMP 477
ZCAPN5b 421 NLAIGFDIHRVELNRKYRMHSAQQOKVAGSIYINSRCVFLRKELKEGRYVIIPTTFDPGQQ 480
hCAPN5 421 NLAIGFDIYKVEENRQYRMHSLQHKAASSIYINSRSVFLRTDQPEGRYVIIPTTFEPGHT 480

zCAPN5a 478 GDFLLRIFTDVPSDCKELTVDEPPQTCWISCCGYPKLVTQVHVIRADGLKALDGDGSSDP 537
zCAPN5b 481 GEFLLRVFTDVPSDCKELTLDEPPQTCWIGMCGYPQLVTQVHVLSAEGLQGQDANGASDP 540

hCAPN5 481 GEFLLRVFTDVPSNCRELRLDEPPHTCWSSLCGYPQLVTQVHVLGAAGLK--DSPTGANS 538

zCAPN5a 538 YIIISCEGEKVRSPVHKDTQSPDFDVKAVFYRKKPKQPIRIQIYNRNLLSDSFMGQVTLN 597
zCAPN5b 541 YVIITCEGEKVRSPVHKDTRCPNFDIRGIFYRKKPKEGIHIEIYNKNVIVDTFLGQVTLF 600
hCAPN5 539 YVIIKCEGDKVRSAVQRGTSTPEYNVKGIFYRKKLSQPITVQVWNHRVLKDEFLGQVHLK 598

zCAPN5a 598 GDLSDLQQLHTLRLODKGSRKNNDLPGLLSVSLTTSDVLTNI 639
zCAPN5b 601 SDPNDRQEQHTVYLKDKGSRQDNNLPGTLTVRVITCTPLTNI 642
hCAPN5 599 ADPDNLQALHTLHLRDRNSRQPSNLPGTVAVHILSSTSLMAV 640

Supplemental figure 1. High level of conservation among zebrafish orthologs of
CAPNS. (A) CAPNS is composed of four domains; DI (yellow), DIl (red), DIl (light blue)

and DIV (purple). Four of the identified mutations are location in DIl (green) and one in



DIll. (B) Primary Protein alignment of the zebrafish CAPN5 orthologs and human
CAPNS5 shows high conservation in the catalytic residues (blue) as well as the identified
mutations (green). High conservation can also be seen amongst the gated loops of DI
(black boxes).
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Supplementary Figure 2. Expression of capnl and capn2 in response to acute
light damage. gPCR for capnla/b and capn2a/b during and following light damage. A
significant decrease in expression of capn2a/b was observed during light damage and a
significant increase was observed after light damage. Capnla/b expression did not

change during LD. RT, reverse transcriptase; NT, no template control; p>0.05 (*).

Supplemental Table 1. Primer sequences used for RT-PCR and qPCR. RT-PCR
primers were also used to design WISH and FISH probes.

Supplemental Table 2. Antibodies used for immunohistochemistry (IHC).



