S1 Table. Target regions of the gene panel (147 pharmacogenetic-related genes)

Gene symbol Ensembl ID Chromosome Start End
ABCB1 ENSG00000085563 7 87133175 87342611
ABCC1 ENSG00000103222 16 16043434 16236931
ABCC2 ENSG00000023839 10 101542489 101611949
ABCC4 ENSG00000125257 13 95672083 95953687
ABCC5 ENSG00000114770 3 183637722 183735803
ABCG2 ENSG00000118777 4 89011416 89152474
ADA ENSG00000196839 20 43248163 43280874
ADK ENSG00000156110 10 75910960 76469061
ADORAL ENSG00000163485 1 203059782 203136533
ADORA2A ENSG00000128271 22 24813847 24838328
ADORA2B ENSG00000170425 17 15848231 15879060
ADRB1 ENSG00000043591 10 115803806 115806667
ADRB2 ENSG00000169252 5 148206156 148208196
ALB ENSG00000163631 4 74262831 74287129
ALOX5 ENSG00000012779 10 45869661 45941561
AOX1 ENSG00000138356 2 201450591 201541787
APEX1 ENSG00000100823 14 20923350 20925927
BAG3 ENSG00000151929 10 121410882 121437331
BBC3 ENSG00000105327 19 47724081 47736023
BCL2 ENSG00000171791 18 60790579 60987361
BCL2L10 ENSG00000137875 15 52401460 52404972
BCL2L1 ENSG00000171552 20 30252255 30311792
BIK ENSG00000100290 22 43506754 43525718
BIRC2 ENSG00000110330 11 102217942 102249401
BNIP3 ENSG00000176171 10 133781578 133795435
CCL18 ENSG00000006074 17 34391640 34399392
CDK1 ENSG00000170312 10 62538089 62554610
CHEK?2 ENSG00000183765 22 29083731 29138410
CHRM1 ENSG00000168539 11 62676151 62689279
CHRM2 ENSG00000181072 7 136553416 136705002
CHRM3 ENSG00000133019 1 239549865 240078750
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