S3 Table. Primer and probe sequences for the SNPtype assay

Gene rsiD ASPL SEFQ ASP2 SEFQ LSP SEFQ STA_SEQ
ABCC4  rs11568658 GGCCTGTGGTTGTCTTCCC GGCCTGTGGTTGTCTTCCA ACCTCTTTTATTTCAGGCACTTCGTCT TGGACAGCAGATTGACTATCTGG
ABCC4 rs3765534 CCTAAGTACCAGTTAAGATCTAGCTTCTC CCTAAGTACCAGTTAAGATCTAGCTTCTT CCCATGTTCCATAGGGCAAACA CAATACACCAAATGATTAAACTTTACCTGAA
APEX1 52307486 CAAACCTGCCACACTCAAGA CAAACCTGCCACACTCAAGG ATCCAGGCTCGAAGCCCAT AAAACCTCACCCAGTGGC
CYP1Al  rs4646422 GCCCAATCAGAGGCCAGT GCCCAATCAGAGGCCAGC GGTCCCCAAAGGCCTGAAGA GTTCTTTCCCAGGGTCAGC
CYP4F2 152108622 ACCCATCACAACCCAGCTG AACCCATCACAACCCAGCTA GCACCTCAGGGTCCGGC TGCCTCATCAGTGTTTTCGG
GRIAL 154958351 CCTAGCAGTAGTTTCTAGATATCTAGTTTTCAT CCTAGCAGTAGTTTCTAGATATCTAGTTTTCAC GGTCCTCCCACACCCACTTT AGCAGAAGCTATCCCTTAGCC
ITPA rs1127354 GGTCGTTCAGATTCTAGGAGATAAGTTTA GGTCGTTCAGATTCTAGGAGATAAGTTTC GTCAATTTTCTGTGCCACCAAA TGTTCTCTTTTCTCTTGGAACAGG
ITPA rs7270101 AAATTGACCGTATGTCTCTGTTTTGTTTTA ATTGACCGTATGTCTCTGTTTTGTTTTC ACAGGAAGACAGAGAAATCCAACCA ATGCACTTTGGTGGCACA
MOCOS  rs594445 CAACATTTTTTGGCCGTCCTTGTA ACATTTTTTGGCCGTCCTTGTC GCATTCCTTTGAGAGTTTGAACTTTGTTTG GGAGAAAAAATTTCAAGCTGGTTGT
MTHFR  rs1801131 GAGGAGCTGACCAGTGAAGA AGGAGCTGACCAGTGAAGC TCCGGTTTGGTTCTCCCGAG CCAAGGAGGAGCTGCTGA
MTHFR  rs1801133 GCTGCGTGATGATGAAATCGG AGCTGCGTGATGATGAAATCGA AGGCTGACCTGAAGCACTTGA TGTGTCAGCCTCAAAGAAAAGC
MTHFR  rs1901133 TTCCATTGGGTAGAAGAATATTTTTCAGC CTTCCATTGGGTAGAAGAATATTTTTCAGT GAATGCAAAATGAATGGCAAGCTAATTTTTAGA CCCAGAATTACTGAGCATTGACT
NUDT15 rs116855232 GGATCATAGCCTTGTTCTTTTAAACAACG GGATCATAGCCTTGTTCTTTTAAACAACA CCTCCCCTGGACCAGCTTT CACCAGATGGTTCAGATCTTCTTTA
PACSIN2  rs2413739 CCTAAGTTTTATTTGAGGTCGGACG GCCTAAGTTTTATTTGAGGTCGGACA GCACTTGAAGGGAGAGCACAA GATTCCATAGCAGCCCTTGG
SLCO1B1 rs11045879 AGGATCCAGGGTTAATATAACAGAATCAAG AGGATCCAGGGTTAATATAACAGAATCAAA GGGCATCTTGATGGCTTCCAA TTGCAAGGTTTCAGGACACAG
SLCO1B1 rs4149056 CACGAAGCATATTACCCATGAACG CACGAAGCATATTACCCATGAACA AAAGGAATCTGGGTCATACATGTGGAT GTACTATGGGAGTCTCCCCTATTC
TPMT s144041067 GCTAAACAAAAAAAGAAAAATTACTTACCATTTGC AGCTAAACAAAAAAAGAAAAATTACTTACCATTTGT CAAATATTGGCAAATTTGACATGATTTGGGAT CCCAGAAAAAGTATAGTATACTAAAAAATTAAGACAG
TPMT 1s151149760 CACCGAAATTCCTGGAACCAC TCACCGAAATTCCTGGAACCAA TGGATACAATTATTTACCCAAATCAAAACAAACCTT ACTCAGAAGAACCAATCACCGA
TPMT 151800460 CAAATTTGACATGATTTGGGATAGAGGAA CAAATTTGACATGATTTGGGATAGAGGAG ACTTACCATTTGCGATCACCTGGA TAGGACAAATATTGGCAAATTTGACAT
TPMT rs1800462 CTGTGTCCCCGGTCTGG TGTGTCCCCGGTCTGC AAACATAATTTAAGTGTAAATGTATGATTTTATGCAGGTT ACTGATTTCCACACCAACTACAC

TPMT rs75543815 GGATCATAAGAAAGAACACACAGGAGAA GGATCATAAGAAAGAACACACAGGAGAT AGATACAATGTTTTCCCTCCTGG CCAACAACTTTACCTGGATGTTTAG




