Pathway

Zeatin biosynthesis -

Ubiquinone and other terpenoid-quinone biosynthesis-

Steroid biosynthesis -

Spliceosome -

Sphingolipid metabolism -

Regulation of autophagy -

Pyrimidine metabolism -

Phenylalanine, tyrosine and tryptophan biosynthesis-

Nicotinate and nicotinamide metabolism -

Monabactam biosynthesis-

Mismatch repair -

Lysine biosynthesis -

Isoflavonoid biosynthesis -

Homologous recombination -

Galactose metabolism -

Folate biosynthesis -

Cysteine and methionine metabolism -

Cell cycle - Caulobacter -

Anthocyanin biosynthesis -

ABC transporters -
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Ubiquinone and other terpenoid-quinane biosynthesis -
Riboflavin metabolism -

Regulation of autophagy -

Phenylpropanoid biosynthesis -

Peroxisome -

Pentose phosphate pathway-

Oxidative phosphorylation -
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Monoterpenoid biosynthesis -

Limonene and pinene degradation -

Q Glyoxylate and dicarboxylate metabolism
3
<
Qualue u
IO.8 o Glycolysis / Gluconeogenesis -
06
Glycerolipid metabolism -
04
02 Galactose metabolism -

Fructose and mannose metabolism -

Folate biosynthesis -

Flavonoid biosynthesis -

Cutin, suberine and wax biosynthesis -

Circadian hythm - plant -

Carbon fixation in photosynthetic organisms -

Ascorbate and aldarate metabolism -
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