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Reviewer Comments to Author: 

The authors present an SV simulation framework that is fast, easy to use, and the bitbucket documentation 

is good. Making heterogeneous SV datasets is very important to test new SV detection methods, and 

SVEngine makes this much easier. I do have one major issue:There needs to be an evaluation of the 

simulations to show that the result resembles real data. For a "normal" case, this could be as easy as 

simulating NA12878's SVs, then running a handful of SV callers on both the real and simulated data and 

show that the results are similar. Given the title of the paper, the authors also need to show that the clonal 

populations that were specified are observed in the data. Something like THetA (L. Oesper Bioinformatics, 

2014) or one of its successors could be used here.I also have a suggestion:This method would be much 

more powerful if it could simulate a diploid (or more) genome with accompanying SNPs properly phased. I 

would expect clonal evolution methods to use both SNPs and SVs, and that phasing these events would be 

quite powerful. If SVEngine supported phased simulations, then it would have a wider audience. 
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