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Supplemental Figure 3: Forest plot of effect (p-value of heterogeneity= 4x10-4) in the fixed-
effect meta-analysis (FE META) across eight study samples [Multiethnic Cohort Study=MEC, 
MEC-Slim Initiative in Genomic Medicine for the Americas Type 2 Diabetes Consortium=MEC 
SIGMA, Women’s Health Initiative=WHI, WHI American Indian/Alaskan Native=WHI AI/AN (*not 
included in Hispanic/Latina fixed-effect meta-analysis), Mount Sinai School of Medicine 
BioBank=BioME, Hispanic Community Health Study/Study of Latinos=HCHS/SOL, Multi-Ethnic 
Study of Atherosclerosis=MESA) of 5,258 Hispanic/Latinas at an index SNP at MCM8 
(rs16991615) with ANM 
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