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Supplemental Table 1. Loci associated with BMI with Conditional FDR on FN BMD smaller than 0.05.

cFDR.
SNP ROLE GENE CHR Al A2 P. BMI P. FN_BMD BMI|FN_BMD

rs4348675 intronic NEGR1 chrl T C 5.88E-08 6.30E-02 4.85E-04
rs3759579 upstream MARK3 chri4 A G 2.18E-05 3.31E-05 7.43E-04
rs6940832 intergenic TFAP2B|PKHD1 chré G A 1.02E-07 1.22E-01 7.89E-04
rs4074720 intronic TCF7L2 chr10 C T 6.41E-08 2.02E-01 8.05E-04
rs2235569 intronic C6orf106 chr6 C T 9.64E-08 3.40E-01 1.00E-03
rs6499646 intronic FTO chrl6 T C 9.17E-08 8.48E-01 1.04E-03

rs546217 intronic EFR3B chr2 A C 1.12E-07 9.79E-01 1.10E-03
rs16952522 intronic FTO chrl6 C G 8.47E-08 4.37E-01 1.12E-03
rs7719067 intergenic MFAP3|GALNT10 chrb A G 7.09E-08 8.40E-01 1.19E-03
rs8063946 intronic FTO chrl6 C T 1.30E-07 5.35E-01 1.20E-03
rs7203219 intergenic GPR139|GP2 chrl6 T C 8.16E-08 5.56E-01 1.37E-03
rs3828137 intronic SEC16B chrl G A 6.01E-08 5.77E-01 1.39E-03
rs11663558 intronic NPC1 chrl8 G A 5.20E-08 2.82E-01 1.80E-03
rs1549979 intronic CADM2 chr3 C T 2.71E-07 5.63E-01 1.84E-03
rs9381908 intergenic TFAP2B|PKHD1 chré G A 2.88E-07 7.28E-01 1.94E-03
rs4807189 intronic CSNK1G2 chrl9 A C 4.39E-07 6.11E-01 2.02E-03
rs7239883 ncRNA_intronic LINCO00907 chrl8 G A 3.14E-07 9.80E-01 2.06E-03
rs6760328 intronic ADCY3 chr2 T C 5.80E-08 6.04E-01 2.11E-03
rs1362571 intronic FTO chrl6 G T 2.52E-07 4.84E-01 2.11E-03
rs1979755 intronic KCNG3 chr2 G C 4.33E-07 6.76E-01 2.20E-03
rs10499694 intronic DDC chr7 A G 4.72E-07 6.66E-01 2.22E-03
rs4949662 intronic 2773 chrl A G 4.98E-07 7.47E-01 2.23E-03
rs9469914 intronic UHRF1BP1 chr6 A T 2.93E-07 3.37E-01 2.41E-03
rs4704200 intergenic ANKRD31HMGCR chr5 G T 5.92E-07 6.47E-01 2.56E-03
rs7633265 intronic ACAP2 chr3 A G 6.62E-07 6.95E-01 2.64E-03
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Independent gene loci (r2<0.2) with SNPs that have conditional FDR smaller than 0.05 in BMI|FN BMD. All SNPs are listed with their nearest
gene(s), chromosomal location, effect allele Al, non-effect allele A2, raw p-values for univariate GWAS for each trait and cFDR values for BMI.



20

Supplemental Table 2. Loci associated with FN BMD with Conditional FDR smaller than 0.05 on BMI.

cFDR.

SNP ROLE GENE CHR Al A2 P.BMI P.FN_BMD FN_BMD|BMI
rs944082 ncRNA_intronic GNG12-AS1 chrl T C  7.45E-02 1.04E-07 9.02E-04
rs170635 intronic LSM12 chrl7 T C 132E-01 1.25E-07 9.45E-04
rs2047937 intronic ZNF423 chrl6 C T 222E-01 2.10E-07 1.77E-03
rs12365254 intronic LOC102724957 chril T C 279E-01 7.97E-08 2.53E-03
rs3759579 upstream MARK3 chri4 A G 218E-05 3.31E-05 3.54E-03
rs11952384  ncRNA_intronic MEF2C-AS1 chrb A G 4.62E-01 3.82E-07 4.11E-03
rs10917225 intergenic MIR4418|ZBTB40 chrl T C 442E-01 4.96E-07 5.09E-03
rs1485305 intergenic TNFRSF11B|COLEC10 chr8 A T 8093E-01 2.53E-07 5.39E-03
rs9905128 intergenic CASC17|LOC102723505 chrl7 G A 9.79E-03 4.33E-06 7.05E-03
rs4505759 intergenic IDUA|FGFRL1 chr4 C T 151E-01 2.21E-06 1.27E-02
Is7/77354 intergenic CSRNP3|GALNT3 chr2 A G 484E-01 2.26E-06 1.42E-02
rs10280461 intergenic EPDR1|STARD3NL chr7 C A 6.85E-01 1.28E-06 1.48E-02
rs10054570 intergenic MEF2C-AS1|MIR3660 chrb G T 397E-01 1.67E-06 1.53E-02
rs4469491 intergenic EYALMSC chr8 C T 8.68E-01 1.26E-06 1.86E-02
rs2566758 ncRNA_intronic GNG12-AS1 chrl C T 7.25E-01 2.49E-06 1.95E-02
rs10506027 intergenic KLHL42|PTHLH chri2 A C 6.34E-01 3.45E-06 2.58E-02
rs10924510 intronic GPR137B chrl C G 9.90E-01 3.30E-06 2.80E-02
rs724404 intergenic CYLD|LOC101927334 chrl6 C A 145E-02 3.89E-05 2.81E-02
rs2419659 ncRNA_intronic GNG12-AS1 chrl C A 293E-01 7.96E-06 2.97E-02
rs6494633 intronic SMAD3 chrl5 C T 208E-01 7.59E-06 2.99E-02
rs9350354 intergenic CDKAL1|LINC00581 chr6 A G 202E-01 6.77E-06 3.12E-02
rs2707183 intergenic MIR4472-2|LINC00173 chrl2 G T 157E-03 1.23E-04 3.31E-02
rs2178950 intronic TRPS1 chr8 G C 8.86E-04 3.95E-04 4.08E-02
rs11209223  ncRNA_intronic GNG12-AS1 chrl G A 433E-01 7.43E-06 4.14E-02
rs1473 intronic PUM1 chrl G A 489E-04 2.67E-04 4.33E-02

7



21
22
23
24
25
26
27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42
43
44
45
46

rs1949481 intronic SOX6 chrll C T 7.66E-01 8.92E-06 4.52E-02
rs9825174 intronic XXYLT1 chr3 C T 7.13E-04 2.50E-04 4.78E-02

Independent gene loci (r°<0.2) with SNPs that have conditional FDR smaller than 0.05 in FN BMD|BMI. All SNPs are listed with their nearest
gene(s), chromosomal location, effect allele Al, non-effect allele A2, raw p-values for univariate GWAS for each trait and cFDR values for FN
BMD.



47  Supplemental Table 3. Loci associated with WHR with Conditional FDR smaller than 0.05 on FN BMD.

cFDR.
SNP ROLE GENE CHR Al A2 PWHR P.FN_BMD WHR|FN_BMD

rs2047937 intronic ZNF423 chrl6 C T  3.80E-04 2.10E-07 1.14E-03
rs2060765 intergenic NPVF|MIR148A chr7 T C 1.90E-06 1.05E-02 2.92E-03
rs12022722 intergenic LYPLAL|RNU5F-1 chrl C T 9.80E-08 3.71E-01 4.39E-03
rs1423056 intergenic SLC7A10|CEBPA chrl9 G A  2.20E-07 5.57E-01 4.86E-03
rsl7277372 intronic DNM3 chrk A G 1.60E-03 7.80E-07 6.40E-03
rs4897200 intergenic MIR588|RSPO3 chré C A 200E-07 2.95E-01 7.15E-03
rs12133396 intergenic LYPLAL1|RNUSF-1 chrl G A 5.30E-07 8.86E-01 1.39E-02

rs335170 intronic PRDM®6 chr5 A C  2.20E-03 1.80E-05 1.91E-02
rs1294400 intergenic LY86|RREB1 chr6 G A 1.20E-06 4.11E-01 1.97E-02
rs2920499 intergenic SYN2|PPARG chr3 A G 6.80E-06 9.39E-02 2.04E-02
rs2077111 intergenic MIR588|RSPO3 chre A C  3.90E-06 9.38E-02 2.34E-02
rs2077111 intergenic MIR588|RSPO3 chre A G  3.90E-06 9.38E-02 2.34E-02
rs9822326 ncRNA _intronic LINCO00880 chr3 A C 6.10E-06 7.44E-02 2.91E-02
rs11079813 intronic SKAP1 chrl7y T C  3.30E-06 6.54E-01 4.27E-02

rs751008 intronic DOCK1 chrl0 G A  2.80E-06 9.09E-01 4.31E-02
rs6723710 NcRNA _intronic LINCO01122 chr2 C A 5.40E-06 4.83E-01 4.45E-02
rs10923714 intronic TBX15 chrl G A 5.20E-06 2.09E-01 4.46E-02
rs2485534 intronic GRIN3A chr9 T A 7.60E-06 5.20E-01 4.72E-02
rs2903940 intronic EYA2 chr20 A G  8.30E-06 6.38E-01 4.85E-02

rs649721 intergenic PMAIP1MC4R chrl8 A C  4.90E-06 9.38E-01 4.95E-02

48  Independent gene loci (r°<0.2) with SNPs that have conditional FDR smaller than 0.05 in WHRI|FN BMD. All SNPs are listed with their nearest
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55
56
57
58
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60
61
62
63
64
65
66
67
68
69
70
71
72
73
74
75
76

gene(s), chromosomal location, effect allele A1, non-effect allele A2, raw p-values for univariate GWAS for each trait and cFDR values for

WHR.
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77

Supplemental Table 4.Loci associated with FN BMD with Conditional FDR smaller than 0.05 on WHR.

cFDR.
RSID ROLE GENE CHR Al A2 PWHR P.FN_BMD FN_BMD|WHR

rs2047937 intronic ZNF423 chrlé C T  3.80E-04 2.10E-07 2.21E-05
rs17277372 intronic DNM3 crk A G 1.60E-03 7.80E-07 1.01E-04

rs944082 ncRNA_intronic GNG12-AS1 chrl T C 1.70E-01 1.04E-07 1.02E-03
rs1485305 intergenic TNFRSF11B|COLEC10 cr8 A T 210E-01 2.53E-07 1.47E-03
rs12365254 intronic LOC102724957 chrt2 T C 1.70E-01 7.97E-08 1.49E-03

rs335170 intronic PRDM6 chr5 A C  2.20E-03 1.80E-05 1.96E-03
rs11952384 ncRNA_intronic MEF2C-AS1 chr5 A G 2.60E-01 3.82E-07 2.21E-03
rs10917225 intergenic MIR4418|ZBTB40 chrl T C 190E-01 4.96E-07 2.58E-03
rs10280461 intergenic EPDR1|STARD3NL chr7 C A 120E-01 1.28E-06 5.45E-03

rs228752 intronic LSM12 chrl7 T C 8.10E-01 3.02E-07 5.75E-03
rs6694387 intronic DNM3 chrl T C 1.20E-02 1.77E-05 7.98E-03
rs10054570 intergenic MEF2C-AS1|MIR3660 chr5 G T  5.00E-01 1.67E-06 1.06E-02
rs10506027 intergenic KLHL42|PTHLH chri2 A C 1.30E-01 3.45E-06 1.20E-02
rs2566758 ncRNA_intronic GNG12-AS1 chrl C T 4.00E-01 2.49E-06 1.27E-02
rs4759062 intronic HOXC4 chrl2 C T  2.70E-03 1.44E-04 1.36E-02
rs10924510 intronic GPR137B chrl C G 3.60E-01 3.30E-06 1.49E-02
rs4469491 intergenic EYALMSC chr8 C T 9.80E-01 1.26E-06 1.63E-02

rs777354 intergenic CSRNP3|GALNT3 cr2 A G 6.30E-01 2.26E-06 1.67E-02
rs9905128 intergenic CASC17|LOC102723505 chrl7 G A  4.00E-01 4.33E-06 1.68E-02

rs724404 intergenic CYLD|LOC101927334 chrit6 C A  2.00E-02 3.89E-05 1.78E-02
rs9350354 intergenic CDKAL1|LINC00581 chré A G  2.20E-01 6.77E-06 1.89E-02
rs6494633 intronic SMAD3 chrtd5 C T  130E-01 7.59E-06 2.22E-02
rs4505759 intergenic IDUA|FGFRL1 chr4 C T 9.50E-01 2.21E-06 2.26E-02
rs1949481 intronic SOX6 chritr C T 3.20E-01 8.92E-06 2.69E-02
rs7936582 intronic PPP6R3 chrill T C  7.00E-02 1.82E-05 2.88E-02
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rs11209223 ncRNA _intronic GNG12-AS1 chrl G A 490E-01 7.43E-06 2.97E-02
rs2419659 ncRNA _intronic GNG12-AS1 chrl C A 6.50E-01 7.96E-06 3.35E-02
rs10153941 intergenic PKDCC|LOC102723824 chr2 G T 2.70E-01 1.49E-05 3.71E-02
rs6089336 upstream OSBPL2 chr20 G A 190E-01 2.51E-05 4.49E-02
rs4854512 intronic ARHGAP25 chr2 A G 3.30E-02 7.24E-05 4.51E-02

rs889012 intronic TRPC7 chrb G T  4.00E-01 1.86E-05 4.54E-02
rs3759579 upstream MARKS3 chrid A G  6.40E-02 3.31E-05 4.72E-02

78 Independent gene loci (r’<0.2) with SNPs that have conditional FDR smaller than 0.05 in FN BMD|WHR. All SNPs are listed with their nearest
79  gene(s), chromosomal location, effect allele A1, non-effect allele A2, raw p-values for univariate GWAS for each trait and cFDR values for FN
80 BMD.
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