
 

Table S3– RNAseq mapped data from the two samples sequenced (BX-1, BX-2). 

 Trimmed reads input Mapped reads 

Bx-1 124218810 37820234  (30.4% of input) 

Bx-2 143259452 34916231 (24.4% of input) 

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	

	


