S2 Fig. Multiple sequence alignment of EYS protein in different species
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B signal peptide
-Laminin—G domain

ADEIWERAAQHLKAQSGDFLCIFIVNS SFQLRYNLG-DET IBMLEFIOKV THNGS THERI TR
ADETFNAAQHLKAQSGDFLC IEMVNGSOLRYNLG - DAIT IRLEMIOKV THNGS T IR
PDEIMFNTAQRLGTQSGDFLC IRMVNGFEOLRYNLG - DIAT IVLOAFOKVHADGOT RN

P IMENTAQHL STHSGDFL SIS AGFOLRYNLG-NOT IVLOE PKEMDE TGV RERI TR
E LF{FETLNNNODKK I GF /RS LOGGVIEARIS GPSNHVTVVRSVRMIFA I GERIK T

AGRVEAEGYLDLDEINVTEKASIKMEELDTNTDEY I[g8VS SLNLVNPMRAIENEPVGFOEC
AGRV[EAEGYLDLDEINVTEKASHKMEELDTINTDEY I[€€VS SLNLVN PMRAIENEPVGIHE
VGRVENEGYDLDEINTHTASAEMNVLDTHT DE Y66V S SLNLVN SMATENEP TG
AGRE[ENSGHL IJUDEE SVIRNESEESIELDVGAN I GI[E@8SSINTV S I DINJEKELVCIYTEG
MAORERWLTLWESASEALAPENE VL PDEL LY I8k DS K PHNRI S GFPH PHREC

IROVIIINNQELOWTE FGAKGCENVCECHEAME Y Ni{8NCEEMTVN - GIRiE SERELPDWA
IFOVEIINYQELOMTE FGAKGGENVCECHeEmAME Y N8 NCEERVN - GIliF SERE L. PDWA

IRERVINDKELKEMTVTDPKGCENHCECHER ey s vEiNNETEOVE - SEGESES@PoGH T
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EN1E@YoR~ YELNNIEL HOSTI PDORFS - Y SCHENLEVESYBENK TS E TIAKEN G NN
ENTEEERHELENRERSOAL®I POPALLSYIICHEPLE] B @E sKiS FFlAKENG- NN
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- taminin-G domain

EEaE Y GRKN I VEOEIgK TN EK T

F{eeiaE I GRKH T AWAGHOK EfgiEK T

&35 1L NRDJA S VIS G TKCIgEES T

GGRSLGSTTPRSTLAGRRKNSSKE PTHSHEDNFNLEEgrN S DSjS RREKGREF DPFKEC

KRVVEFQE- PKNIELHK - LE[EYNVYDGDEQNEVT- -~
KVVEFQD- PKKIELHK - LE[€YNVYDGDEQNEVT- -~
KiATLFOD-ERKIOLYK - GEEYNVENGDHRN

KV EFLFOD- KOO FHOTCEERNVY QGHE

QHQFGiHPAI ISDFSTYQEENHGSCDLHGEEPLTV

-EGF domain -EGF—like domain

Calcium-binding EGF-like domain



Residues identical in all sequences are white on a black background, whereas similar amino acids
are white on a gray background. Residues that are present in at least three of the five proteins are

indicated in black on a light gray background.



