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Figure S4. REEP1/2 and EI24 do not Affect Cell Cycle Arrest, DNA Repair or other p53 Downstream
Pathways upon DNA Damage.

(a) Representative flow cytometry results of U20S cells with REEP1/2 stable knockdown treated with DMSO
or 5 uM eto for 16 hours.

(b) Statistical analysis of the percentage of G2/M cells from (a).

(c) Representative flow cytometry results for HEK293 cells transfected with the control vector or 3xFlag-E124
and treated with DMSO or c¢pt for 12 hours.

(d) Statistical analysis of the percentage of S phase cells from (c).

(e) Western blot (WB) analysis of lysates from wild-type (WT) or REEP1/2 double knockout (DKO) U20S cells
(two different lines). Tubulin served as the loading control.

(f) Western blot analysis of lysates from U20S cells with REEP1/2 double knockout treated with DMSO or 200
nM doxo for 16 hours.

(g) Western blot analysis of lysates from U20S cells with REEP1/2 stable knockdown treated with DMSO or 5
UM eto for 16 hours. GAPDH and tubulin served as the loading controls.



