Supplemental Fig S4. Method of generating Ctrl-Alu pairs for feature selection. (A) Selecting Ctrl-Alu pairs for
analyzing Alu sequence features. Each block arrow indicates an Alu element. Arrow in maroon stands for a 5" CNV-Alu
element, while arrow in pink indicates 3" CNV-Alu element. Non CNV-Alus are in blue. (B) A diagram shows the

method of picking Ctrl-Alu pairs for genomic feature analyses and generating test dataset for predicting Alu pairs as
being at high risk for AAMR.
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