Supplemental Fig S8. The recurrence of 5 AAMR events in the validation dataset. (A) A bar chart shows the
frequency of being observed for each of the unique AAMR events. (B) The UCSC Genome Browser image depicts a
unique AAMR event which was observed 4 times in the validation dataset (Alu-Alu gain panel) and 5 times in the DGV
database (Database of Genomic Variants). (C) Another AAMR event was detected 9 times in the validation dataset
and 4 times in the DGV database.
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