
chrI:48890_C/T; 455 genes affected
Chromosome I
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chrI:109735_A/G; 162 genes affected
Chromosome I
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chrI:159467_G/A; 265 genes affected
Chromosome I
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chrI:189123_C/T; 45 genes affected
Chromosome I
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chrII:13061_G/T; 69 genes affected
Chromosome II
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chrII:123764_G/A; 231 genes affected
Chromosome II
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chrII:195177_T/A; 196 genes affected
Chromosome II
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chrII:370967_C/T; 290 genes affected
Chromosome II
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chrII:464478_G/A; 357 genes affected
Chromosome II
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chrII:541139_G/A; 230 genes affected
Chromosome II
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chrII:619028_C/A; 304 genes affected
Chromosome II
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chrIII:143912_A/G; 39 genes affected
Chromosome III
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chrIII:166390_G/C; 27 genes affected
Chromosome III
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chrIII:201185_C/A; 80 genes affected
Chromosome III
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chrIII:262105_C/T; 45 genes affected
Chromosome III
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chrIV:46090_C/G; 712 genes affected
Chromosome IV
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chrIV:156943_A/G; 916 genes affected
Chromosome IV
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chrIV:215523_T/C; 1419 genes affected
Chromosome IV
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chrIV:461656_A/G; 1154 genes affected
Chromosome IV
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chrIV:509407_G/T; 757 genes affected
Chromosome IV

0

100

200

300

400

bo
ot

st
ra

p 
fr

eq
ue

nc
y

440 kb 450 kb 460 kb 470 kb 480 kb 490 kb 500 kb 510 kb 520 kb 530 kb 540 kb 550 kb 560 kb 570 kb

SNR47 tD(GUC)D

tL(UAA)D

tQ(UUG)D1

tR(UCU)DtS(AGA)D1

tT(AGU)D tV(UAC)D

RMD1

NHP10

MCD1

ATP16

MED2

PTC1

YDL007C−A

RPT2

APC11

YDL009C

GRX6

NTH1

YRB1

RCR2

YDR003W−A

RAD57

MAF1

SOK1

TRP1

YDR008C

GAL3

YDR010C

SNQ2

RPL4B

PSF1

RAD61

HED1

YDR015C

DAD1

KCS1

YDR018C

GCV1

DAS2

FAL1

ATG31

SES1

FYV1

RPS11A

NSI1

VPS54

REG1

YDR029W

RAD28

MIX14

PST2

MRH1

LYS14

YDR034C−A

YDR034C−C

YDR034C−D

YDR034W−B

ARO3

EHD3

KRS1

ENA5

ENA2

ENA1

RSM10

YDR042C

NRG1

HEM13

RPC11

BAP3

HEM12

YDR048C

VMS1

TPI1

DET1

DBF4

YDR053W

CDC34

PST1

YDR056C

YOS9

TGL2

UBC5

MAK21

YDR061W

LCB2



chrIV:637663_A/T; 913 genes affected
Chromosome IV
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chrIV:681304_G/A; 1182 genes affected
Chromosome IV
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chrIV:745766_G/A; 858 genes affected
Chromosome IV
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chrIV:975156_A/G; 1014 genes affected
Chromosome IV
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chrIV:1182010_T/C; 798 genes affected
Chromosome IV
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chrIV:1357789_T/G; 988 genes affected
Chromosome IV
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chrIV:1521369_A/C; 545 genes affected
Chromosome IV
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chrV:11186_T/C; 113 genes affected
Chromosome V
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chrV:183957_A/G; 459 genes affected
Chromosome V
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chrV:418504_A/G; 160 genes affected
Chromosome V
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chrV:524625_A/T; 208 genes affected
Chromosome V
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chrVI:71959_C/T; 160 genes affected
Chromosome VI
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chrVI:95849_T/C; 161 genes affected
Chromosome VI
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chrVI:156375_T/C; 200 genes affected
Chromosome VI
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chrVI:229337_G/A; 73 genes affected
Chromosome VI
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chrVII:122421_CA/C; 1581 genes affected
Chromosome VII
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chrVII:141743_C/T; 1816 genes affected
Chromosome VII
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chrVII:178509_T/C; 1443 genes affected
Chromosome VII
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chrVII:372033_G/C; 1031 genes affected
Chromosome VII
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chrVII:397449_G/A; 977 genes affected
Chromosome VII
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chrVII:470028_A/G; 1450 genes affected
Chromosome VII
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chrVII:656248_T/G; 682 genes affected
Chromosome VII
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chrVII:850923_T/C; 768 genes affected
Chromosome VII
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chrVII:984362_C/T; 724 genes affected
Chromosome VII
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chrVIII:104423_C/A; 1029 genes affected
Chromosome VIII
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chrVIII:175012_C/T; 653 genes affected
Chromosome VIII
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chrVIII:459310_C/G; 402 genes affected
Chromosome VIII
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chrIX:28874_G/C; 83 genes affected
Chromosome IX
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chrIX:105090_T/C; 592 genes affected
Chromosome IX
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chrIX:178160_C/T; 170 genes affected
Chromosome IX
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chrIX:227301_A/T; 151 genes affected
Chromosome IX
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chrIX:386051_A/G; 79 genes affected
Chromosome IX
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chrX:26108_C/T; 180 genes affected
Chromosome X
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chrX:108904_A/G; 436 genes affected
Chromosome X
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chrX:181214_T/C; 411 genes affected
Chromosome X
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chrX:330144_C/T; 229 genes affected
Chromosome X
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chrX:426287_C/A; 321 genes affected
Chromosome X
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chrX:548174_T/C; 380 genes affected
Chromosome X
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chrX:659425_T/C; 831 genes affected
Chromosome X
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chrX:722130_T/C; 181 genes affected
Chromosome X
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chrXI:4534_G/A; 123 genes affected
Chromosome XI
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chrXI:102908_C/T; 387 genes affected
Chromosome XI
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chrXI:232667_A/T; 833 genes affected
Chromosome XI
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chrXI:411756_T/C; 208 genes affected
Chromosome XI
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chrXI:533229_G/C; 201 genes affected
Chromosome XI
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chrXI:641098_A/G; 192 genes affected
Chromosome XI
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chrXII:136527_T/C; 2597 genes affected
Chromosome XII
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chrXII:510559_C/T; 1299 genes affected
Chromosome XII
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chrXII:657022_T/C; 3755 genes affected
Chromosome XII
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chrXII:694841_T/C; 2362 genes affected
Chromosome XII
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chrXII:848842_A/G; 2234 genes affected
Chromosome XII

0

50

100

150

200

250

bo
ot

st
ra

p 
fr

eq
ue

nc
y

850 kb 860 kb 870 kb 880 kb 890 kb

SNR44

tK(UUU)L

ILV5

ATG33

RSC2

YLR358C

ADE13

VPS38

DCR2

YLR361C−A

STE11

NMD4

YLR363W−A

YLR364C−A

GRX8

YLR365W

YLR366W

RPS22B

MDM30

SSQ1

ARC18

ROM2

ELO3

VID22

YLR374C

STP3

PSY3

FBP1

SEC61

YLR379W

CSR1

CTF3

NAM2

SMC6

IKI3

SWC7

VAC14



chrXII:1058607_C/T; 1086 genes affected
Chromosome XII
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chrXIII:33836_G/A; 637 genes affected
Chromosome XIII
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chrXIII:85889_GA/G; 801 genes affected
Chromosome XIII
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chrXIII:253667_T/C; 829 genes affected
Chromosome XIII
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chrXIII:333449_G/A; 1324 genes affected
Chromosome XIII
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chrXIII:409778_G/T; 1293 genes affected
Chromosome XIII
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chrXIII:591723_A/G; 710 genes affected
Chromosome XIII

0

100

200

300

bo
ot

st
ra

p 
fr

eq
ue

nc
y

570 kb 580 kb 590 kb 600 kb 610 kb 620 kb 630 kb

SNR83

EMT4

tV(AAC)M3

YIM2

YIM1

YMR153C−A

NUP53

RIM13

YMR155W

TPP1

AIM36

YMR158C−A

MRPS8

YMR158W−B

ATG16

YMR160W

HLJ1

DNF3

INP2

MSS11

PAH1

YMR166C

MLH1

CEP3

ALD3

ALD2

EAR1

YMR172C−A

HOT1

DDR48

YMR173W−A

PAI3

SIP18

YMR175W−A

ECM5

MMT1

YMR178W

SPT21

CTL1

YMR181C

RGM1

YMR182W−A

SSO2

ADD37

RTP1

HSC82

YMR187C

MRPS17

GCV2



chrXIII:761318_T/A; 616 genes affected
Chromosome XIII
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chrXIII:914575_T/C; 615 genes affected
Chromosome XIII
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chrXIV:24003_C/CCCTTTTTTA; 1115 genes affected
Chromosome XIV

0

100

200

300

400

bo
ot

st
ra

p 
fr

eq
ue

nc
y

20 kb 30 kb 40 kb

EMW1

DAL82

ATP11

PHA2

PFS2

HXT14

YNL319W

YNL320W

VNX1

KRE1

LEM3

YNL324W

FIG4

PFA3

EGT2

MDJ2

PEX6

RPD3

AAD14

THI12

SNZ2



chrXIV:267161_G/A; 3166 genes affected
Chromosome XIV
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chrXIV:372376_G/A; 4137 genes affected
Chromosome XIV
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chrXIV:466588_T/G; 4550 genes affected
Chromosome XIV
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chrXIV:579945_GTTA/G; 1967 genes affected
Chromosome XIV
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chrXV:56600_G/C; 1083 genes affected
Chromosome XV
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chrXV:150803_G/A; 1249 genes affected
Chromosome XV
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chrXV:171150_T/C; 1504 genes affected
Chromosome XV
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chrXV:377605_C/T; 1138 genes affected
Chromosome XV
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chrXV:521864_C/T; 1414 genes affected
Chromosome XV
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chrXV:589481_C/T; 1019 genes affected
Chromosome XV
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chrXV:725113_T/C; 822 genes affected
Chromosome XV
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chrXV:845199_G/A; 832 genes affected
Chromosome XV
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chrXV:958080_T/A; 593 genes affected
Chromosome XV
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chrXV:1065815_A/G; 470 genes affected
Chromosome XV
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chrXVI:26510_T/C; 149 genes affected
Chromosome XVI
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chrXVI:84945_G/A; 399 genes affected
Chromosome XVI
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chrXVI:207364_C/T; 471 genes affected
Chromosome XVI
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chrXVI:383928_G/A; 193 genes affected
Chromosome XVI
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chrXVI:463543_G/A; 371 genes affected
Chromosome XVI
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chrXVI:508199_C/T; 578 genes affected
Chromosome XVI
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chrXVI:812990_T/C; 185 genes affected
Chromosome XVI
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