Figure 5A

Fold-changes (compared to mono-cultures normalized to 1)
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Figure 5B
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Fold-changes (compared to mono-cultures normalized to 1)
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Figure 5C

Fold-changes (compared to mono-cultures normalized to 1)
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Figure S5E
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Figure 5F
COL4A1 Fold changes (compared to 10 nM IgG controls normalized to 1)

nM Jaggedl

10 2.345128 1.984121 3.281071 2.492339

70 5.523185 9.652037 10.45412 8.45712
140 8.389975 8.619873 12.29216 10.42999
500 14.25602 14.30552 22.69548 21.23198
nM [s]€]

10 1 1 1 1

70 1.053726 1.072145 1.564643 1.340093
140 1.009285 1.007654 1.556709 1.31115
500 1.038619 1.057874 1.244586 1.161106

COL18A1 Fold changes

(compared to 10 nM IgG controls normalized to 1)

nM Jaggedl

10 2.673383 2.516642 3.133264 3.261419
70 6.868525 10.19177 9.097687 9.361016
140 10.85033 8.059361 10.27927 13.22931
500 17.01222 22.00103 24.29914 27.89946
nM [s]€]

10 1 1 1 1

70 1.126619 1.011853 1.323935 1.216581
140 1.260358 1.08335 1.445932 1.269123
500 1.060075 1.156822 1.400232 1.098091

NOTCH3 Fold changes (compared to 10 nM IgG controls normalized to 1)

nM Jaggedl

10 2.065752 1.704088 3.211321 2.556199
70 6.36871 8.060298 10.6258 6.779441
140 6.890779 5.464787 9.551101 7.801041
500 10.16825 9.569867 13.75929 12.1819
nM [s[ €]

10 1 1 1 1

70 1.21841 0.8922377 1.620943 0.9974613
140 1.199418 1.048262 1.488645 1.254257
500 1.039339 0.8140368 1.326079 0.9716435
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