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Supplementary Figure 1. K258A mutation but not Treacle depletion reduces VLP formation by 

HeV M protein. (A) HEK-293T cells were transfected to express GFP-tagged NiV M protein (left 

panel) or HeV M protein (right panel). 24 h p.t. VLPs (supernatant) and cell lysates were harvested and 

analyzed by IB using anti-GFP antibody. (B) HEK-293T cells were transfected with Treacle siRNA or 

negative control (NEG) two days prior to transfection to express GFP-HeV M protein. VLPs and lysates 

were harvested 24 h later and analyzed by IB to determine the budding index (right panel; see Materials 

and Methods); data are representative of two independent assays.
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Supplementary Figure 2.  siRNA knockdown reduces expression of Treacle protein in HeLa cells.

HeLa cells were transfected without siRNA (NEG) or with scr siRNA or Treacle siRNA before lysis 3 

days p.t. and analysis by IB using antibodies to Treacle and tubulin. A predominant ~220 kDa band 

corresponding to Treacle was detected, as well as several isoforms in lysates of control cells, but not of 

Treacle siRNA-transfected cells.
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Supplementary Figure 3

Supplementary Figure 3.  GFP-HeV M wt and K258A proteins interact with fibrillarin.

HEK-293T cells transfected to express the indicated GFP-fused proteins were subjected to IP for GFP 

before analysis by IB using the indicated antibodies.
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Supplementary Figure 4. Microscopy analysis of mCherry protein expression. HEK-293T 

cells used to generate samples shown in Figure 9A were imaged using an EVOS FL Cell Imaging 

System (Thermo Fisher Scientific) immediately prior to cell lysis. Scale bars correspond to 200 𝜇m.
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Supplementary Figure 5

Supplementary Figure 5 Full scans of immunoblots shown in Results.


