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SIRT1-dependent epigenetic regulation of H3 and H4 histone
acetylation in human breast cancer
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Supplementary Figure 1: Control of ChIP analysis performed on breast tumors and matched normal tissues. ChIP
assays were performed on chromatin extracted from breast tumors and matched normal tissues. The assays were carried out using a positive
control anti-H34me3 Ab and a negative control non-immune anti-IgG Ab (Diagenode). The efficiency of ChIP was calculated by real time
quantitative PCR using the primers of 2 control genes: positive control GAPDH and negative control Myoglobin. Data are the average of 3
independent experiments and represented as means + S.D. N: Normal, T: Tumor.
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Supplementary Figure 2: Control of ChIP analysis performed on breast tumors and matched normal tissues. ChIP
assays were performed on chromatin extracted from breast tumors and matched normal tissues. The assays were carried out using a positive
control anti-H34me3 Ab and a negative control non-immune anti-IgG Ab (Diagenode). The efficiency of ChIP was calculated by real time
quantitative PCR using the primers of 2 control genes: positive control GAPDH and negative control Myoglobin. Data are the average of

5 independent experiments and represented as means + S.D. N: Normal, T: Tumor.



