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Supplementary Figure Legends:

Supplementary Fig.S1. Comparative pathway analysis of differentially
expressed genes between ESC and HC11 cell-types. Heatmap showing
enrichment score (Z-score) of up or downregulated genes using (A) BioCarta and
(B) Wiki pathway tools between ESC vs. N, N vs. P and P vs. PRL treated HC11
cells. Z-score >2 denote significantly upregulated and <2 denotes significantly

downregulated.

Supplementary Fig.S2. Full-length immunoblotting images of respective protein
markers (A) and contrast adjusted images (B) of cell cycle regulators. Similarly,
differentially expressed TFs and ERs in auto scale (C) and contrast adjusted images

(D). The molecular weight (kDa) of a marker is highlighted in asterisk (*).
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