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Table S1. Relative abundance (%) of all bacterial phyla detected by ION torrent sequencing analysis in O.
cf. ovata batch cultures at the time of inoculum (day 0) and during the different algal growth phases (days 6, 24
and 42). Rare phyla accounted for less than 1%.

% in at
Phylum leastone dayO day 6 day 24 day 42
sample
Proteobacteria >1 87.81 97.70 66.13 87.57
Bacteroidetes >1 12.04 2.21 33.11 9.94
Actinobacteria >1 0.04 0.04 0.71 2.46
Spirochaetes rare 0.04 0.01 0.04 0.03
TM7 rare 0.07 0.04 0.01 0.00

Table S2. Relative abundance (%) of all bacterial classes detected by ION torrent sequencing analysis in O. cf.
ovata batch cultures at the time of inoculum (day 0) and during the different algal growth phases (days 6, 24
and 42). Rare classes accounted for less than 1%.

% in at
Class leastone dayO0 day 6 day 24 day 42
sample
Alphaproteobacteria =1 86.93 96.88 65.73 87.00
Sphingobacteria 21 11.97 2.16 32.98 9.78
Actinobacteria =1 0.04 0.04 0.71 2.46
Betaproteobacteria rare 0.16 0.11 0.22 0.28
Flavobacteria rare 0.08 0.05 0.14 0.17
Gammaproteobacteria rare 0.78 0.74 0.18 0.28

Spirochaetes rare 0.04 0.01 0.04 0.03




Table S3. Relative abundance (%) of all bacterial genera detected by ION torrent sequencing analysis in O. cf.
ovata batch cultures at the time of inoculum (day 0) and during the different algal growth phases (days 6, 24 and 42).
Rare genera accounted for less than 1%.

% in at
Genera leastone dayO0 day 6 day 24 day 42
sample

Oceanicaulis =1 40.25 34.96 14.16 32.94
Dinoroseobacter =1 22.23 35.43 2519 27.70
Labrenzia =1 5.56 6.85 24.29 23.04
Roseovarius =1 17.76 18.34 7.41 5.68
Sphingopyxis =1 2.09 1.38 0.66 0.97
Fabibacter =1 7.38 0.67 2522 5.21
Balneola =1 2.96 1.00 1.06 0.25
Dietzia =1 0.04 0.04 0.82 1.67
Alcanivorax rare 0.39 0.62 0.04 0.05
Corynebacterium rare 0.00 0.00 0.00 0.98
Donghicola rare 0.00 0.01 0.10 0.05
Flavisolibacter rare 0.06 0.08 0.00 0.01
Glaciecola rare 0.06 0.05 0.08 0.09
Jannaschia rare 0.00 0.01 0.00 0.00
Limnobacter rare 0.17 0.12 0.25 0.30
Polaribacter rare 0.04 0.01 0.07 0.05
Pseudomonas rare 0.36 0.11 0.01 0.13
Reichenbachiella rare 0.21 0.14 0.57 0.67
Rhizobium rare 0.37 0.13 0.02 0.05
Ruegeria rare 0.01 0.03 0.02 0.11

Spirochaeta rare 0.05 0.01 0.05 0.03
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Figure S1. Nitrate (NOs") and phosphate (PO,*”) concentrations measured in O. cf.
ovata culture medium. Each point is the mean of triplicate cultures. Bars indicate
standard deviations.
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Figure S2. Virus to bacteria ratio (VBR) during the O. cf. ovata growth. Each value is the mean of triplicate cultures.
Bars indicate standard deviations.
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Figure S3. Diversity of the bacterial community associated with O. cf. ovata in batch cultures at the time
of inoculum (day 0) and during the different algal growth phases (days 6, 24 and 42) as revealed from
ION torrent sequencing data. Rarefaction curves were computed on bacterial OTUs at a dissimilarity level
of 3%.

250 -
200 - o o ERRESRIREEIRRTE
. j == s-emTTTTTT
., 150 ] e
- ] /o’
o 1 4
100 { f
14 e day 0
50 | / ----day6
. = day 24
:f — —-day 42
0 T T T T T T T T T T T T T T T T T T T 1
0 4000 8000 12000 16000

Reads



	Tables S1-3
	Figs S
	Fig. S1b

	Pagina vuota
	Fig. S1.pdf
	Fig. 1

	FigS1.pdf
	Fig. 1

	Blank Page
	Table S1.pdf
	Foglio1

	Table S2.pdf
	Table S2

	Table S3.pdf
	Table S3

	Table S1 28-06-2017.pdf
	Table S1

	Table S2 28-06-2017.pdf
	Table S2

	Table S3 28-06-2017.pdf
	Table S3




