
Human fetuin: MS/MS spectra of all PTM modified peptides



Glycosylation site

N156

N176
T256
T270

S346

VCQDCPLLAPLND
VCQDCPLLAPLNDTRVVHAAK
VCQDCPLLAPLNDTRVVHAAK

AALAAFNAQNNGSNFQLEE

VAVTCTVFQTQPVTSQPQPE

GANEAVPTPVVDPDAPPSPPLGAPGLPPAGSPPDSHVLLAAPPGHQLHRAHYD

TVVQPSVGAAAGPVVPPCPGRIRHFK

Phosphorylation site
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Protease: Glu-C+Lys-C
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Protease: Glu-C+Lys-C
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Protease: Glu-C+Lys-C
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Protease: Glu-C+Lys-C



Sequence: SSPDS[+79.9]AEDVRK z=3, scan=2830, scan time=18.0264 Protease: Glu-C+Lys-C



Sequence: LRHTFMGVVSLGSPS[79.9]GE z=3, scan=10547, scan time=33.5 Protease: Glu-C+Lys-C
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