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Supplemental Fig.1. Uncut western blot gels.
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Fig.3 uncut western blot gels

Fig.2 uncut western blot gels
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Fig.1 uncut western blot gels
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Supplemental Fig.2. GATA3 and FOG2 commonly and differentially regulate gene 
expression. (A) Heatmap for a list of EMT-related genes that were differentially changed in 
344SQ cells expressing FOG2 or GATA3 shRNAs. (B) Heatmap for genes commonly 
regulated in 344SQ cells expressing FOG2 or GATA3 shRNAs. 
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