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Supplementary Figure 1 Sequence alignment of methyltransferases MppJ and LmbW that 

methylate analogous substrates, phenylenolpyruvate and 2/3, respectively. The alignment was 

generated using MAFFT web tool version 7.397. The identical residues are highlighted in rectangles. 

Positions of residues in active site of the proteins as depicted in Fig. 2c and d are highlighted with a 

red asterisk. Residues required for the common proposed mechanism, reflecting the common α-

keto(enol)-carboxylic moiety of Ppy and 2, are highlighted with a blue rectangle; residues in the 

putative active site of LmbW that differ from the corresponding homologous residues in published 

Ppy binding site, reflecting the difference between Ppy (aromatic ring) vs. 2 (heterocyclic carboxylic 

moiety) are highlighted with a green rectangle. GenBank No: MppJ - AAU34201.1 

[https://www.ncbi.nlm.nih.gov/protein/AAU34201.1], LmbW 

- ABX00619.1 [https://www.ncbi.nlm.nih.gov/protein/ABX00619.1] 


