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Differential Promoters

Hyper 59% 
(N=451)

Hypo 41% 
(N=313)

CGI
15%

Shore
13%

Shelf
5%

OpenSe
a

67%

Hypo Promoters

CGI
40%

Shore
9%

Shelf
8%

OpenSe
a

43%

Hyper Promoters
Distribution with respect to CG density

Figure S3.
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(d) Gene Expression study (Normalized to RNaseP) (Sample size: N=17)
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(c) Validation of Methylation status by qMSP in additional samples (N=15)
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Verification of complete methylation of promoter-pCpGL constructs

Lane1: 100bp ladder; 2: SELENBP1 
unmethylated uncut construct; 3: 
SELENBP1 unmethylated cut; 4: 
SELENBP1 methylated cut

Lane5: 100bp ladder; 6: S100A9 
unmethylated uncut construct; 7: 
S100A9 unmethylated cut; 8: S100A9 
methylated cut

Figure S4.
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