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Figure S2.
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(c) Validation of Methylation status by gMSP in additional samples (N=15)
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(d) Gene Expression study (Normalized to RNaseP) (Sample size: N=17)
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Figure S4.

Verification of complete methylation of promoter-pCpGL constructs

Lanel: 100bp ladder; 2: SELENBP1
unmethylated uncut construct; 3:
SELENBP1 unmethylated cut; 4:
SELENBP1 methylated cut

Lane5: 100bp ladder; 6: SI00A9
unmethylated uncut construct; 7:
S100A9 unmethylated cut; 8: S100A9
methylated cut
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(c) 40X magnification image of junction of Stratum Corneum and Stratum Spinosum
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