H. sapiens NP_005661.1
8. taurus NP_001093179.1

C. aslatica XP_006872134.1

C. jacchus XP_002747108.1

C. ferus XP_006180404.1

C. lupus familiaris ABES8181.1
C. sabasus XP_00B004936.1
€. caballus XP_00S606284.1

L. africana XP_003404023.1

L. vexillfer XP_007450394.1

M. domestica XP_007484755.1
M. fascicularis XP_005552122.1
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034276.2
M. ochrogaster XP_005361063.1
N. leucogenys XP_003255687.1
O. afer afer XP_007953804.1
0. cunlculus XP_002714906.1
' ( 929,
O. rosmarus XP_004307101.1
P anubis XP_003898130.1
P. troglodytes XP_001161292.2
R. norvegicus NP_001263691.1
S araneus XP_004608120.1
S. scrofa XP_001927667.1
T. manatus XP_004368908.1
U. maritimus XP_008693284.1
A chioris XP_009076311.1
C. anna XP_D08501554.1

S8 5a:

z2z22222222222222220222222

M. nublcus XP_008941718.1

M. undulatus XP_005150220.1
M. vitelinus XP_008929060.1

P hurmilis XP_005518546.1

Z. albicollis XP_005489301.1

A carolinensis XP_008121072.1
A. mississippiensis XP_006270495.1
A sinensis XP_006024308.1

C. mydas EMP38098.1

C. picta bellii XP_005280470.1
P bivittatus XP_007427650.1

P. sinensis XP_008111467.1

X laevis AAHT3202.1

<<<<sc=< <<

X. tropicalis AAIGT295.1

A, mexicanus XP_007233475.1
C. milii XP_007910394.1

C. semitaevis XP_008311509.1
D. rerio XP_003201207.2

H. burtoni XP_005014628.1

I. punctatus AHH39974.1

L. oculatus XP_0066258937.1
M. z6bra XP_004541788.1

N. brichardi XP_006792508.1
O. latipes XP_004083647.1

O. niloticus XP_003449932.1
P formosa XP_007547494.1

P nyerore: XP_005734625.1

P. reticulata XP_008395945.1
S. partitus XP_008276888.1

T. rubripes XP_003871820.1
X, maculatus XP_00502696.1
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Supplementary Fig. S2: Representative alignment of DSP domain sequences, colored by vertebrate class. The position of the
conserved D235 and the CX,R residues in the DSP are colored in red. The position of the N163 residue is indicated with an
arrow.



