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Figure Legend: 

Fig. S1: Box-plots (a) and bar-plots (b) showing the effect of C. jejuni challenge compared to 

unchallenged control (UC) chickens on significant changes in the relative abundance of cecal 

microbiota at the genus level (Kruskal-Wallis tests, FDR-adjusted Q < 0.05). 

 

Fig. S2: Box-plots (a) and bar-plots (b) showing the effect of low (ECpGL) and high dose 

(ECpGH) compared to PBS-treated, C. jejuni-challenged control (CC) chickens on significant 

change in relative abundance of cecal microbiota at the genus level (Kruskal-Wallis tests, FDR-

adjusted Q < 0.05). 

 

Fig. S3: Box-plots (a) and bar-plots (b) showing the effect of low (LL) and high dose (LH) of C. 

jejuni lysate-treated compared to PBS-treated, C. jejuni-challenged control (CC) chickens on 

significant changes in relative abundance of cecal microbial communities at the genus level 

(Kruskal-Wallis tests, FDR-adjusted Q < 0.05). 
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