
GO:0005576 [CL] 
'extracellular region'
GO:0052689 [MF] 

'carboxylic ester hydro-
lase activity'

GO:0005615 [CL] 'extracellular space'
GO:0005789 [CL] 'endoplasmic reticulum membrane'

GO:0005834 [CL] 'heterotrimeric G-protein complex'
GO:0008237 [MF] 'metallopeptidase activity'
GO:0015986 [BP] 'ATP synthesis coupled proton 
transport'
GO:0035176 [BP] 'social behavior'
GO:0035556 [BP] 'intracellular signal transduction'
GO:0043565 [MF] 'sequence-specific DNA binding'
GO:0046034 [BP] 'ATP metabolic process'
GO:0046933 [MF] 'proton-transporting ATP synthase 
activity, rotational mechanism'
GO:0055114 [BP] 'oxidation-reduction process'

GO:0003824 [MF] 'catalytic activity'
GO:0004252 [MF] 'serine-type endopeptidase activity'

GO:0005216 [MF] 'ion channel activity'
GO:0005319 [MF] 'lipid transporter activity'

GO:0005506 [MF] 'iron ion binding'
GO:0006030 [BP] 'chitin metabolic process'

GO:0006508 [BP] 'proteolysis'
GO:0006811 [BP] 'ion transport'

GO:0006869 [BP] 'lipid transport'
GO:0007160 [BP] 'cell-matrix adhesion'

GO:0008061 [MF] 'chitin binding'
GO:0009166 [BP] 'nucleotide catabolic process'

GO:0016705 [MF] 'oxidoreductase activity, acting on paired donors, with incorporation 
or reduction of molecular oxygen'

GO:0016787 [MF] 'hydrolase activity'
GO:0020037 [MF] 'heme binding'

GO:0043169 [MF] 'cation binding'
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