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Figure S6. Intrinsically disordered protein regions (IDPRs) and structural models of the
circadian clock proteins in Agave americana. (a) PONDR-score profile of LATE
ELONGATED HYPOCOTYL (LHY, Aam006353); (b) structural model of LHY:; (c)
PONDR-score profile of EARLY FLOWERING 3 (ELF3, Aam085988), (d) structural
model of ELF3, (¢) PONDR-score profile of LUX ARRHYTHMO (LUX, Aam048752),
and (f) structural model of LUX.



