Morris et al. Figure S3.
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b-factor: -125 A2 b-factor: -137 A2 b-factor: -94 A2
FSCo: 427 A Fsco#: 373 A FSCo43: 3.90 A

CryoEF score: 0.78 CryoEF score: 0.76 CryoEF score: 0.77
3DFSC sphericity: 0.96 3DFSC sphericity: 0.99 3DFSC sphericity: 0.97
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b-factor: -151 A2 CryoEF score: 0.46

FSCo™3: 427 A 3DFSC sphericity: 0.77



