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Figure S1: Example of a structure file. This is plane text file comprising two or three column table. The first
and the second columns are numbers of residues and residues nales respectively. Thirds column can be used
to provide additional numeric data describing particular structural feature, here it is propensity of being
tunnel building amino acids obtained with CAVER 3.02 software.

Entropy score for entire protein
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Figure S2: Plot shows the entropy (conservation) of the protein being analysed. Conservation is drastically
different among regions. Additionally, it shows the differences in entropy scoring according to metrics used.



RET.entropy score for 4JNC
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Figure S3: Plot shows the entropy (conservation) of the protein with the amino acids building structure
marked on one. It facilitates the visual inspection of the chosen structural conservation in comparison with
entire protein.

Scatterplot of Kabat.entropy vs. Schneider.entropy
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Figure S4: Scatterplot shows the relationship between a specified pair of entropy metrics.



Table S1: A sample of output CSV file.
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Table S2: Summary of grouping used in BALCONY.

class Substitution matrix class Size class Polarity and charges class Aromaticity
Gl APST Gl AGS Gl WSTYNK Gl FWHY
G2 RQEK G2 VCDNTP GlA HRK G2  others

G3 NDGH G3  others GIB ED

G4 ILMV G2 others

G FVY

G6 C




