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Figure S1. All the repeat pairs (886,982) evaluated for recombination in our study. The large number 

 

   

  

Sequence Identity 
(a)

Sequence Length 
(b)

of repeats is due to numerous repeats that are partially overlapping with each other in Nymphaea 

mitochondrial genome. (a). The curve graph shows repeat distribution pattern on sequence identity. (b). The 

curve graph shows repeat distribution pattern on sequence length.


