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Table S1. BiolD ZFP521

interactors
PXIs NLS-BirA* Zfp521-BirA* SAINT value
Normalize Normalized MS Fold.
Protein Gene d (/50K) change Zfp521.2  Zfp521.3
i Name Ms (/50K) Lin scale log2 (lin)
cale

B1AR17 Chd3 0.0 142.5 7.2 475.0 1.00 1.00
B2RY56 Rbm25 0.0 4.0 2.0 13.3 0.96 0.88
D3YWM4 0.0 283.0 8.1 943.3 1.00 1.00
EOCYV9 LOClO§63433 0.0 11.0 3.5 36.7 1.00 1.00
EOCZFO 0.0 7.5 2.9 25.0 0.99 0.99
F8WHY8 Mtal 52.1 405.5 8.7 7.8 1.00 1.00
008808 Diap1 0.0 16.0 4.0 53.3 1.00 1.00
035618-2 Mdm4 0.0 7.5 2.9 25.0 0.98 1.00
054946-2 Dnajb6 0.0 17.0 4.1 56.7 1.00 1.00
054988-2 Slk 0.0 18.5 4.2 61.7 1.00 1.00
055029 Copb2 3.5 19.0 4.2 5.5 1.00 0.98
055131 Sept7 0.0 5.0 2.3 16.7 0.96 0.98
089053 Corola 0.0 25.0 4.6 83.3 1.00 1.00
P08730-2 Krtl3 0.0 34.5 5.1 115.0 1.00 1.00
P26638 Sars 0.0 4.5 2.2 15.0 0.88 0.88
pP27870 Vavl 0.0 4.5 2.2 15.0 0.98 0.86
P28740-1 Kif2a 1.2 9.0 3.2 7.8 1.00 0.85
P33609 Polal 2.3 14.5 3.9 6.3 0.98 0.94
P40124 Capl 0.0 6.5 2.7 21.7 1.00 0.86
P42669 Pura 0.0 10.0 3.3 33.3 1.00 1.00
P48025 Syk 0.0 5.5 2.5 18.3 0.96 0.98
P51125-2 Cast 0.0 9.0 3.2 30.0 0.98 0.98
P53564-3 Cux1 0.0 31.0 5.0 103.3 1.00 1.00
P56959 Fus 198.1 651.5 9.3 3.3 1.00 1.00
P61211 Arll 0.0 15.0 3.9 50.0 1.00 1.00
P61750 Arfa 0.0 35.5 5.1 118.3 1.00 1.00
P62315 Snrpd1 3.5 25.5 4.7 7.3 0.96 0.94
P63038 Hspd1l 3.5 34.0 5.1 9.8 0.98 1.00
P63094-2 Gnas 0.0 14.5 3.9 48.3 1.00 0.98
P81183-2 Ikzf2 7.0 27.5 4.8 4.0 0.90 0.90
P97496-2 Smarccl 0.0 8.5 3.1 28.3 1.00 0.98
P97807-2 Fh 0.0 7.5 2.9 25.0 1.00 0.98
Q1W617-2 Shroom4 0.0 8.0 3.0 26.7 0.99 0.98
Q3THE2 Myl12b 0.0 5.0 2.3 16.7 0.98 0.98
Q3TV65 Mpnd 0.0 4.5 2.2 15.0 0.98 0.86
Q3TWVO 0.0 161.5 7.3 538.3 1.00 1.00

Q3U515 Vwce 0.0 8.5 3.1 28.3 1.00 0.98



Q3UDYO0 0.0 6.0 2.6 20.0 0.98 0.96

Q3uvi7 Krt76 1.2 11.5 3.5 9.9 1.00 0.96

Q61818-2 Rail 2.3 16.0 4.0 6.9 0.98 0.99

Q6KAS7 Znf521 0.0 417.0 8.7 1390.0 1.00 1.00

Q6P1D7 Six4 1.2 23.0 4.5 19.9 1.00 1.00

Q7TMX5-2 Shql 0.0 8.0 3.0 26.7 1.00 0.88

Qsowi7 Mtdh 1.2 21.0 4.4 18.1 1.00 0.98

Q8BJW6-2 Eif2a 3.5 17.0 4.1 4.9 0.86 0.98

Q8C3J5 Dock2 0.0 16.0 4.0 53.3 1.00 0.88

Q8CFV9 Rfk 0.0 5.5 2.5 18.3 0.98 0.98

Q8CGK3 Lonpl 0.0 21.0 4.4 70.0 1.00 1.00

Q8CHK3 Mboat7 3.5 17.5 4.1 5.0 0.95 0.93

QsKou4 Hspal2a 22.5 4.5 75.0 1.00 1.00

Q8K4L0 Ddx54 0.0 28.5 4.8 95.0 1.00 1.00

Q8R2R9 Ap3m?2 0.0 8.5 3.1 28.3 0.98 1.00

Q91VR5 Ddx1 0.0 12.0 3.6 40.0 1.00 1.00

Qo1YY4 Atpaf2 0.0 4.0 2.0 13.3 0.86 0.88

Q924K8-2 Mta3 0.0 41.0 5.4 136.7 1.00 1.00

Q99J99 Mpst 0.0 16.0 4.0 53.3 1.00 1.00

Q99JY0 Hadhb 0.0 17.5 4.1 58.3 1.00 1.00

Q99N69 Lpxn 0.0 8.5 3.1 28.3 0.99 1.00

Q9CQON1 Trapl 0.0 18.0 4.2 60.0 1.00 1.00

Q9CzZX8 Rps19 4.6 34.0 5.1 7.3 1.00 1.00

Q9DOK2 Oxctl 0.0 4.5 2.2 15.0 0.98 0.88

Q9D759 Chmp5 0.0 21.5 4.4 71.7 1.00 1.00

Q9EPJ9-2 Arfgapl 0.0 6.5 2.7 21.7 0.99 0.98



Q9ERU9 Ranbp2 2.3 15.5 4.0 6.7 0.95 0.93

Q9JK30-2 Orc3 0.0 7.0 2.8 233 0.88 0.88

QoJLL3 Tnfrsf19 0.0 30.0 4.9 100.0 1.00 1.00

Q9QXB9 Drg2 0.0 6.0 2.6 20.0 0.98 0.98

Q9R190 Mta2 62.6 211.5 7.7 3.4 1.00 1.00

Qo9wum4 Corolc 7.0 75.5 6.2 10.9 1.00 1.00

Q97110-2 Aldh18a1l 0.0 44.5 5.5 148.3 1.00 1.00

Q972D8-2 Mbd3 15.1 91.0 6.5 6.0 1.00 1.00



Table S2. Antibodies

Antibody
ckit
Scal FITC
CD34
CD135
B220
CD3e
Terll9
CD43
BP1
CD19 ef450
NK1.1
ly6C
CD317
CD11b
GR1
CD8
CD4 EF450
CD25 PECY7
CD44 FITC
CD3 APCCY7
IL7RA
LYeD
CD11c
CD19
CD45.2
CD45.1
IgM
IgD

Clone
2B8
D7
RAM34
A2F10
RA3-6B2
145-2C11
TER119
S7
6C3
eBiolD3
PK136
HK1.4
eBio927
M1/70
RB6-8C5
53-6.7
GK1.5
PC61.5
1imM7
145-2C11
A7R34
49-H4
N418
1D3
104
A20
11-26C.2a
R6-60.2

COMPANY
eBioscience
eBioscience
eBioscience
eBioscience
eBioscience

BD Biosciences

BD Biosciences

BD Biosciences
eBioscience
eBioscience
eBioscience
eBioscience
eBioscience
eBioscience
eBioscience
eBioscience
eBioscience
eBioscience

BioLegend

BD Biosciences
eBioscience
BD Biosciences
eBioscience
BD Biosciences
BD Biosciences
eBioscience

BioLegend

BD Biosciences



