Table S9: Significantly changed GO Molecular Functions (level 6) at 12 hours post KA treatment, using the
"Mapping to ontologies (TRANSPATH®)" workflow. All significantly changed genes at 12h were considered,
and a threshold of p-value <0.05 was applied.
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Category ID (level 6) enrichment changed genes at 12h
genes at 12h

G0:0032555 purine 12h, 24h 75 Abcc8, AkS, Akt3, Arf2, Arl15, Arl4d,
ribonucleotide Atp13a5, Atp2bl, Atp2b2, Atrx,
binding Cacnalb, Camkld, Camk2a, Camk2b,

Camkk?2, Dclk1, Dclk3, Dgkh, Diras1,
Dnm1, Dnm3, Epha3, Epha4, Eprs,
Gbp2, Gem, Gucylb3, Hspal2a,
Hspala, Hspalb, Hspa5, Hsph1, Itpka,
Kalrn, Map2k3, Map3k6, Map4k4,
Mapk4, Met, Morc4, Myo5b, Myo9b,
Pake6, Pdela, Pdk4, Pik3c3, Pim1,
Pipdk2c, Pmvk, Prkar2a, Prkcc, Prkx,
Ptk2b, Rab27b, Rab9b, Rasl11a, Rhoc,
Rhoj, Ripk1, Rnd3, Rnf112, Rps6ka3,
Rps6ka5, Rps6kab, Rrad, Sept6, Sik2,
Speg, Sphk1, Srr, Srxnl, Tgm2, Tlk2,
Tnik, Trim23

G0:0046914 transition metal 6h, 12h 71 Adamts1, Adamts9, Alox12b, Ar,
ion binding Arhgef2, Arih2, Atrx, Bachl, Bazla,

Bcll1a, Bclllb, Birc3, Car7, Ch25h,
Cpnl, Cyba, Cybb, Cyld, Cyp4x1,
Cyp7b1l, Egr2, Fblim1, Fbxo41, Glis3,
Gucylb3, Hmox1, KIf5, KIf6, Lancl1,
Lhx9, Limd2, Lmo1, Lonrf3, Morc4,
Mt2, Mtfpl, Myo9b, Nos3, Nrld2,
Nr2c2, Nr3c2, Nr4a2, Pcgf5, Pdlim1,
Pdlim4, Pdlim7, Pglyrpl, Pim1, Plagl1,
Pnkd, Prkcc, Ptgs2, Rnf112, Rnf170,
Rnf217, Rora, Rorb, Siah2, Tiparp,
TH1, Trim23, Zcchc7, Zdhhcl8, Zeb2,
Zfp239, Zfp295, Zfp36, Zfpl62,
Zfp516, Zkscan4, Zmizl



G0:0005509

G0:0004672

G0:0005216

G0:0008324

G0:0022836

G0:0019901

calcium ion
binding

protein kinase
activity

ion channel
activity

cation
transmembrane
transporter
activity

gated channel
activity

protein kinase
binding

12h, 24h

12h, 24h

12h, 24h

12h, 24h

6h, 12h, 24h

12h, 24h

43

38

32

31

28

25

Anxa2, Anxa3, Atp2b2, Camkk2,
Capn3, Cd93, Cdh8, Edem1, Efhd2,
Fbn1l, Grinl, Hpca, Hspa5, Kcnip2,
Kcnip4, Lrp8, Matn2, Megf9, Ncald,
Nell1, Nrxn1, Pcdh19, Pcdh8, Pclo,
Pitpnm2, Plcel, Ppp3ca, Prosl, Pvalb,
Rasgrpl, Ryr2, S100a10, S100a1l1,
Slit1, Smoc2, Srr, Stat3, Syt7, Tesc,
Tgm2, Thbs1, TlI1, Tom4

Akt3, Bdnf, Camk1d, Camk2a,
Camk2b, Camkk2, Ccl2, Cdkn1a,
Crim1, Dclkl, Dclk3, Eng, Epha3,
Epha4, Itpka, Kalrn, Kcnh3, Map2k3,
Map3k6, Map4k4, Mapk4, Met, Paké,
Pdk4, Pik3c3, Pim1, Prkcc, Prkx,
Ptk2b, Ripkl, Rps6ka3, Rps6kas,
Rps6kasb, Sik2, Speg, Stat3, Tlk2, Tnik

Abcc8, Ano3, Cacnalb, Cacnald,
Cacnalh, Cybb, Fxyd5, Fxyd7, Gabra5,
Gabrg2, Grial, Gria3, Grinl, Kcna2,
Kcnab1l, Kencl, Kene2, Kenfl, Kenh3,
Kcnip2, Kcnip4, Kenj3, Kenj9, Keng5,
Kctd4, Nalcn, Ryr2, Scnla, Scn2al,
Scn3b, Shroom?2, Slc24a2

Abcc8, Atp2b1, Atp2b2, Cacnalb,
Cacnald, Cacnalh, Grinl, Kcna2,
Kcnabl, Kencl, Kenc2, Kenfl, Kenh3,
Kcnip2, Kenip4, Kenj3, Kenj9, Keng5,
Kctd4, Nalcn, Ryr2, Scnla, Scn2al,
Scn3b, Shroom2, Slc10a6, Slc12a5,
Slc24a2, SIc39a10, Slc5a3, Slc6a8

Abcc8, Cacnalb, Cacnald, Cacnalh,
Cybb, Gabra5, Gabrg2, Grial, Gria3,
Grinl, Kcna2, Kcnab1, Kenel, Kenc2,
Kcnfl, Kenh3, Kenip2, Kenip4, Kenj3,
Kcnj9, Keng5, Ketd4, Nalcen, Ryr2,
Scnla, Scn2al, Scn3b, Shroom?2

Akap5, Akt3, Camk2n1, Cd44, Cyld,
Errfil, Grial, Hspbl, Map2k3, Mapk4,
Mapk8ip2, Mef2a, Msn, Nbea, Nelll,
Nfatcl, Pik3r1, Plek, Prkar2a, Ptk2b,
Rps6ka3, Ryr2, Stat3, Vim, Zfp36
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Arf2, Arl15, Arldd, Diras1l, Dnm1,
Dnm3, Gbp2, Gem, Gucylb3, Pdela,
Rab27b, Rab9b, Rasll1a, Rhoc, Rhoj,
Rnd3, Rnf112, Rrad, Sept6, Tgm?2,
Trim23

Ar, Bcll1b, Bmyc, Cebpd, Dbp, Egr2,
Fos, Hmgb2, Jun, Mef2a, Mterfd3,
Myc, Ncorl, Nfatcl, Nfil3, Stat3, Tall

Fos, Fosb, Fosl2, Foxk1, Hmgb2, Jun,
Junb, KIf6, Myc, Nr3c2

Foxk1l, Gem, Map3k6, Rps6ka3,
Rps6ka5, Rps6kab, Sik2, Sphk1, Srr,
Tesc

Arhgef2, Arhgef25, Arhgef4, Kalrn,
Kifap3, Mcf2l, Rasgeflb, Rasgrf2,
Rasgrpl

Adamts1, Ccl2, Ccl7, Col25a1, Cyr61,
Hbegf, Nelll, Smoc2, Thbs1

Ar, Grm1, Hmgal, Med13, Ncorl,
Nrip1, Pik3r1, Stat3
Egr2, Eif4e2, Hspala, Hspalb, Hspa5,

Nfkbia, Pik3r1, Prkar2a

Ccl11, Ccl2, Ccl4, Ccl6, Ccl7, Ccl9,
Stat3

Ccl11, Ccl2, Ccl4, Ccl6, Ccl7, Ccl9

B3gnt1, B3gnt5, Extl1, Extl2, Gent2,
Mgat5b

Bcl2ald, Cstb, Ctla2b, Hspa5, Rps6ka3

Gpr83, Npy, Npy2r, Npy5r

Cartpt, Crh, Npy, Pdyn

Arhgap15, Errfil, Jun, Myo9b
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Hmgal, Ncorl, Nripl

Grial, Gria3, Grinl

Capn3, Scnla, Scn2al

Cited2, Mef2a, Psipl

Cited2, Egr2, Jun

Areg, Cd44, Hbegf

Grm1, Grm5

Homer1, Homer2

Opcml, Oprll

Crem, Crtcl

Cyba, Cybb

Pglyrpl, Tir2

Gba2, Lct




