Table S12: Significantly changed GO Cellular Components (level 5) at 24 hours post KA treatment, using the
"Mapping to ontologies (TRANSPATH®)" workflow. All significantly changed genes at 24h were considered, and a
threshold of p-value <0.05 was applied.

Number of
Time point(s) significantly Symbol of significantly changed genes
of enrichment changed at 24h
genes at 24h

GO-Cellular
Component
(level 5)

Gene Ontology
Category ID

G0:0005829 cytosol 12h, 24h 52 Agtpbp1, Akap5, Ampd3, Arhgef4, Bag3,
Cald1, Capn3, Casp8, Cdk14, Cdkn1la,
Chn1, Clic4, Ctnnal, Dnm3, Dock2,
Eif2ak2, Eifdebpl, Eprs, Etfl, Fblim1,
Fgfrlop, Fkbplb, Gfap, Gucylb3, Hspalb,
Hspb1, Id2, Kif18a, Msr1, Myd88, Nedd1,
Nfkbia, Nmt1, Odc1, Papss2, Pdcd6ip,
Pla2g4a, Plek, Prkar2a, Ptpn12, Rars,
Rasgrpl, Rfwd2, Rgs2, Rpl12, Srxn1,
Stard8, Tgm2, Tub, Uck2, Vim, Yes1

G0:0031226 intrinsic to plasma 12h, 24h 32 Atp8b1, C3ar1, Caly, Cd44, Cd9, Cdh4,
membrane Cdh8, Col25al, Cybb, Dclkl, Efna5, Efna5
(ENSMUSG00000090425), Epha3, Epha4,
Fcgr2b, Gpnmb, Grm1, Grm8, Hbegf,
Htrla, Icam1l, Itgav, Msrl, Osmr,
Pcdh11x, Pcdh8, S1pr3, Sdcl, Slc6a8,
Slc7al, Tirl, Tpbg

G0:0005624 membrane fraction 12h, 24h 26 Anxa2, Arf6, Atp8b1, Bag3, Cald1,
Ebnalbp2, Empl, Eng, Fkbplb, Fos, Gfap,
Gria3, Grm1, Lamp2, Lin7b, Lrrk2,
Pla2g4a, Plek, Prkar2a, Rasgrpl, Rdh10,
Samd4, Scn2al, Scn8a
(ENSMUSG00000023033), Uck2, Yesl

G0:0048471 perinuclear region 12h, 24h 12 Akap5, Anxa2, Clic4, Dnm3, Fgfrlop,
of cytoplasm Hspalb, Kcnmal, Pla2g4a, Prkar2a,
Rnf128, Spp1l, Syt4
G0:0030425 dendrite 12h, 24h 11 Cald1, Cybb, Epha4, Gria3, Grm1,
Kecnmal, Lrrk2, Pcdh8, Scn8a
(ENSMUSG00000023033), Synpo, Wfs1

G0:0030659 cytoplasmic vesicle 12h, 24h 10 Cadps2, Caly, Cd9, Clic4, Gria3, Lamp2,
membrane Msn, Syt4, Tlrl, Zdhhcl7
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Calca, Epha4, Grm1, Lrrk2, Lrrtm1,
Scn2al, Synpo, Vim

Amotll, Atp8b1, Cd44, Cd9, Hspalb,
Kcnmal, Msn, Shroom3

Akap5, Cald1, Dnm3, Gria3, Grm1, Synpo

Pros1, Serpinel, Srgn, Thbs1, Timp1l

Efna5, Efna5 (ENSMUSG00000090425),
Kcnmal, Kif18a

Akap5, Arf6, Msn

Scn2al, Scn3b, Scn8a
(ENSMUSG00000023033)

Capn3, Prkar2a, Scn2al
Scn2al, Scn8a (ENSMUSG00000023033)

Arpclb, Cald1, Casps8, Clic4, Ctnnal,
Dnm3, Dock2, Fblim1, Fcgr2b, Fgfrlop,
Fhod3, Frmd6, Hspb1, Kif18a, Micall1,
Msn, Nedd1, Nedd9, Nek6, Nmt1, Nufipl,
Parp3, Pdcd6ip, Rail4, Sept6, Shroom3,
Svil, Synpo, Tubb6, Vim, Yes1

Casp8, Clic4, Fgfrlop, ll1rn, Kif18a, Naf1l,
Nedd1, Nek6, Parp3, Pdcd6ip, Prkar2a,
Rfwd2, Yesl, Zfp110

Cd44, Cd9, Eng, Fcgr2b, Icaml, Itgav,
Kcnmal, Thbsl

Cald1, Fblim1, Msn, Nedd9, Rfwd2, Sdc1,
Stard8

Akap5, Cd44, Erbb2ip, Hspalb, Lin7b,
Msn

Anxa2, Ctnnal, Gng2, Gng4, S100a10

Clic4, Nufip1, Sfpq, Vim
Gem, Msn, Rgs2
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Adam12, Affl, Agtpbpl, Ahnak, Arid5b,
Bazla, Bclllb, Birc3, Calca, Capn2,
Capn3, Casp8, Cblb, Cd44, Cdk14,
Cdkn1a, Cdyl, Clic4, Cstb, Dclk3, Ddx39,
Dock2, Dyrk3, Eafl, Ebnalbp?2, Eif2ak2,
Eifdebpl, EIk3, Ell2, Eng, Erbb2ip, Etv3,
Fam120b, Fgfrlop, Fhod3, Fos, Fosl2,
Gadd45b, Gadd45g, Gee2, Grm1, H3f3b,
Hivep3, Hmgn1, Hn1l, Hspalb, Hspbl,
Hspb3, Hsphl, I1d2, Ifrdl, Igfbp3, Il1rn,
Kif18a, KIf4, Lgals1, Maff, Mbd2, Mcl1,
Med13, Msn, Mybbp1a, Nafl, Nedd9,
Nek6, Neurod6, Nfkbia, Nicnl, Nmi,
Npas4, Nufipl, Parp3, Pla2g4a, Pvr, Rars,
Rdh10, Rfwd2, Rgs2, Rpl12, Rps27I,
Rps6ka5, Sap30, Sfpq, Sin3b, Snord22,
Snrpal, Svil, Tgifl, Trdmt1, Trib1, Tub,
Utpl4b, Vim, Wwtrl, Yy2, Zfp110,
Zfp536, Zfp593, Zmizl

Anxa2, Bgn, Cadps2, Crispld2, Ctnnal,
Cybb, Dnm3, Gcg, Gpnmb, Itgav, Lrrk2,
Lyz2, Mall, Pcsk2, Pdcd6ip, Pla2g4a, Scg2,
Scn8a (ENSMUSG00000023033), Septb,
Srgn, Syt4, Thbsl, Tirl

Fkbplb, Kcnmal, Keng3, Keng5, Kent2,
Kctd4, Scn2al, Scn3b, Scn8a
(ENSMUSG00000023033)

Kcnmal, Keng3, Keng5, Kent2, Ketd4




