Table S13: Significantly changed GO Molecular Functions (level 6) at 24 hours post KA treatment, using the
"Mapping to ontologies (TRANSPATH®)" workflow. All significantly changed genes at 24h were considered, and a
threshold of p-value <0.05 was applied.

Number of
Gene Ontology GO-Molecular Function Time point(s) significantly Symbol of significantly changed
Category ID (level 6) of enrichment changed genes at 24h
genes at
24h
G0:0032555 purine ribonucleotide 12h, 24h 37 Arf6, Atp8b1, Cdk14, Dclkl, Dclk3,
binding Ddx39, Dnm3, Dock2, Dyrk3, Eif2ak2,
Epha3, Epha4, Eprs, Gem, Gucylb3,
Hspalb, Hsphl, Irgm1, Kent2, Kif18a,
Lrrk2, Nek6, Pak3, Papss2, Prkar2a,
Rars, Riok2, Rnd3, Rps6ka5, Scn8a
(ENSMUSG00000023033), Sept6,
Srxnl, Tgm2, Tribl, Tubb6, Uck2, Yesl
G0:0005509 calcium ion binding 12h, 24h 26 Acan, Anxa2, Capn2, Capn3, Cblb,

Cdh4, Cdh8, Cgrefl, Edem1, Egfl6,
Fstl5, Hpca, Ltbpl, Pcdh11x, Pcdh19,

G0:0004672 protein kinase activity 12h, 24h 18 Cdk14, Cdkn1la, Dclk1, Dclk3, Dyrk3,
Eif2ak2, Eng, Epha3, Epha4, Lrrk2,
Ltbpl, Nek6, Pak3, Riok2, Rps6kas,
Tbrg4, Tribl, Yesl

G0:0008324 cation transmembrane 12h, 24h 16 Agtpbpl, Fkbplb, Kcnabl, Kcnmal,

transporter activity Kecng3, Keng5, Kent2, Ketd4, Mmgt2,

Scn2al, Scn3b, Scn8a
(ENSMUSG00000023033), SIc10a6,
Slc6a8, Slc7al, Zdhhcl?7

G0:0022836 gated channel activity 6h, 12h, 24h 13 Clic4, Cybb, Fkbp1lb, Gria3, Kcnab1,
Kcnmal, Keng3, Keng5, Kent2, Ketd4,
Scn2al, Scn3b, Scn8a

(ENSMUSG00000023033)
G0:0019901 protein kinase binding 12h, 24h 13 Akap5, Cblb, Cd44, Fgfriop, Hspb1,
Itgav, Msn, Nek6, Plek, Prkar2a, Tgif1,
Tribl, Vim
G0:0005216 ion channel activity 12h, 24h 13 Clic4, Cybb, Fkbp1lb, Gria3, Kcnab1,

Kcnmal, Keng3, Keng5, Kent2, Ketd4,
Scn2al, Scn3b, Scn8a

(ENSMUSG00000023033)
G0:0019001 guanyl nucleotide 12h, 24h 11 Arf6, Dnm3, Dock2, Gem, Gucy1b3,
binding Irgm1, Lrrk2, Rnd3, Sept6, Tgm2,

Tubbb
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Hbegf, Thbs1, Thbs4
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