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Fig. S2.1: Genetic mean of doubled-haploid lines (top) and population  

improvement component (bottom) over 20 years of selection by breeding  

program and cost constraints; two-part programs used four recurrent selection  

cycles per year 2  

Fig. S2.2: Genic standard deviation of doubled-haploid lines (top) and population  

improvement component (bottom) over 20 years of selection by breeding  

program and cost constraints; two-part programs used four recurrent selection  

cycles per year 3  

Fig. S2.3: Genetic standard deviation of doubled-haploid lines (top) and  

population improvement component (bottom) over 20 years of selection by  

breeding program and cost constraints (mean and 95% confidence interval); two- 

part programs used four recurrent selection cycles per year 4  
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Fig. S2.1: Genetic mean of doubled-haploid lines (top) and population improvement  

component (bottom) over 20 years of selection by breeding program and cost  

constraints; two-part programs used four recurrent selection cycles per year  
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Fig. S2.2: Genic standard deviation of doubled-haploid lines (top) and population  

improvement component (bottom) over 20 years of selection by breeding program  

and cost constraints; two-part programs used four recurrent selection cycles per year   
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Fig. S2.3: Genetic standard deviation of doubled-haploid lines (top) and population  

improvement component (bottom) over 20 years of selection by breeding program  

and cost constraints (mean and 95% confidence interval); two-part programs used  

four recurrent selection cycles per year  
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