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Supplementary	
   Figure	
   S1|	
   Nucleotide	
   alignments	
   comparing	
   the	
   native	
   and	
  

altered	
   versions	
   of	
   comE	
   (a)	
   and	
   crp	
   (b)	
   showing	
   the	
   changes	
   in	
   sequence	
  

throughout	
   the	
  entire	
  gene	
   to	
   reduce	
   the	
  possibility	
  of	
   recombination.	
  Amino	
  acid	
  

alignments	
  comparing	
  native	
  and	
  altered	
  versions	
  of	
  comE	
  (c)	
  and	
  crp	
  (d)	
  showing	
  

100%	
   identity	
   of	
   the	
   protein	
   sequence.	
   Residues	
   highlighted	
   by	
   red	
   indicate	
   a	
  

change	
   in	
   sequence.	
   Sequence	
   conservation	
   is	
   shown	
   by	
   pink	
   bars	
   below	
   the	
  

sequence.	
  Alignments	
  were	
  carried	
  out	
  in	
  CLC	
  sequence	
  viewer.	
  

	
  



ATGCTGAAGA AACT T CT CGC GACGGCCGCG CTGTGCGCCG CGGCTGCGCA CGGATGGGCC
ATGCT TAAAA AGCT CCT TGC CACCGCGGCC CT T TGCGCGG CCGCGGCT CA TGGCTGGGCG

GCCGTCGACG T CAACGCCGC GAACGACGAT GCGCT T CGCG GCAT CAGGGG CAT CGGCCCG
GCGGTGGATG TGAATGCGGC CAATGATGAC GCCCTGCGGG GTAT T CGCGG TAT TGGGCCC

GCGAAAGCCA AGGCGAT CGT CGATGAGCGC AGTGCGCACG GCCCGT T CAA GGACGCGGCC
GCCAAGGCGA AAGCCAT TGT GGACGAACGT T CGGCCCATG GT CCCT T CAA AGATGCCGCG

GACCT CGCGC GCAGAGTGAA AGGCATGGGC GGCAAGACGG TCGAGCGTCT GCAGGCCGAA
GAT CTGGCCA GACGCGTCAA GGGGATGGGA GGTAAAACCG TGGAACGCCT CCAGGCGGAG

GGCCT CGCGA T CGGCGCGGC T CGCGCGCCC GCCGCGGCGG GCGCGCCGCA GAAAGCGGCG
GGTCTGGCCA T TGGTGCTGC GAGGGCCCCG GCGGCCGCTG GTGCCCCCCA GAAGGCCGCC

GCGGCCGGCA AGAAATAA
GCCGCGGGGA AAAAGTAA

1

MLKKL LATAA LCAAAAHGWA AVDVNAANDD ALRG I RG I GP AKAKA I VD ER SAHGPFKDAA
MLKKL LATAA LCAAAAHGWA AVDVNAANDD ALRG I RG I GP AKAKA I VD ER SAHGPFKDAA

D LARRVKGMG GKT V ERLQAE GLA I GAARAP AAAGAPQKAA AAGKK
D LARRVKGMG GKT V ERLQAE GLA I GAARAP AAAGAPQKAA AAGKK

1

ATGCTGACCG CCT CTGT CAA TGAAGCAGAG CCCTGCGCCG AGCCGCAGCG GCCGGTGAT C
ATGCT CACGG CGAGCGTGAA CGAGGCCGAA CCGTGCGCGG AACCCCAGCG CCCCGT CATA

AGGCTGCAT C CCGTGACGGC CGACGACGCG CCGAAGCTGC CGGCGACCCG CTGCT CGACC
CGCCT CCACC CGGTCACCGC GGATGATGCC CCCAAGCT CC CCGCCACGCG GTGCAGCACG

TGCGCGATAC GCAACGTGTG CATGCCGGCC GGCCT CACGC CGAT CGAAT T CGCGCGGCT C
TGCGCAAT CA GGAATGT CTG CATGCCCGCG GGGCTGACCC CCAT TGAGT T CGCCCGCCTG

GACGCGATGG T CTGCACGAC GCGCCACGT C AAGCGCGGCG ACGCGCTGT T CCGCACGCAC
GATGCCATGG TGTGCACCAC CCGGCACGTG AAGCGAGGGG ATGCCCT CT T CCGGACCCAC

GACACGT T CC AGAGCAT CTA TGCGGTGCGC ACCGGCT CGT T CAAGACGGT CGT CATGCAC
GATACCT T CC AGT CGAT T TA CGCCGT CCGG ACGGGGAGCT T CAAGACCGT GGTGATGCAC

CGCGACGGCC GCGAGCAGGT AACGGGCT T C CAGAT CGT CG GCGAGACGCT CGGGCTGGAC
CGGGATGGGC GGGAACAGGT GACCGGGT T C CAGAT TGTGG GGGAAACCCT GGGCCTGGAT

GGCGTGTGCG GCGGCCGCCA CAACAGCGAT GCGAT TGCGC T CGAGGACAG CACCGTGTGC
GGGGTCTGCG GGGGGCGTCA CAAT T CTGAC GCCAT CGCCC TGGAAGAT T C GACGGT T TGC

AT CAT CCCGT T CGCGCAGCT CGAGGCGGTG TGCCGCGAGG TGAAGCCGAT GCAGCACCAC
AT TAT T CCCT T CGCCCAGCT GGAAGCAGT T TGCCGGGAAG TCAAGCCCAT GCAGCAT CAT

GTGCAT CAGT TGATGAGCGG CGAGAT CGT T CGCGAAT CGA GCCTGATGAT GCTGCT CGGC
GTCCACCAGC T CATGT CCGG GGAAAT TGTG CGGGAGAGCT CGCT CATGAT GCT CCTGGGG

ACGATGACGG CCGAGCAGCG CGT TGCCGCA T T CCTGCT CA ATAT T T CCGA GCGT T T CCAG
ACCATGACCG CGGAACAGCG GGTGGCGGCG T T CCT CT TGA ACAT CAGCGA ACGCT T CCAG

AAGCGCGGCT AT T CGGCAT C GGAAT T CAAC CTGCGAATGA CGCGCGAGGA AAT CGGCTGC
AAGCGGGGGT ACAGCGCGAG CGAGT T CAAT CT CCGCATGA CCCGGGAAGA GAT TGGGTGC

TACCT CGGGA TGAAGCT CGA GACGGTCAGC CGGATGCTGT CGAAGT T CCA GCGCGACCGG
TAT CTGGGCA TGAAGCTGGA AACCGTGT CG CGCATGCT CT CGAAGT T CCA GCGGGAT CGC

T TGAT CGCGC CGCGCGGCAA GCAGAT CCGC AT CACCGAT C CGCAGGGGCT CGCGCGCGTG
CT CAT TGCAC CCCGGGGGAA GCAGAT T CGG AT TACGGACC CCCAGGGCT T GGCCCGGGTA
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