
Table S2. Primers used in this study 

 Primer name (Code) Sequence (5’→3’) 
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RecA (Up-F) CCACTTTCACTAGGATCTTG 
RecA (Up-R) GTTCAATAAAATAACTTAGGATCCTAACTGTTCAACAATTGGC 
RecA (Down-F) TTTATTAATTCTAAATACTACTCGAGGAGCCATCTTTCATTACACC 
RecA (Down-R) CAGTCTAAATTGGTGTTAGC 

COMmg220-F  AGTGGGCCCTTAAAAAACAAAATCGTTTCTAATTTAAATTTAAGTTAAACTTAATCCATAA
GCATATATGTATAAATTAGAAAAAGCAC 

COMmg220-R AGTCTCGAGTTAATGATGATGATGATGATGACTAAAAACTGGAAAGG 

COMmpn534h-F  
AGTGGGCCCTTAAAAAACAAAATCGTTTCTAATTTAAATTTAAGTTAAACTTAATCCATAA
GCATATATGGAAACTATCAGAGAAAC 

COMmpn534h-R  AGTCTCGAGTTAATGATGATGATGATGATGTTTGCCCTCCATTATTTTTTTG 

COMmg192-F AGTGGGCCCACTAACAAAAAACAAATTAGTGATGTTGTTAGTGATTGTGTGAAAAAAATTG
TTTATAATTAAGTTTGTATGAAAACAATGAGAAAACAG 

COMmg192-R AGTCTCGAGCTAACTTTTGGTTTCTTCTG 
MG_343-F GCATGCTAATGGACTTAATC 
MG_343-R TCAAAACACAGTAAAATGGC 
SCRrecA-F TGAACTTTGTGATGAACCAC 
SCRrecA-R AACTGGTTCTCTACAAATTG 
SCRmg220-F TGATGTTATTGGCGGTAGTG 
SCRmg220-R AGGTCCATTAAGATCCCATC 
SCRmpn534h-F CGATGTGTTTAGTGATTTGC 
SCRmpn534h-R CAAGTTGTGTAGTTGCACCA 
SCRmg343-F GATTTTTGTGACATTTGTGG 
SCRmg343-R GAAAACAGCTGAGAAAATG 
SCRmg427-F CAATCATAAAGGGACATGTG 
SCRmg428-R AGTTGAAGATGGCAAAACAG 
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mg220(Up-F) GTGATCCTGATCCAATCCAA 
mg220:Ch (Up-R) GTGGCAGGGCGGGGCGTAAGTTAAAACTACTGTTGTTAACAC 
mg220:Ch (Down-F) TCCTCGCCCTTGCTCACCATACTAAAAACTGGAAAGGAATAG 
mg220(Down-R) GTTGTTTAAGATGAACTGGG 
mpn534h (Up-F) ATCGCACAAACACTTGCACC 
mpn534h:Ch (Up-R) TCCTCGCCCTTGCTCACCATTTTGCCCTCCATTATTTTTTTG 
mpn534h:Ch (Down-F) GTGGCAGGGCGGGGCGTAAAAATGATTACATCTATCTTTGG 
mpn534h (Down-R) CTTGGAATTAAAATCCTTGCC 
orf192.1 (Up-F) GGTTGTTTGAAATTGATACC 
orf192.1:Ch (Up-R) CTCGCCCTTGCTCACCATATTTTTAAAATAACGGCGTT 
orf192.1:Ch (Down-F) GTGGCAGGGCGGGGCGTAACTATGTATTCTACTTTAAGAC 
orf192.1 (Down-R) CTCCTAATTTATCTGTTTCG 
mg428(Up-F) GGTGGTATTTCACTTGATTG 
mg427:Ch (Up-R) TCCTCGCCCTTGCTCACCATGTGGACTAAAGTAACGCTAA 
mg427:Ch (Down-F)  GTGGCAGGGCGGGGCGTAAAACTTATTAAAAAAGCGAAAAATACCTG 
mg427 (Down-R) TTTCTCAATAGGTAGCAATG 

COMmg428-F P438 AGTGGGCCCTAGTATTTAGAATTAATAAAGTATGAAAAATAATATTAGTGATGTAAAGTTG
GG 

mg428:Ch (Up-R) TCCTCGCCCTTGCTCACCATATATCCATATCTTTCTGTTAGC 
YFP-R AGTCTCGAGTTACTTGTACAGCTCGTCC 
Cherry-F ATGGTGAGCAAGGGCGAGGA 
Cherry-R CTACTTGTACAGCTCGTCCA 
Cherry:cat-F TGGACGAGCTGTACAAGTAGAATTGTAGTATTTAGAATTAATAAAG 
cat-R TTACGCCCCGCCCTGCCAC 
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 PEmg285 [6-FAM]TAGTAAGGTGAATTTGAGCC 

PEmg412 [6-FAM]CTGATTCCAGCATTTGA 
PEncRNA-1 [6-FAM]AGGGAAGTTTCAGTGTCC 
PEncRNA-2 [6-FAM]CTTCCGTTTTGAGATCTTGTTT 
PEncRNA-3/4 [6-FAM]GCCTATGGGTTAACAAAGAGATG 
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 TetUp TTCCTGCATCAACATGAG 

TetDown GTCGTCCAAATAGTCGGA 
CmUp CAACGGTGGTATATCCAG 
CmDown CAGTACTGCGATGAGTGGCA 
PacUp GTAGCTAATCTAACAGTAGG 
PacDown GTCCTAGAACTTGGTGTATG 
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SCRmg428-F CACTGATAATCGAATAGCTG 
SCRmg428-R AGTTGAAGATGGCAAAACAG 
mg281-F CTAGAGTTTAAGTTTAACACCC 
mg281-R CGATTCCGATTACTCGCTCC 
SCRpac-F CTGGAGAGAACCCAGGATCA 
SCRpac-R CATATCCACTCTCTAAATTG 

 


