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(W) Human Plk1 3' UTR: 5-UGCCAUGUCUGCAGU-3’
pEZX-MTO01
(M) Mutant Plk1 3' UTR: 5-UGCCAUGAGAGGUCU-3’

Figure S1. A. Mutagenesis of Plk1 3’ UTR. Shown are the 6 mutated bases in the miR-509
targeting sequence of the 3’UTR of Plk1. B. Schematic illustration of Plk1 3’UTR reporter. The
reporter uses a dual-reporter system, which uses firefly luciferase as the 3’UTR reporter and
renilla luciferase as the internal control for signal normalization (GeneCopoeia).
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Figure S2. Characterization of low and high passage human airway smooth muscle cells. A.
Passage 3 (P3) and Passage 12 (P12) human airway smooth muscle cells were immunostained
for a-actin. a-Actin fluorescence is similar between P3 and P12 cells. Most cells are long and
spindle-like shape. Scar bar, 50 um. B. Proliferation rate of P3 and P12 cells is not significantly
different upon PDGF activation (n =4, P > 0.05). C. Length of P3 and P12 cells is not significantly
different (n = 115, P > 0.05). D. Width of P3 and P12 cells is not significantly different (n = 115, P
> 0.05). NS, not significant. Student’s t-test was used for statistical analysis.
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Figure S3. Original blots for Figure 1.
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Figure S4. Original blots for Figure 2C and Figure 3B.
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Figure S5. Original blots for Figure 3C and 3D.
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Figure S6. Original blots for Figure 4F.



