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GENCODE v24 Comprehensive Transcript Set (only Basic displayed by default)

RefSeq gene predictions from NCBI

OMIM Allelic Variants
Gene Expression in 53 tissues from GTEx RNA-seq of 8555 samples (570 donors)
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H3K27Ac Mark (Often Found Near Regulatory Elements) on 7 cell lines from ENCODE
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Multiz Alignments of 100 Vertebrates

Simple Nucleotide Polymorphisms (dbSNP 150) Found in >= Jl% of Samples
Repeating Elements by RepeatMasker



