S2 Figure

Interaction effect of Strap
knockdown on Csdel RIPseq
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S2 Figure. MA plot of the Csdel RIPseq interaction model. MEL cells expressing biotin
ligase BirA with and without biotagged Csdel were treated with anti-Strap and control (Sc)
shRNA. They were then subjected to a protein-RNA pulldown followed by RNA sequencing.
Cells expressing BirA without biotagged Csdel represent pulldown background. An
interaction term was used to model the effect of Strap knockdown on Csdel transcript
affinity. Significant transcripts are highlighted in red.



