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Cluster Incl W26627: , cor= -0.0221
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desmoglein 3 (pemphi , cor= 0.354
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phosphoglucomutase 5 , cor= 0.311
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ATP synthase, H+ tra , cor= 0.137

v ec 1

ve
c2

- 20 0 20 40 60 80

-2
0

0
20

40
60

114

115120
131

157

158
163

164

167

169
170

170
172

178

179

183

187

203

228

243

255

255

258258
260

262

268

268

276

289

294

296

299

301
302

311326

327334

335

338340

341

346

347

350

360375
379

382

383
384

178
311326

 Cluster Incl AI4316 , cor= 0.188
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 Cluster Incl Y12851 , cor= 0.263
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solute carrier famil , cor= 0.429
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zinc finger protein  , cor= 0.179
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 Cluster Incl AA5866 , cor= 0.374
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 Cluster Incl AA5866 , cor= 0.315
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 Cluster Incl M34428 , cor= 0.351
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ets variant gene 2 , cor= 0.187
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RecQ protein-like 5 , cor= 0.366
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 Cluster Incl AJ0100 , cor= 0.378
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one cut domain, fami , cor= 0.396
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hexose-6-phosphate d , cor= 0.0165
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 Cluster Incl AL0223 , cor= 0.376
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synovial sarcoma, X  , cor= 0.371
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 Cluster Incl S79325 , cor= 0.502
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Cluster Incl Z84717: , cor= 0.513


