proportion of models

0.4

0.3

0.2

675 genes

— bootstrap

random restart

mode: 6

mean: 6.1

median: 6
mode: 9
mean: 10.47

median:

10

number of clusters

0.4

0.3

1514 genes

random restart

— bootstrap
mode: 5
mean: 4.9
median: 5
mode: 7
mean: 10.14
median: 9

10 15 20 25

number of clusters

30




