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Reviewer Comments to Author: 

Apache Spark is a fast and general-purpose computing framework designed for large-scale data processing. 

In this work, the authors reviewed Apache Spark based applications in bioinformatics. The authors claims 

that this survey provides a comprehensive guideline for bioinformatics researchers to apply Spark in their 

own fields. 

 

Major issues: 

1. The manuscript needs to be rewritten to provide more practical information to bioinformatics research 

users how Apache Spark based bioinformatics tools are actively used in specific bioinformatics research 

domains and what are the advantages of using the Apache Spark. 

2. Table 1 shows basic APIs of Apache Spark. The reviewer cannot get a point why the authors included this 

table. Delete the table or keep the table with presenting how the APIs could be used in the bioinformatics 

tools. 

3. In the first paragraph of the Introduction section, "However, the existing bioinformatics 

tools cannot effectively handle such a large amount of data. In order to solve the issues, MapReduce, 

a programming model for parallel computation of large datasets, has been proposed [1]." sentences should 

be updated. MapReduce has not been proposed for bioinformatics tool. MapReduce framework was proposed 

for general purpose big data analysis in the distributed manner.  

4. The manuscript did not mention about "DataFrames" API that is an extension of RDD. Most of new Spark 

features use this new DataFrames, and it should be addressed in the manuscript.  

5. Table 2 only shows the application domain, program name, URL, references. The table should be updated 

to include more meaningful informatics of tools such as pros/cons or specific features or the tools. 

6. Figures 1 to 4 are not necessary in the manuscript. Instead of these figures, the authors should consider 

how to express the relationship of bioinformatics tools and Apache Spark effectively using figures. 
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