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Cp258_0559 HQEMTP Eq AAHMSNSSBPENEGKNTEMRVMEPTETETQGPRQAQBTMMS SBQEASBR B EE 842
Cgo896 EQENTPERGEQRENMESAHMSASSBPMTHGENTVRVMEPTESUTQGPKQAQBAMMS SBQUAQBQTEWRGSNBERANGNEE 846
Cbnmnﬂﬁ%FQLITPFRGLQREYLAAHMSVSSDPDNYGKITVRVLPTDTLTQGPKQAQDTMMSSDQIASDRTLWXDTNDLFNGNLL
Conservation, LTI Il [ [ ETD
8?0 Silio Q(IJG 92|0
DIP0733 TEPUGECBNENVEPENSORKNGASARPKEERVEVSHQGRMGEAPTHAEAESQUGCHBPREAQBEGEAKGE- - - -KPES 915
CDCE8392_0678 THEPNGBGH X SMQGKNGEAPTHAEAESQNGH EAQBEGEAKGHE----KPES 915
CDB402_0643 THEPNMGBGH SMQGKNGEAPTHAEAESQUGHBPRKEAQBEGEAKGE- - - -KPES 915
CULC22_00609 THPNMGBGE SMQGKNGNAPTHSEAESQNGH PIAAQIIGIAINIIITPIAII 919
Cp258_0559 THEPMGBGE PENSQR SMQGKNGNAPTHSEARSQUGHBPRAAQBEGEARNEGKNMPKKBE 919
Cg0896 THEPNMGGGE EPNNSQRKBQASAEPK VENKCQUCEAPTHAEAESQUCHBPKEAQBNEENMBGTATTPSTHE 923
(bnmnﬂﬁ%TLPVGDGXILYVEPLYSQRKXQASAFPKLLRVLVSYQGKVGYAPTIAEALSQVGIDPKEAQDLGEAKGL———PKPXS
Conservasn, HH“|HHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHHH
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DIP0733 QNR IAPSTPSAPASGSGTTGIAI 987
CDCE8392_0678 R APSTPSAPASGSGTTGEAN 987
CDB402_0643 GKAPSTPSAPASGSGTAGEANG 987
CULC22_00609 -SPK-PSAPASGTGATGH 988
Cp258_0559 NQ! -SPK-PSAPATGTGAAGEAHNQ 988
Cg0896 TITITIQP————ATITPTAPIS————IAIGIAAINIAISNIIAAIISSI NGRAEBAEBRANBSNQ--SAQ 985
Cmmmﬁﬁ%QNRDKPEDKEGKAPSTPSAPASGSGTTGEAIGKINDALNKLXSAKNGSNEEYGRALDELDKAVEEYRKVAGQ
corservason [T} |y T Tl [T e T im0 ol e e E D T i Wi
Strain Accession Query Score Identity Gaps
cover
C. diphtheriae CDC-E8392 CDCE8392_0678 | AEX71676.1 100% 2010 bits 984/987(99%) 0/987(0%)
(5207)
C. diphtheriae INCA 402 CDB402_0643 AEX45950.1 100% 2006 bits 984/987(99%) 0/987(0%)
(5198)
C. ulcerans BR-AD22 CULC22_00609 AEG83325.1 99% 1666 bits 797/988(81%) 3/988(0%)
(4315)
C. pseudotuberculosis 258 Cp258_0559 AFK16201.1 99% 1665 bits 798/990(81%) 7/990(0%)
(4312)
C. glutamicum ATCC 13032 Cg0896 CAF19491.1 99% 1396 bits 670/987(68%) 10/987(1%)
(3614)




