S5 Table. Functional annotation of 43 FADS variantsusing 3DSNP.

Score 3D 3D
(original interacting Closest Leading interacting
rsiD* Position list) genes gene Enhancer Promoter TFBS Motif NP Score  LDf genes Closest gene
rs174599 chr11:61621555 12.13 TMEM258 FADS2 19 rs5792235 2188 0.83 TMEM258 FADS2
and other 10 and other 10
rs174601 chr11:61623139 11.69 TMEM258 FADS2 19 1 rs5792235 2188 0.82 TMEM258 FADS2
and other 10 and other 10
TMEM258 TMEM258 FADS,
rs556656 chr11:61622904 11.9 FADS2 19 1 6591659 2110 1 FADSI,
and other 10 and other 10
MIR1908
. TMEM258 TMEM258
rs191972868 chrl11:61644759 8.1 and other 10 FADS3 4 1 2 rs369849285 186.4 0.86 and other 10 FADS3
. TMEM258 FADS3, TMEM258
rs115905177 chrl11:61647381 12.88 andother 10 MIR6746 21 rs145747072 1849 1 and other 10 FADS3
. TMEM258 FADS3, TMEM258
rs174635 chr11:61647426 16.57 andother 10 MIR6746 26 2 rs174466 1389 0.94 and other 10 FADS3
. TMEM258 FADS3, TMEM258
rs174634 chr11:61647386 13.96 andother 10 MIR6746 21 1 rs174466 1389 0.95 and other 10 FADS3
rs174454 chr11:61650746 8.83 TMEM258 FADS3 13 1 rs174466 1389 0.9 TMEM258 FADS3
and other 10 and other 10
rs741887 chr11:61690706 68.67 RAESILL and RAB3IL1 71 6 12 rs739789 135.1 0.93 RAB3IL1 and RAB3IL1
other 10 other 10
(2521561 chr11:61685988 40.49 RAB3ILIaNd prpaip 51 4 3 1739789 1351 095 RABSILIand  papa g
other 10 other 10
rs2727258 chr11:61690182 37.89 RAB3IL1 and RAB3IL1 22 3 14 10 rs739789 1351 0.8 RAB3IL1 and RAB3IL1
other 10 other 10
(2524288 chr11:61686335 20.3 RAB3ILIaNd sy 31 2 1 1739789 1351 095 RABSILIand  papa g
other 10 other 10
rs117518711 chr11:61688014 24.99 RAB3IL1 and RAB3IL1 11 1 20 rs375339708 1300 1 RAB3IL1 and RAB3IL1
other 10 other 10
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The underlined SNPs in red font are proxies (r>>0.8) for the original 43 SNPs. They have been identified by 3DSNP as having higher functionality score than the original SNP.

*137 release

TSNPs with the highest level of evidence (strongest interaction signals) from the six candidate SNPs from Fumagalli et al., Science, 2015
1r? with original SNP

3D - 3dimensional; LD - linkage disequilibrium; TFBS - transcription factor binding site.



