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Figure S2
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illustrate TRV chains preferentially used in antigen-specific T cell repertoires. Pies represent
cumulative frequencies (UMI) of each TRAV (left panel) and TRBV (right panel) chains in Melan-

populations (A) ; and individual MELOE-1-specific T cell populations (B). Black histograms
A specific (A) and MELOE-1 (B) individual specific T cell repertoires.

Figure S2: TRAV and TRBV usage of individual specific-T cell populations. Number of clonotypes
using individual TRAV (left) and TRBV (right) chains in individual Melan-A-specific T cell



