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Supplemental Figure 5. The mass spectrometry data was analyzed using MaxQuant in an identical 
manner to that described in the Methods section but with the ‘requant’ function switched off. Shown 
below are equivalent plots to Figures 3A (A), 3B (B), 6A (C), 6B (D), 8A (E) and 8B (F). Please refer 
to their corresponding legend in the main manuscript for further information.
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