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Supplementary Figure 2. siRNA-mediated knock-down of BATF and/or BATF3 in ALCL. (A) Expression of BATF and BATF3
in K299 (left) and Mac-1 (right) BATF and BATF3 double knock-out cells. Stable BATF3 single knock-out cells were trans-
duced with GFP-labeled vector encoding BATF targeting guide RNA (BATF KO) or non-targeting control (CRISPR CTL). At
day 10, GFP-positive cells were enriched by flow cytometry and whole cell extracts were analyzed by WB for protein expres-
sion of BATF and BATF3. The analysis of respective extracts from wt cells was included as a control. Furthermore, expressi-
on of B-tubulin was analyzed as a control. (B) siRNA-mediated knock-down of BATF and/or BATF3 in Mac-1 cells. Mac-1 cells
were treated with control SiRNAs (siCTL #1 and siCTL #2), siRNAs targeting BATF (SiBATF #2, siBATF #3, and SiBATF #4;
left panels) or BATF3 (siBATF3 #1 and siBATF3 #2; center), or respective combinations (right panels), as indicated.
Knock-down of the respective proteins was confirmed by immunoblotting (WB) (top panels). Expression of B-actin was
analyzed as a control. (C) siRNA-mediated knock-down of BATF and/or BATF3 in K299 cells. K299 cells were treated with
control siRNAs (siCTL #1 and siCTL #2), siRNAs targeting BATF (siBATF #2, siBATF #3, and siBATF #4; left panels) or
BATF3 (siBATF3 #1 and siBATF3 #2; center), or respective combinations (right panels), as indicated. Knock-down of the
respective proteins was confirmed by immunoblotting (WB) (top panels). Thereafter, cell numbers (upper graphs), [*H]-thymi-
dine incorporation (center) and the percentage of Annexin V-positive cells (lower graphs) were analyzed over time. The
respective cell number is indicated by 1076 (upper graphs), [*H]-thymidine incorporation by 103 counts per minute (cpm),
Annexin V-positivity in percentage of Annexin V-positive cells (%). *, P < 0.05; **, P < 0.01; ***, P < 0.001; n.s., not significant.



